[bookmark: _Hlk511476636]TABLE S2｜Primers used in the construction of the epitope-tagging strains.
	Gene
	sgRNA
	KO-Forward (5′-3′)
	KO-Reverse (5′-3′)

	PP5
	CGTCTACATGAAGCTGAGCA
	AAGCATTGTCCTTCCTACC
	ATTCTGTTCCGCCTCATC

	PP7
	GTTTTACGCTGATTGCGACA
	AGTGTGGCTGTGGTGATT
	ACGGAACTCGATTCTCTGT

	EFPP
	CGACATCGACTAACCTGCGA
	GAATTGTCTCCGCAGTCT
	AACGCCCTAAATCCGAAC

	SLP
	TATGAGTAGTAGTTGTTGAC
	ACGAAGATATGTGAGGAACT
	AACTCTCGCTGACTAGGA

	PPM3F
	TCTTCAAGTGCTCAAAACAG
	ACTCAGTCTGCCTATCCTC
	GGTGTCACAGGTGGAATAG

	PPM4
	GTAAAGAAAAAAGAGCGGCA
	CCTACGAGGCACCTAGTT
	AGAGACACAAGCAAGAAGAA

	PPM5A
	GTTTTTGCGTATGCATTCAA
	AGACTTGACGGTTCATACG
	CACGCACGATCCACTTAT

	PPM5B
	CCCACGTTTCAGCTCCATCG
	ATCCATAGGCGACTCCAT
	TGTCGTATCTCCTGTTGTG

	PPM6
	GTTTTTCACCCCCGTCCTTT
	CTTACGCCTCAAGACGAT
	CAGGAGAATGGACAACAATT

	PPM8
	TCGTCACCGACGCTCCTTCG
	CTTAACGGTGCGATGGTT
	CCTACGGTTGTTCAAGAGAT

	PPM9
	CAAATTAGTGATCAAACACA
	CCTACCAGTTCCTCACTTC
	TGTCTCACCAATCTCCAAG

	PPM12
	CGGTGTTTGTAGCAGTGTCA
	CCGATTGGAGAGTTGGTT
	TGAGCAGTAGCGAAGTTC

	PPM14
	ACGTGGTCGTATGTTTTTTA
	TCTTCTTCGCTTCACCTAC
	TCCTACGCAGTCCTCATT

	PPM18
	CTTAGGGAATTCATTATTTC
	CCGTTCTCGTGATTCCTT
	CCATTCCTCGTGTCTTGA

	CTD1
	GCGAAACGATCGTTCAAATC
	CGAACAGAAGTGTCTCCTC
	AGTTACAGCAACGCACAT

	CTD2
	GCGGGATCTTTGTGACCTCT
	CGTATGAGTAAGGAGTGTGA
	AGTCCGACGAAACAAGTG

	CTD3
	AGGACGCACAAAGGCGCTGA
	TCGCCTCCACATGAAGAA
	CTGTCCTCACATTCCTCTG



