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Cyanea_TRINITY_DN10429_c0_g1_i2.p1__XP_012562856.1_PREDICTED_uncharacterized_protein_LOC101239750_partial_Hydra_vulgaris

Anemonia_GHCD01143391.1.p1__XP_031558683.1_uncharacterized_protein_LOC116295098_isoform_X3_Actinia_tenebrosa

Pseudodiploria_HACD01147378.1.p1__XP_020610306.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610307.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610308.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata

Podocoryna_GBEH01030121.1.p1__XP_020611795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Orbicella_faveolata

Podocoryna_GBEH01045122.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Millepora_gb_GFAS01260483.1_.p1__XP_033737108.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X1_Pecten_maximus

Anthopleura_GBXJ01021023.1.p1_GBXJ01021024.1.p1__OLP90319.1_Choline_transporter-like_protein_2_Symbiodinium_microadriaticum

Pelagia_TRINITY_DN4804_c1_g1_i1.p1__XP_028515638.1_uncharacterized_protein_LOC110241623_Exaiptasia_pallida

Zoanthus_GGTW01066603.1.p1__XP_002600826.1_hypothetical_protein_BRAFLDRAFT_75883_Branchiostoma_floridae

Alveopora_GGJR01003006.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Stichodactyla_GGNY01026924.1.p1__XP_031558679.1_macrophage_colony-stimulating_factor_1_receptor-like_isoform_X9_Actinia_tenebrosa

Acropora1_XP_029204389.1_XP_029204390.1_XP_029204391.1__XP_029204385.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Acropora_millepora_XP_029204386.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_

Millepora_gb_GFAS01266926.1_.p1__XP_028399566.1_uncharacterized_protein_LOC114522976_Dendronephthya_gigantea

Edwardsiella_GGGB01152260.1.p1__XP_032222944.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Nematostella_vectensis

Atolla_TRINITY_DN754_c0_g2_i3.p1__XP_019645275.1_PREDICTED_uncharacterized_protein_LOC109486022_Branchiostoma_belcheri

Hydractinia_GAWH01058407.1.p1__XP_009082282.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase_partial_Acanthisitta_chloris

Ectopleura_TRINITY_DN1971_c1_g1_i10.p1__XP_028399012.1_uncharacterized_protein_LOC114522510_Dendronephthya_gigantea

Atolla_TRINITY_DN537_c0_g1_i9.p1__KFQ71306.1_Plasminogen_partial_Phaethon_lepturus

Lucernaria_HAHD01044841.1.p1__XP_020914254.1_zinc_metalloproteinase_nas-4_Exaiptasia_pallida

Aurelia_scaffold142.g67.t1__XP_001639687.2_SCO-spondin_Nematostella_vectensis

Pseudodiploria_HACD01164412.1.p1__XP_020610306.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610307.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610308.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata

Chironex_GHAX01081530.1.p1__XP_020611792.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Orbicella_faveolata_XP_020611793.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_

Orbicella_ofav_00009936__XP_022800028.1_uncharacterized_protein_LOC111337906_Stylophora_pistillata

Seriatopora_GIAR01002466.1.p1__XP_022783041.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Stylophora_pistillata_PFX30201.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR1_Stylophora_

Hydra_ADI56235.1__ADI56235.1_receptor_tyrosine_kinase-like_orphan_receptor_partial_Hydra_vulgaris

Pseudodiploria_HACD01164411.1.p1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Cyanea_TRINITY_DN18654_c0_g1_i1.p1_TRINITY_DN18654_c0_g1_i2.p1__XP_012560707.1_PREDICTED_cartilage_matrix_protein-like_partial_Hydra_vulgaris

Metridium_GGGC01063092.1.p1__XP_028516344.1_angiopoietin-1_receptor_Exaiptasia_pallida

Atolla_TRINITY_DN16589_c0_g1_i3.p1__XP_002596482.1_hypothetical_protein_BRAFLDRAFT_243678_partial_Branchiostoma_floridae

Stichodactyla_GGNY01026941.1.p1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Podocoryna_GBEH01036100.1.p1__RMX59185.1_hypothetical_protein_pdam_00007715_partial_Pocillopora_damicornis

Dendronephthya_XP_028399005.1__XP_028399005.1_uncharacterized_protein_LOC114522508_isoform_X1_Dendronephthya_gigantea

Millepora_gb_GFAS01300477.1_.p1__XP_033869726.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Acipenser_ruthenus

Aurelia_scaffold761.g1.t1__XP_019630377.1_PREDICTED_plasminogen-like_partial_Branchiostoma_belcheri

Pocillopora_XP_027052238.1__XP_027052238.1_uncharacterized_protein_LOC113679476_Pocillopora_damicornis

Heliopora_GFVH01070166.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Pseudodiploria_HACD01147379.1.p1__XP_020610306.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610307.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610308.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata

Nemopilema_GHAR01061614.1.p1_GHAR01061615.1.p1_GHAR01061617.1.p1_GHAR01061618.1.p1_GHAR01061627.1.p1__OJH37837.1_hypothetical_protein_BON30_27055_Cystobacter_ferrugineus

Xenia_GHBC01079235.1.p1__XP_028412961.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Hydractinia_GAWH01006457.1.p1__XP_017345287.1_PREDICTED_muscle_skeletal_receptor_tyrosine-protein_kinase_isoform_X3_Ictalurus_punctatus

Velella_GHAZ01098444.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Actinia_XP_031556453.1_XP_031556454.1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Morbakka_scaffold177.g27.t1__XP_031559636.1_zinc_metalloproteinase_nas-6-like_isoform_X2_Actinia_tenebrosa

Corynactis_gb_GELM01070744.1_.p1__XP_028516344.1_angiopoietin-1_receptor_Exaiptasia_pallida

Atolla_TRINITY_DN420_c0_g1_i6.p1__XP_028652793.1_plasminogen_Erpetoichthys_calabaricus

Alveopora_GGJR01110154.1.p1__OLQ04542.1_UMP-CMP_kinase_Symbiodinium_microadriaticum

Acropora2_XP_015759043.1__XP_015759041.1_PREDICTED_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Acropora_digitifera

Aurelia_scaffold16.g19.t2__PIO16636.1_hypothetical_protein_AB205_0035930_partial_Lithobates_catesbeianus

Turritopsis_IAAF01048619.1.p1__XP_033831788.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Periophthalmus_magnuspinnatus

Aurelia_scaffold31.g43.t1__XP_019636959.1_PREDICTED_fibropellin-1-like_Branchiostoma_belcheri

Atolla_TRINITY_DN2621_c0_g1_i1.p1__XP_002589867.1_hypothetical_protein_BRAFLDRAFT_239152_partial_Branchiostoma_floridae

Aequorea_TRINITY_DN24790_c0_g1_i1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Galaxea_gfas1.m1.3272.m1__XP_029209556.1_zinc_metalloproteinase_nas-4-like_Acropora_millepora

Eleutherobia_GHFI01122389.1.p1__XP_028416142.1_plasminogen-like_partial_Dendronephthya_gigantea

Stylophora_XP_022793078.1__XP_022793078.1_uncharacterized_protein_LOC111332051_partial_Stylophora_pistillata

Ectopleura_TRINITY_DN131986_c0_g1_i1.p1__XP_019647518.1_PREDICTED_apolipoprotein-like_Branchiostoma_belcheri

Stylophora_XP_022787732.1_XP_022787733.1_XP_022787734.1_XP_022787735.1_XP_022787737.1_XP_022787738.1_XP_022787739.1__PFX27293.1_Tyrosine-protein_kinase_receptor_Tie-2_Stylophora_pistillata

Velella_GHAZ01122225.1.p1__RMX59185.1_hypothetical_protein_pdam_00007715_partial_Pocillopora_damicornis

Stomolophus_TRINITY_DN1725_c0_g1_i6.p1__XP_012562856.1_PREDICTED_uncharacterized_protein_LOC101239750_partial_Hydra_vulgaris

Aequorea_TRINITY_DN3221_c1_g1_i4.p1_TRINITY_DN3221_c1_g1_i6.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Podocoryna_GBEH01066363.1.p1__XP_028359829.1_plasminogen_isoform_X1_Phyllostomus_discolor

Xenia_GHBC01121733.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Hydractinia_GAWH01024929.1.p1__XP_019372585.1_PREDICTED_muscle_skeletal_receptor_tyrosine-protein_kinase_Gavialis_gangeticus

Podocoryna_GBEH01154856.1.p1_GBEH01183585.1.p1__XP_007425884.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Python_bivittatus

Anthopleura_GBXJ01119062.1.p1__XP_031558679.1_macrophage_colony-stimulating_factor_1_receptor-like_isoform_X9_Actinia_tenebrosa

Edwardsiella_GGGB01058073.1.p1__XP_032222944.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Nematostella_vectensis

Craspedacusta_TRINITY_DN5365_c0_g1_i6.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Pseudodiploria_HACD01073958.1.p1__XP_020600789.1_uncharacterized_protein_LOC110039949_Orbicella_faveolata

Stichodactyla_GGNY01026929.1.p1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Atolla_TRINITY_DN176_c0_g2_i3.p1_TRINITY_DN176_c0_g2_i5.p1__6DCM_A_Chain_A_Plasminogen_Homo_sapiens

Zoanthus_GGTW01090418.1.p1__OLP90319.1_Choline_transporter-like_protein_2_Symbiodinium_microadriaticum

Velella_GHAZ01145679.1.p1__XP_021362538.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X3_Mizuhopecten_yessoensis

Atolla_TRINITY_DN609_c0_g1_i11.p1__XP_019620048.1_PREDICTED_uncharacterized_protein_LOC109466730_Branchiostoma_belcheri

Ectopleura_TRINITY_DN13759_c0_g1_i3.p1__XP_020899179.1_uncharacterized_protein_LOC110237898_Exaiptasia_pallida

Agaricia_GGLC03048991.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Actinia_XP_031559636.1__XP_031559636.1_zinc_metalloproteinase_nas-6-like_isoform_X2_Actinia_tenebrosa

Haliclystus_HAHB01017930.1.p1__XP_021460568.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Oncorhynchus_mykiss

Atolla_TRINITY_DN420_c0_g2_i1.p1__XP_028652793.1_plasminogen_Erpetoichthys_calabaricus

Atolla_TRINITY_DN176_c0_g1_i6.p1__XP_030834874.1_putative_apolipoprotein-like_protein_2_Strongylocentrotus_purpuratus

Desmophyllum_GHDD01223698.1.p1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Craseoa_TRINITY_DN132327_c0_g1_i1.p1__XP_012558482.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Hydra_vulgaris

Turritopsis_IAAF01037915.1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Turritopsis_IAAF01066776.1.p1__XP_028399012.1_uncharacterized_protein_LOC114522510_Dendronephthya_gigantea

Hydractinia_GAWH01013400.1.p1__XP_028319099.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Gouania_willdenowi

Fungia_ffun1.m2b.18641.m1__XP_020601479.1_uncharacterized_protein_LOC110040573_Orbicella_faveolata

Forskalia_TRINITY_DN116155_c0_g1_i1.p1__XP_012558482.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Hydra_vulgaris

Eleutherobia_GHFI01122394.1.p1__XP_028399004.1_uncharacterized_protein_LOC114522507_isoform_X2_Dendronephthya_gigantea

Dendronephthya_XP_028399012.1__XP_028399012.1_uncharacterized_protein_LOC114522510_Dendronephthya_gigantea

Chironex_GHAX01044726.1.p1__XP_029209556.1_zinc_metalloproteinase_nas-4-like_Acropora_millepora

Palythoa_GESO01061491.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Turritopsis_IAAF01041718.1.p1_IAAF01042652.1.p1__XP_017265890.1_muscle_skeletal_receptor_tyrosine-protein_kinase_isoform_X2_Kryptolebias_marmoratus

Stomolophus_TRINITY_DN5914_c0_g1_i1.p1__XP_002604127.1_hypothetical_protein_BRAFLDRAFT_71581_Branchiostoma_floridae

Desmophyllum_GHDD01431352.1.p1__XP_027037169.1_uncharacterized_protein_LOC113665648_Pocillopora_damicornis_RMX51527.1_hypothetical_protein_pdam_00010309_Pocillopora_damicornis

Podocoryna_GBEH01099090.1.p1__XP_028830208.1_muscle_skeletal_receptor_tyrosine-protein_kinase_isoform_X2_Denticeps_clupeoides

Seriatopora_GIAR01023792.1.p1__XP_022793078.1_uncharacterized_protein_LOC111332051_partial_Stylophora_pistillata

Dendronephthya_XP_028415988.1_XP_028415989.1_XP_028415990.1_XP_028415991.1__XP_028415988.1_hemicentin-1-like_Dendronephthya_gigantea_XP_028415989.1_hemicentin-1-like_Dendronephthya_gigantea

Clavularia_GHAW01116238.1.p1__XP_028412961.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Pseudodiploria_HACD01082390.1.p1__XP_020611795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Orbicella_faveolata

Craspedacusta_TRINITY_DN5271_c0_g1_i6.p1_TRINITY_DN5365_c0_g1_i2.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Atolla_TRINITY_DN67405_c0_g1_i1.p1__XP_021164292.1_plasminogen_Fundulus_heteroclitus

Fungia_ffun1.m4.13915.m1__XP_020610306.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610307.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610308.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata

Lucernaria_HAHD01091907.1.p1__RMX47947.1_hypothetical_protein_pdam_00005338_Pocillopora_damicornis

Atolla_TRINITY_DN1829_c0_g1_i1.p1_TRINITY_DN1829_c0_g1_i3.p1__POI23051.1_hypothetical_protein_CIB84_013201_partial_Bambusicola_thoracicus

Pocillopora_RMX47947.1__RMX47947.1_hypothetical_protein_pdam_00005338_Pocillopora_damicornis

Desmophyllum_GHDD01300192.1.p1__XP_020611795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Orbicella_faveolata

Ectopleura_TRINITY_DN13759_c0_g2_i2.p1__XP_020899179.1_uncharacterized_protein_LOC110237898_Exaiptasia_pallida

Anthopleura_GBXJ01119068.1.p1__XP_031558679.1_macrophage_colony-stimulating_factor_1_receptor-like_isoform_X9_Actinia_tenebrosa

Ectopleura_TRINITY_DN7908_c0_g1_i1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Actinia_XP_031564423.1__XP_031564423.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X2_Actinia_tenebrosa

Rhopilema_mRNA.RE15725__AAS83462.1_blue_pigment_protein_precursor_Rhizostoma_pulmo

Stichodactyla_GGNY01113342.1.p1__XP_031558679.1_macrophage_colony-stimulating_factor_1_receptor-like_isoform_X9_Actinia_tenebrosa

Porpita_GHBA01071805.1.p1__XP_020611795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Orbicella_faveolata

Ectopleura_TRINITY_DN13759_c0_g1_i4.p1__XP_020899179.1_uncharacterized_protein_LOC110237898_Exaiptasia_pallida

Exaiptasia_XP_028516342.1__XP_028516342.1_uncharacterized_protein_LOC110244088_partial_Exaiptasia_pallida

Hydractinia_GAWH01040300.1.p1__XP_019631604.1_PREDICTED_uncharacterized_protein_LOC109475445_Branchiostoma_belcheri

Protopalythoa_GCVI01049098.1.p1__OLP90319.1_Choline_transporter-like_protein_2_Symbiodinium_microadriaticum

Chironex_GHAX01044724.1.p1__XP_029209556.1_zinc_metalloproteinase_nas-4-like_Acropora_millepora

Alveopora_GGJR01162796.1.p1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Eleutherobia_GHFI01061206.1.p1__XP_028399014.1_uncharacterized_protein_LOC114522512_Dendronephthya_gigantea

Stichodactyla_GGNY01026936.1.p1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Stichodactyla_GGNY01026930.1.p1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Hydractinia_GAWH01016074.1.p1__XP_031433972.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Clupea_harengus

Pocillopora_RMX49452.1__RMX49452.1_hypothetical_protein_pdam_00013353_Pocillopora_damicornis

Renilla_g20235.t1__XP_028413044.1_zinc_metalloproteinase_nas-4-like_Dendronephthya_gigantea

Stomolophus_TRINITY_DN1725_c0_g1_i12.p1__XP_032222764.1_uncharacterized_protein_LOC5521688_Nematostella_vectensis

Stylophora_PFX22780.1__PFX22780.1_Tyrosine-protein_kinase_receptor_Tie-2_Stylophora_pistillata

Stomolophus_TRINITY_DN1330_c0_g3_i1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Atolla_TRINITY_DN34988_c2_g1_i1.p1__XP_798048.3_plasminogen-like_Strongylocentrotus_purpuratus

Actinia_XP_031554403.1__XP_031554403.1_vascular_endothelial_growth_factor_receptor_1-like_Actinia_tenebrosa

Hydractinia_GAWH01064464.1.p1__XP_021362538.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X3_Mizuhopecten_yessoensis

Atolla_TRINITY_DN11369_c0_g1_i1.p2__XP_002295608.1_predicted_protein_Thalassiosira_pseudonana_CCMP1335_ACI64325.1_predicted_protein_Thalassiosira_pseudonana_CCMP1335

Nemopilema_GHAR01062189.1.p1__XP_028399650.1_neurogenic_locus_notch_homolog_protein_2-like_isoform_X3_Dendronephthya_gigantea

Atolla_TRINITY_DN4819_c2_g1_i2.p1__XP_019618443.1_PREDICTED_plasminogen-like_Branchiostoma_belcheri

Craseoa_TRINITY_DN237551_c0_g1_i1.p1__XP_028399009.1_uncharacterized_protein_LOC114522509_isoform_X2_Dendronephthya_gigantea

Chrysaora_TRINITY_DN14060_c0_g2_i3.p1__XP_012562856.1_PREDICTED_uncharacterized_protein_LOC101239750_partial_Hydra_vulgaris

Exaiptasia_XP_028517245.1__XP_028517245.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Exaiptasia_pallida

Nemopilema_GHAR01063912.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Palythoa_GESO01070998.1.p1__XP_020611795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Orbicella_faveolata

Atolla_TRINITY_DN1829_c0_g4_i1.p1__XP_014009162.1_PREDICTED_hepatocyte_growth_factor-like_partial_Salmo_salar

Aurelia_scaffold1446.g4.t1__XP_025755009.1_plasminogen_isoform_X3_Oreochromis_niloticus

Chironex_TRINITY_DN1943_c0_g1_i1.p1__XP_027041304.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Pocillopora_damicornis

Ectopleura_TRINITY_DN8072_c0_g1_i7.p1__PWA26872.1_hypothetical_protein_CCH79_00000709_Gambusia_affinis

Nemopilema_GHAR01069326.1.p1__XP_012558482.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Hydra_vulgaris

Pocillopora_XP_027043895.1__XP_027043895.1_zinc_metalloproteinase_nas-13-like_Pocillopora_damicornis

Galaxea_gfas1.m1.2908.m1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Podocoryna_GBEH01060129.1.p1_GBEH01183604.1.p1__XP_029141546.1_muscle_skeletal_receptor_tyrosine-protein_kinase_isoform_X2_Protobothrops_mucrosquamatus

Aurelia_scaffold1448.g3.t1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Hydractinia_GAWH01009476.1.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Ectopleura_TRINITY_DN1971_c1_g1_i8.p1__ROT66944.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR1_Penaeus_vannamei

Haliclystus_HAHB01025409.1.p1__XP_027052238.1_uncharacterized_protein_LOC113679476_Pocillopora_damicornis

Copula_GHBG01091047.1.p1__GBM25237.1_Inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_Araneus_ventricosus

Eleutherobia_GHFI01057486.1.p1__XP_028412964.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Heliopora_GFVH01019683.1.p1__2DOH_X_Chain_X_Angiostatin_Homo_sapiens_2DOI_A_Chain_A_Angiostatin_Homo_sapiens_2DOI_X_Chain_X_Angiostatin_Homo_sapiens

Atolla_TRINITY_DN57642_c0_g1_i1.p1__PIO16636.1_hypothetical_protein_AB205_0035930_partial_Lithobates_catesbeianus

Eleutherobia_GHFI01068551.1.p1_GHFI01068552.1.p1_GHFI01068553.1.p1_GHFI01068555.1.p1__XP_028413044.1_zinc_metalloproteinase_nas-4-like_Dendronephthya_gigantea

Heliopora_GFVH01022191.1.p1__XP_003385101.2_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Amphimedon_queenslandica

Edwardsiella_GGGB01152266.1.p1__XP_032222944.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Nematostella_vectensis

Podocoryna_GBEH01130048.1.p1__XP_014785449.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X1_Octopus_bimaculoides

Stomolophus_TRINITY_DN33958_c0_g1_i1.p1__AAS83462.1_blue_pigment_protein_precursor_Rhizostoma_pulmo

Atolla_TRINITY_DN176_c0_g1_i21.p1__XP_002604127.1_hypothetical_protein_BRAFLDRAFT_71581_Branchiostoma_floridae

Goniastrea_gasp1.m3.19127.m1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Dendronephthya_XP_028414636.1__XP_028414636.1_plasminogen-like_Dendronephthya_gigantea

Anemonia_GHCD01022287.1.p2__OLP90319.1_Choline_transporter-like_protein_2_Symbiodinium_microadriaticum

Pocillopora_RMX51527.1_XP_027037169.1__XP_027037169.1_uncharacterized_protein_LOC113665648_Pocillopora_damicornis_RMX51527.1_hypothetical_protein_pdam_00010309_Pocillopora_damicornis

Liriope_TRINITY_DN18247_c0_g1_i5.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Craspedacusta_TRINITY_DN14658_c0_g1_i1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Lucernaria_HAHD01067420.1.p1__XP_020610306.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610307.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610308.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata

Zoanthus_GGTW01102379.1.p1__OLQ04542.1_UMP-CMP_kinase_Symbiodinium_microadriaticum

Goniastrea_gasp1.m3.19124.m1__XP_020610306.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610307.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610308.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata

Tripedalia_GHAQ01091368.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Clavularia_GHAW01022739.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Clavularia_GHAW01115014.1.p1__XP_028399016.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X2_Dendronephthya_gigantea

Aurelia_scaffold1048.g5.t1__XP_022783146.1_zinc_metalloproteinase_nas-6-like_Stylophora_pistillata_PFX34609.1_Zinc_metalloproteinase_nas-13_Stylophora_pistillata

Goniastrea_gasp1.m3.31744.m1__XP_020610306.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610307.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610308.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata

Aurelia_scaffold31.g39.t1__XP_004595525.2_PREDICTED_plasminogen_Ochotona_princeps

Atolla_TRINITY_DN176_c0_g1_i19.p1__XP_002604127.1_hypothetical_protein_BRAFLDRAFT_71581_Branchiostoma_floridae

Amplexidiscus_evm.model.scaffold_270.11__XP_022800028.1_uncharacterized_protein_LOC111337906_Stylophora_pistillata_PFX19670.1_Tissue-type_plasminogen_activator_Stylophora_pistillata

Morbakka_scaffold158.g31.t1__RMX47947.1_hypothetical_protein_pdam_00005338_Pocillopora_damicornis

Lucernaria_HAHD01067422.1.p1__XP_020610306.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610307.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610308.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata

Podocoryna_GBEH01070703.1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Tripedalia_GHAQ01104429.1.p1_GHAQ01104431.1.p1__XP_020611792.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Orbicella_faveolata_XP_020611793.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_

Aequorea_TRINITY_DN3221_c1_g1_i1.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Desmophyllum_GHDD01191312.1.p1__RMX46054.1_hypothetical_protein_pdam_00002042_Pocillopora_damicornis

Stylophora_XP_022787755.1__XP_022787755.1_angiopoietin-1_receptor-like_Stylophora_pistillata

Dendronephthya_XP_028408139.1__XP_028408139.1_uncharacterized_protein_LOC114530726_Dendronephthya_gigantea

Nanomia_TRINITY_DN65807_c0_g2_i1.p1__XP_018079299.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Xenopus_laevis

Anthopleura_GBXJ01027028.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Pseudodiploria_HACD01147380.1.p1__XP_020610306.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610307.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610308.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata

Clavularia_GHAW01080351.1.p1__XP_028412961.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Seriatopora_GIAR01008491.1.p1__XP_022787754.1_uncharacterized_protein_LOC111327753_Stylophora_pistillata

Clavularia_GHAW01116239.1.p1__XP_028412961.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Dendronephthya_XP_028399006.1__XP_028399006.1_uncharacterized_protein_LOC114522508_isoform_X2_Dendronephthya_gigantea

Millepora_gb_GFAS01216549.1_.p1__XP_028399566.1_uncharacterized_protein_LOC114522976_Dendronephthya_gigantea

Stichodactyla_GGNY01141289.1.p1__XP_020915795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Exaiptasia_pallida

Edwardsiella_GGGB01126647.1.p1__MBH45074.1_hypothetical_protein_Flavobacteriaceae_bacterium

Millepora_gb_GFAS01257310.1_.p1__ROT66944.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR1_Penaeus_vannamei

Millepora_gb_GFAS01217046.1_.p1__OLQ04542.1_UMP-CMP_kinase_Symbiodinium_microadriaticum

Atolla_TRINITY_DN176_c0_g2_i6.p1_TRINITY_DN176_c0_g2_i8.p1__6DCM_A_Chain_A_Plasminogen_Homo_sapiens

Millepora_gb_GFAS01227439.1_.p1__PFX35054.1_Muscle_skeletal_receptor_tyrosine_protein_kinase_Stylophora_pistillata

Aurelia_scaffold170.g26.t6__XP_002606848.1_hypothetical_protein_BRAFLDRAFT_103544_Branchiostoma_floridae

Velella_GHAZ01091580.1.p1__OLQ04542.1_UMP-CMP_kinase_Symbiodinium_microadriaticum

Galaxea_gfas1.m1.14401.m1__XP_020600789.1_uncharacterized_protein_LOC110039949_Orbicella_faveolata

Corynactis_gb_GELM01065033.1_.p1__XP_028516344.1_angiopoietin-1_receptor_Exaiptasia_pallida

Aurelia_scaffold251.g48.t1__XP_019918178.1_PREDICTED_plasminogen-like_Crassostrea_gigas

Fungia_ffun1.m4.25867.m1__XP_020600767.1_uncharacterized_protein_LOC110039930_isoform_X1_Orbicella_faveolata

Turritopsis_IAAF01057600.1.p1_IAAF01066919.1.p1_IAAF01066921.1.p1__XP_030623307.1_muscle_skeletal_receptor_tyrosine-protein_kinase_isoform_X1_Chanos_chanos

Velella_GHAZ01091579.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Millepora_gb_GFAS01195498.1_.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Dendronephthya_XP_028399016.1__XP_028399016.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X2_Dendronephthya_gigantea

Actinia_XP_031558678.1__XP_031558678.1_tyrosine-protein_kinase_receptor_Tie-1-like_isoform_X8_Actinia_tenebrosa

Goniastrea_gasp1.m3.28645.m1__XP_020600774.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Orbicella_faveolata

Alveopora_GGJR01144542.1.p1_GGJR01144543.1.p1_GGJR01144546.1.p1_GGJR01144548.1.p1_GGJR01144550.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Aurelia_scaffold21.g58.t1__XP_002604127.1_hypothetical_protein_BRAFLDRAFT_71581_Branchiostoma_floridae

Stylophora_XP_022787746.1__XP_022787746.1_uncharacterized_protein_LOC111327749_isoform_X5_Stylophora_pistillata

Dendronephthya_XP_028418124.1__XP_028418124.1_uncharacterized_protein_LOC114543258_Dendronephthya_gigantea

Pelagia_TRINITY_DN57826_c0_g1_i1.p1__CBY30366.1_unnamed_protein_product_Oikopleura_dioica

Alveopora_GGJR01110155.1.p1__OLQ04542.1_UMP-CMP_kinase_Symbiodinium_microadriaticum

Millepora_gb_GFAS01282990.1_.p1__PFX35054.1_Muscle_skeletal_receptor_tyrosine_protein_kinase_Stylophora_pistillata

Atolla_TRINITY_DN1283_c0_g1_i2.p1__XP_030848075.1_plasminogen-like_Strongylocentrotus_purpuratus

Turritopsis_IAAF01019339.1.p1_IAAF01019360.1.p1__XP_014239901.1_tyrosine-protein_kinase_transmembrane_receptor_Ror2_Cimex_lectularius

Dendronephthya_XP_028399266.1__XP_028399266.1_uncharacterized_protein_LOC114522723_Dendronephthya_gigantea

Agaricia_GGLC03000912.1.p1__XP_002598375.1_hypothetical_protein_BRAFLDRAFT_96858_Branchiostoma_floridae

Xenia_GHBC01147346.1.p1__OLP90319.1_Choline_transporter-like_protein_2_Symbiodinium_microadriaticum

Atolla_TRINITY_DN7028_c0_g1_i1.p1__XP_002604259.1_hypothetical_protein_BRAFLDRAFT_88548_Branchiostoma_floridae

Eleutherobia_GHFI01084096.1.p1__OXB70188.1_hypothetical_protein_H355_014039_partial_Colinus_virginianus

Atolla_TRINITY_DN11290_c0_g1_i1.p1__XP_015270144.1_PREDICTED_plasminogen_isoform_X2_Gekko_japonicus

Aurelia_scaffold31.g21.t1

Velella_GHAZ01016600.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Craseoa_TRINITY_DN219506_c0_g1_i1.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Porites_36046_t__PFX27294.1_Tyrosine-protein_kinase_receptor_Tie-2_Stylophora_pistillata

Anthopleura_GBXJ01130619.1.p1_GBXJ01130620.1.p1__XP_020915795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Exaiptasia_pallida

Anthopleura_GBXJ01119065.1.p1_GBXJ01119070.1.p1__XP_031558679.1_macrophage_colony-stimulating_factor_1_receptor-like_isoform_X9_Actinia_tenebrosa

Atolla_TRINITY_DN2508_c1_g2_i1.p1__XP_020630187.1_coadhesin-like_isoform_X1_Orbicella_faveolata

Eleutherobia_GHFI01122383.1.p1__XP_028414636.1_plasminogen-like_Dendronephthya_gigantea

Corynactis_gb_GELM01061356.1_.p1__XP_020611795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Orbicella_faveolata

Ectopleura_TRINITY_DN1971_c1_g1_i9.p1__XP_028399012.1_uncharacterized_protein_LOC114522510_Dendronephthya_gigantea

Goniastrea_gasp1.m3.545.m1__XP_020611795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Orbicella_faveolata

Exaiptasia_KXJ05554.1__KXJ05554.1_Tyrosine-protein_kinase_transmembrane_receptor_Ror2_partial_Exaiptasia_pallida

Stylophora_XP_022787743.1__XP_022787743.1_uncharacterized_protein_LOC111327749_isoform_X2_Stylophora_pistillata

Podocoryna_GBEH01070704.1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Craspedacusta_TRINITY_DN27814_c1_g2_i1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Lucernaria_HAHD01091902.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Aurelia_scaffold174.g54.t2__XP_012558482.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Hydra_vulgaris

Scolanthus_GGGE01071942.1.p1__XP_031559635.1_zinc_metalloproteinase_nas-6-like_isoform_X1_Actinia_tenebrosa

Porites_4859_t__XP_020611795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Orbicella_faveolata

Protopalythoa_GCVI01020961.1.p1__XP_032221233.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_Nematostella_vectensis

Rhizostoma_AAS83462.1__AAS83462.1_blue_pigment_protein_precursor_Rhizostoma_pulmo

Desmophyllum_GHDD01223699.1.p1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Craspedacusta_TRINITY_DN5365_c1_g1_i1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Stylophora_XP_022795160.1__XP_022795160.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X4_Stylophora_pistillata

Chironex_GHAX01071344.1.p1__XP_020611297.1_uncharacterized_protein_LOC110049811_Orbicella_faveolata

Atolla_TRINITY_DN4705_c0_g1_i2.p1__XP_027055910.1_rhamnose-binding_lectin-like_isoform_X2_Pocillopora_damicornis

Acanthogorgia_gb_GEXC01029409.1_.p1__XP_028412961.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Atolla_TRINITY_DN1829_c0_g3_i1.p1__XP_004595525.2_PREDICTED_plasminogen_Ochotona_princeps

Nemopilema_GHAR01061622.1.p1__XP_028414299.1_fibrillin-1-like_partial_Dendronephthya_gigantea

Velella_GHAZ01170093.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Cyanea_TRINITY_DN48556_c0_g2_i2.p2__XP_019929305.1_PREDICTED_plasminogen-like_Crassostrea_gigas

Atolla_TRINITY_DN176_c0_g1_i1.p1__XP_030834874.1_putative_apolipoprotein-like_protein_2_Strongylocentrotus_purpuratus

Tripedalia_GHAQ01059109.1.p1__XP_020914254.1_zinc_metalloproteinase_nas-4_Exaiptasia_pallida

Podocoryna_GBEH01052805.1.p1__XP_028399012.1_uncharacterized_protein_LOC114522510_Dendronephthya_gigantea

Thelohanellus_KII62115.1__KII62115.1_Protein-tyrosine_kinase_6_Thelohanellus_kitauei

Clavularia_GHAW01096470.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Alveopora_GGJR01003005.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Dendronephthya_XP_028399013.1__XP_028399013.1_uncharacterized_protein_LOC114522511_Dendronephthya_gigantea

Apolemia_TRINITY_DN141788_c0_g1_i1.p1__XP_012808865.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Xenopus_tropicalis_KAE8632690.1_hypothetical_protein_XENTR_v10001635_Xenopus_tropicalis

Liriope_TRINITY_DN18247_c1_g1_i2.p1_TRINITY_DN18247_c1_g1_i3.p1_TRINITY_DN18247_c1_g1_i4.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Actinia_XP_031558672.1__XP_031558672.1_uncharacterized_protein_LOC116295097_isoform_X2_Actinia_tenebrosa

Porites_11384_t__XP_020610306.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610307.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610308.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata

Millepora_gb_GFAS01273725.1_.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Corynactis_gb_GELM01053933.1_.p1__XP_020601479.1_uncharacterized_protein_LOC110040573_Orbicella_faveolata

Hippopodius_TRINITY_DN18111_c0_g1_i1.p1__XP_028399014.1_uncharacterized_protein_LOC114522512_Dendronephthya_gigantea

Amplexidiscus_evm.model.scaffold_26.59__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Renilla_g3312.t1__XP_028412964.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Alveopora_GGJR01099263.1.p1__XP_002613016.1_hypothetical_protein_BRAFLDRAFT_74801_Branchiostoma_floridae

Stichodactyla_GGNY01047268.1.p1__XP_031559636.1_zinc_metalloproteinase_nas-6-like_isoform_X2_Actinia_tenebrosa

Podocoryna_GBEH01045121.1.p1_GBEH01119277.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Atolla_TRINITY_DN14510_c1_g1_i1.p1__RDD37230.1_MAM_and_LDL-receptor_class_A_domain-containing_protein_2_Trichoplax_sp._H2

Fungia_ffun1.m4.15232.m1__XP_020601479.1_uncharacterized_protein_LOC110040573_Orbicella_faveolata

Discosoma_evm.model.scaffold_7.60__XP_020600767.1_uncharacterized_protein_LOC110039930_isoform_X1_Orbicella_faveolata

Pseudodiploria_HACD01071205.1.p2__XP_020600789.1_uncharacterized_protein_LOC110039949_Orbicella_faveolata

Stylophora_PFX11772.1__PFX11772.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR2_Stylophora_pistillata

Atolla_TRINITY_DN2048_c0_g1_i1.p1__XP_031791386.1_apolipoprotein_Piliocolobus_tephrosceles

Aurelia_scaffold96.g42.t2__XP_018429221.1_PREDICTED_matrilin-4_Nanorana_parkeri

Turritopsis_IAAF01052204.1.p1__XP_032395536.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Etheostoma_spectabile

Podocoryna_GBEH01142733.1.p1__XP_002613016.1_hypothetical_protein_BRAFLDRAFT_74801_Branchiostoma_floridae

Morbakka_scaffold568.g3.t1__XP_015759042.1_PREDICTED_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Acropora_digitifera

Pelagia_TRINITY_DN7334_c0_g1_i1.p1_TRINITY_DN7334_c0_g1_i3.p1_TRINITY_DN7334_c0_g1_i6.p1_TRINITY_DN7334_c0_g1_i7.p1__XP_012558482.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Hydra_vulgaris

Dendronephthya_XP_028397378.1__XP_028397378.1_uncharacterized_protein_LOC114521159_Dendronephthya_gigantea

Liriope_TRINITY_DN72800_c0_g1_i2.p1__RMX52692.1_hypothetical_protein_pdam_00004264_Pocillopora_damicornis

Lucernaria_HAHD01067415.1.p1__XP_028408139.1_uncharacterized_protein_LOC114530726_Dendronephthya_gigantea

Dendronephthya_XP_028399010.1__XP_028399010.1_uncharacterized_protein_LOC114522509_isoform_X3_Dendronephthya_gigantea

Pocillopora_XP_027041304.1__XP_027041304.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Pocillopora_damicornis

Alveopora_GGJR01101412.1.p1__XP_029209556.1_zinc_metalloproteinase_nas-4-like_Acropora_millepora

Stomolophus_TRINITY_DN160_c0_g1_i1.p1_TRINITY_DN284_c0_g1_i1.p1__AAS83462.1_blue_pigment_protein_precursor_Rhizostoma_pulmo

Anthopleura_GBXJ01027029.1.p1_GBXJ01027030.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Podocoryna_GBEH01083012.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Copula_GHBG01148294.1.p1__RMX47947.1_hypothetical_protein_pdam_00005338_Pocillopora_damicornis

Pseudodiploria_HACD01164414.1.p1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Chrysaora_TRINITY_DN32382_c0_g1_i1.p1__MAG86138.1_hypothetical_protein_Flavobacteriaceae_bacterium

Anthopleura_GBXJ01101930.1.p1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Velella_GHAZ01053439.1.p1__OLP90319.1_Choline_transporter-like_protein_2_Symbiodinium_microadriaticum

Heliopora_GFVH01036433.1.p1__ELU09320.1_hypothetical_protein_CAPTEDRAFT_223208_Capitella_teleta

Discosoma_evm.model.scaffold_216.1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Lucernaria_HAHD01091903.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Alveopora_GGJR01174372.1.p1__XP_015759044.1_PREDICTED_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Acropora_digitifera

Millepora_gb_GFAS01259279.1_.p1__XP_020611792.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Orbicella_faveolata_XP_020611793.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_

Cyanea_TRINITY_DN11751_c0_g1_i4.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Porpita_GHBA01071803.1.p1__XP_020611795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Orbicella_faveolata

Heliopora_GFVH01036429.1.p1__ELU09320.1_hypothetical_protein_CAPTEDRAFT_223208_Capitella_teleta

Hydra_XP_012558482.1__XP_012558482.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Hydra_vulgaris

Pelagia_TRINITY_DN25662_c0_g1_i1.p1__XP_012563136.1_PREDICTED_collagen_alpha-5_chain-like_partial_Hydra_vulgaris

Heliopora_GFVH01029155.1.p1__ELU09320.1_hypothetical_protein_CAPTEDRAFT_223208_Capitella_teleta

Stichodactyla_GGNY01026926.1.p1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Alveopora_GGJR01144545.1.p1_GGJR01144549.1.p1_GGJR01144551.1.p1_GGJR01144552.1.p1_GGJR01144553.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Desmophyllum_GHDD01395510.1.p1__XP_020601479.1_uncharacterized_protein_LOC110040573_Orbicella_faveolata

Periphylla_TRINITY_DN1589_c0_g1_i6.p1__XP_019622012.1_PREDICTED_collagen_alpha-1_chain-like_Branchiostoma_belcheri

Alveopora_GGJR01347185.1.p3__XP_002604127.1_hypothetical_protein_BRAFLDRAFT_71581_Branchiostoma_floridae

Nemopilema_GHAR01005532.1.p1__AAS83462.1_blue_pigment_protein_precursor_Rhizostoma_pulmo

Turritopsis_IAAF01065976.1.p1__XP_028399014.1_uncharacterized_protein_LOC114522512_Dendronephthya_gigantea

Atolla_TRINITY_DN62860_c0_g1_i1.p1__XP_019618961.1_PREDICTED_uncharacterized_protein_LOC109465916_Branchiostoma_belcheri

Copula_GHBG01148289.1.p1__RMX47947.1_hypothetical_protein_pdam_00005338_Pocillopora_damicornis

Briareum_GHBD02100024.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Craseoa_TRINITY_DN6871_c0_g1_i2.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Morbakka_scaffold158.g31.t2__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Hydractinia_GAWH01040296.1.p1__XP_019631604.1_PREDICTED_uncharacterized_protein_LOC109475445_Branchiostoma_belcheri

Millepora_gb_GFAS01282989.1_.p1__XP_001621026.2_plasminogen_isoform_X1_Nematostella_vectensis_XP_032223983.1_plasminogen_isoform_X2_Nematostella_vectensis

Morbakka_scaffold177.g25.t1__XP_016406629.1_PREDICTED_myosin-IIIa-like_Sinocyclocheilus_rhinocerous

Anemonia_GHCD01084863.1.p1__XP_031554403.1_vascular_endothelial_growth_factor_receptor_1-like_Actinia_tenebrosa

Alveopora_GGJR01162793.1.p1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Eleutherobia_GHFI01061210.1.p1__XP_028399014.1_uncharacterized_protein_LOC114522512_Dendronephthya_gigantea

Scolanthus_GGGE01361462.1.p1__XP_032221233.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_Nematostella_vectensis

Anthopleura_GBXJ01086184.1.p1_GBXJ01086185.1.p1__XP_031564415.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X1_Actinia_tenebrosa

Dendronephthya_XP_028397247.1__XP_028397247.1_uncharacterized_protein_LOC114521060_Dendronephthya_gigantea

Pseudodiploria_HACD01073644.1.p1__XP_003385101.2_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Amphimedon_queenslandica

Orbicella_ofav_00023107__RMX59185.1_hypothetical_protein_pdam_00007715_partial_Pocillopora_damicornis

Atolla_TRINITY_DN4235_c0_g1_i1.p1__2KJ4_A_Chain_A_plasminogen_Homo_sapiens_6OQJ_A_Chain_A_Plasminogen_kringle_2_Homo_sapiens_6OQK_A_Chain_A_Plasminogen_Kringle_2_Homo_sapiens

Chironex_GHAX01044725.1.p1__XP_031559636.1_zinc_metalloproteinase_nas-6-like_isoform_X2_Actinia_tenebrosa

Nemopilema_GHAR01047302.1.p1__XP_002604127.1_hypothetical_protein_BRAFLDRAFT_71581_Branchiostoma_floridae

Cyphastrea_GETH01072564.1.p1__XP_020611792.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Orbicella_faveolata_XP_020611793.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_

Stylophora_PFX19670.1_XP_022800028.1__XP_022800028.1_uncharacterized_protein_LOC111337906_Stylophora_pistillata_PFX19670.1_Tissue-type_plasminogen_activator_Stylophora_pistillata

Hydractinia_GAWH01024716.1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Chironex_TRINITY_DN1943_c0_g2_i2.p1__XP_027041304.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Pocillopora_damicornis

Porites_36047_t__PFX27293.1_Tyrosine-protein_kinase_receptor_Tie-2_Stylophora_pistillata

Atolla_TRINITY_DN9925_c0_g1_i2.p1__EDL83068.1_plasminogen_isoform_CRA_d_Rattus_norvegicus

Heliopora_GFVH01065014.1.p1__XP_028413044.1_zinc_metalloproteinase_nas-4-like_Dendronephthya_gigantea

Exaiptasia_XP_028516344.1__XP_028516344.1_angiopoietin-1_receptor_Exaiptasia_pallida

Clavularia_GHAW01112229.1.p1__XP_028399013.1_uncharacterized_protein_LOC114522511_Dendronephthya_gigantea

Eleutherobia_GHFI01122391.1.p1__XP_028399569.1_plasminogen-like_Dendronephthya_gigantea

Alveopora_GGJR01159953.1.p1__XP_015778609.1_PREDICTED_neural_cell_adhesion_molecule_L1-like_protein_Acropora_digitifera

Haliclystus_HAHA01064820.1.p1_HAHA01064824.1.p1__XP_028399005.1_uncharacterized_protein_LOC114522508_isoform_X1_Dendronephthya_gigantea

Lucernaria_HAHD01039259.1.p1__OCU00922.1_hypothetical_protein_XELAEV_18006699mg_Xenopus_laevis

Aurelia_scaffold79.g89.t1__XP_028412551.1_uncharacterized_protein_LOC114535443_Dendronephthya_gigantea

Abylopsis_TRINITY_DN3757_c0_g1_i1.p1_TRINITY_DN3757_c0_g1_i2.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Nemopilema_GHAR01067000.1.p1__XP_020914254.1_zinc_metalloproteinase_nas-4_Exaiptasia_pallida

Stylophora_XP_022787740.1_XP_022787741.1_XP_022787742.1__XP_022787740.1_uncharacterized_protein_LOC111327749_isoform_X1_Stylophora_pistillata_XP_022787741.1_uncharacterized_protein_LOC111327749_isoform_X1_Stylophora_pistillata_XP_022787742.1_uncharacterized_protein_LOC111327749_isoform_X1_Stylophora_pistillata

Chironex_GHAX01081529.1.p1__XP_020611792.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Orbicella_faveolata_XP_020611793.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_

Desmophyllum_GHDD01163876.1.p1__XP_020600789.1_uncharacterized_protein_LOC110039949_Orbicella_faveolata

Aurelia_scaffold16.g36.t1__XP_011679955.2_uncharacterized_protein_LOC105445739_Strongylocentrotus_purpuratus_XP_030856197.1_uncharacterized_protein_LOC105445739_Strongylocentrotus_purpuratus

Anthopleura_GBXJ01105823.1.p2_GBXJ01105827.1.p1_GBXJ01105830.1.p2__XP_031558681.1_uncharacterized_protein_LOC116295098_isoform_X1_Actinia_tenebrosa

Chironex_GHAX01081532.1.p1__XP_020611792.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Orbicella_faveolata_XP_020611793.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_

Cassiopea_Cxam_g9250.t1__AAS83462.1_blue_pigment_protein_precursor_Rhizostoma_pulmo

Dynamena_GHMC01023852.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Zoanthus_GGTW01010035.1.p1__XP_031558679.1_macrophage_colony-stimulating_factor_1_receptor-like_isoform_X9_Actinia_tenebrosa

Hydractinia_GAWH01045823.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Cerianthus_HAGY01018227.1.p1__RMX47946.1_hypothetical_protein_pdam_00005339_Pocillopora_damicornis

Porites_18694_t__XP_029192228.1_uncharacterized_protein_LOC114958585_Acropora_millepora

Podocoryna_GBEH01083013.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Edwardsiella_GGGB01152255.1.p1__XP_001621026.2_plasminogen_isoform_X1_Nematostella_vectensis_XP_032223983.1_plasminogen_isoform_X2_Nematostella_vectensis

Anemonia_GHCD01092475.1.p1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Forskalia_TRINITY_DN168135_c0_g1_i1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Stylophora_XP_022795157.1__XP_022795157.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Stylophora_pistillata

Heliopora_GFVH01037695.1.p1__XP_028412964.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Craspedacusta_TRINITY_DN13733_c0_g2_i3.p1__OCU00922.1_hypothetical_protein_XELAEV_18006699mg_Xenopus_laevis

Dendronephthya_XP_028399284.1_XP_028418129.1__XP_028399569.1_plasminogen-like_Dendronephthya_gigantea

Zoanthus_GGTW01034898.1.p1__XP_032221233.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_Nematostella_vectensis

Zoanthus_GGTW01010033.1.p1__XP_031558679.1_macrophage_colony-stimulating_factor_1_receptor-like_isoform_X9_Actinia_tenebrosa

Exaiptasia_KXJ15862.1_XP_028514205.1__XP_028514205.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X1_Exaiptasia_pallida_KXJ15862.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR1_Exaiptasia_

Agaricia_GGLC03017857.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Nematostella_EDO39763.1_XP_001631826.1__EDO39763.1_predicted_protein_Nematostella_vectensis

Craspedacusta_TRINITY_DN5271_c0_g1_i1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Podocoryna_GBEH01154857.1.p1__XP_007425884.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Python_bivittatus

Aurelia_scaffold31.g39.t2__XP_002596482.1_hypothetical_protein_BRAFLDRAFT_243678_partial_Branchiostoma_floridae

Anthopleura_GBXJ01139308.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Fungia_ffun1.m4.9530.m1__XP_020619352.1_uncharacterized_protein_LOC110057122_isoform_X1_Orbicella_faveolata

Renilla_g21381.t1__XP_028412961.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Ectopleura_TRINITY_DN2458_c0_g1_i2.p1__XP_014785449.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X1_Octopus_bimaculoides

Amplexidiscus_evm.model.scaffold_3.99__XP_020600767.1_uncharacterized_protein_LOC110039930_isoform_X1_Orbicella_faveolata

Ectopleura_TRINITY_DN7908_c0_g2_i2.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Atolla_TRINITY_DN420_c0_g2_i2.p1__XP_028652793.1_plasminogen_Erpetoichthys_calabaricus

Millepora_gb_GFAS01259276.1_.p1__XP_026003594.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X1_Astatotilapia_calliptera

Galaxea_gfas1.m1.5116.m1__XP_029192228.1_uncharacterized_protein_LOC114958585_Acropora_millepora

Desmophyllum_GHDD01415372.1.p1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Pelagia_TRINITY_DN4804_c1_g1_i3.p1__XP_028515638.1_uncharacterized_protein_LOC110241623_Exaiptasia_pallida

Stylophora_PFX27293.1__PFX27293.1_Tyrosine-protein_kinase_receptor_Tie-2_Stylophora_pistillata

Tripedalia_GHAQ01091367.1.p1__XP_027041304.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Pocillopora_damicornis

Atolla_TRINITY_DN754_c0_g2_i1.p1__XP_019645275.1_PREDICTED_uncharacterized_protein_LOC109486022_Branchiostoma_belcheri

Alveopora_GGJR01144547.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Desmophyllum_GHDD01163873.1.p2__XP_020600789.1_uncharacterized_protein_LOC110039949_Orbicella_faveolata

Hippopodius_TRINITY_DN18111_c0_g1_i3.p1__XP_028399014.1_uncharacterized_protein_LOC114522512_Dendronephthya_gigantea

Millepora_gb_GFAS01251469.1_.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Acropora1_XP_029204385.1_XP_029204386.1_XP_029204388.1__XP_029204385.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Acropora_millepora_XP_029204386.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_

Atolla_TRINITY_DN1283_c0_g1_i3.p1__XP_028996572.1_plasminogen-like_isoform_X1_Betta_splendens

Podocoryna_GBEH01117521.1.p1__XP_012287594.1_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X2_Orussus_abietinus

Hydractinia_GAWH01000912.1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Haliclystus_HAHB01017931.1.p1__XP_007498661.1_PREDICTED_muscle_skeletal_receptor_tyrosine-protein_kinase_isoform_X1_Monodelphis_domestica

Amplexidiscus_evm.model.scaffold_26.60__XP_020611795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Orbicella_faveolata

Periphylla_TRINITY_DN12729_c0_g1_i1.p1__ELU09320.1_hypothetical_protein_CAPTEDRAFT_223208_Capitella_teleta

Clavularia_GHAW01101073.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Actinia_XP_031558675.1_XP_031558676.1__XP_031558675.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X5_Actinia_tenebrosa_XP_031558676.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_

Dynamena_GHMC01035355.1.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Hydra_BAF44473.1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Clavularia_GHAW01183239.1.p1__XP_028416142.1_plasminogen-like_partial_Dendronephthya_gigantea

Montipora_g5661.t1__XP_015780412.1_PREDICTED_low_choriolytic_enzyme-like_Acropora_digitifera

Stichodactyla_GGNY01041693.1.p1__XP_031559843.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Actinia_tenebrosa

Edwardsiella_GGGB01038566.1.p1__XP_030576884.1_plasminogen-like_isoform_X2_Archocentrus_centrarchus

Cyanea_TRINITY_DN21970_c0_g1_i1.p2__XP_033099370.1_zinc_metalloproteinase_nas-6-like_isoform_X2_Anneissia_japonica

Rhopilema_mRNA.RE16034__AAS83462.1_blue_pigment_protein_precursor_Rhizostoma_pulmo

Exaiptasia_XP_020895286.2__XP_020895286.2_uncharacterized_protein_LOC110234259_partial_Exaiptasia_pallida

Xenia_GHBC01079236.1.p1__XP_028412961.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Chironex_GHAX01076475.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Podocoryna_GBEH01021974.1.p1__XP_033890770.1_hepatocyte_growth_factor_activator-like_isoform_X1_Acipenser_ruthenus

Hippopodius_TRINITY_DN4464_c0_g1_i6.p1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Podocoryna_GBEH01071671.1.p1__XP_019631604.1_PREDICTED_uncharacterized_protein_LOC109475445_Branchiostoma_belcheri

Craspedacusta_TRINITY_DN7256_c0_g1_i2.p1__XP_008590206.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR2_partial_Galeopterus_variegatus

Porpita_GHBA01071812.1.p1__XP_028399013.1_uncharacterized_protein_LOC114522511_Dendronephthya_gigantea

Hydractinia_GAWH01063721.1.p1__OCU00922.1_hypothetical_protein_XELAEV_18006699mg_Xenopus_laevis

Ectopleura_TRINITY_DN1971_c1_g1_i14.p1__XP_028399012.1_uncharacterized_protein_LOC114522510_Dendronephthya_gigantea

Acropora2_XP_015759041.1__XP_015759041.1_PREDICTED_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Acropora_digitifera

Nematostella_EDO47914.1_XP_001639977.1__XP_001639977.2_uncharacterized_protein_LOC5520200_Nematostella_vectensis

Briareum_GHBD02007089.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Pseudodiploria_HACD01073959.1.p1__XP_020600789.1_uncharacterized_protein_LOC110039949_Orbicella_faveolata

Millepora_gb_GFAS01257311.1_.p1__XP_027226104.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Penaeus_vannamei

Atolla_TRINITY_DN609_c0_g1_i1.p1__XP_019645275.1_PREDICTED_uncharacterized_protein_LOC109486022_Branchiostoma_belcheri

Desmophyllum_GHDD01159043.1.p1__XP_020619352.1_uncharacterized_protein_LOC110057122_isoform_X1_Orbicella_faveolata

Stomolophus_TRINITY_DN1330_c0_g4_i1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Desmophyllum_GHDD01163872.1.p1__XP_020600789.1_uncharacterized_protein_LOC110039949_Orbicella_faveolata

Nanomia_TRINITY_DN16593_c1_g1_i1.p1__XP_026569219.1_muscle_skeletal_receptor_tyrosine-protein_kinase_isoform_X1_Pseudonaja_textilis

Hippopodius_TRINITY_DN5357_c0_g1_i9.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Exaiptasia_KXJ11851.1__KXJ11851.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR2_Exaiptasia_pallida

Millepora_gb_GFAS01276336.1_.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Stylophora_XP_022805252.1_XP_022805258.1_XP_022805267.1_XP_022805274.1__XP_022805252.1_uncharacterized_protein_LOC111342435_Stylophora_pistillata_XP_022805258.1_uncharacterized_protein_LOC111342435_Stylophora_pistillata

Actinia_XP_031558674.1__XP_031558674.1_uncharacterized_protein_LOC116295097_isoform_X4_Actinia_tenebrosa

Stylophora_PFX30202.1_XP_022783039.1__XP_022783039.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Stylophora_pistillata_PFX30202.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR1_Stylophora_

Cyanea_TRINITY_DN48556_c0_g2_i1.p1__XP_019929305.1_PREDICTED_plasminogen-like_Crassostrea_gigas

Briareum_GHBD02092266.1.p1__OLP90319.1_Choline_transporter-like_protein_2_Symbiodinium_microadriaticum

Stylophora_XP_022787757.1__XP_022787757.1_uncharacterized_protein_LOC111327755_Stylophora_pistillata

Lucernaria_HAHD01091905.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Porites_20882_t__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Ectopleura_TRINITY_DN13759_c0_g2_i3.p1__XP_020899179.1_uncharacterized_protein_LOC110237898_Exaiptasia_pallida

Heliopora_GFVH01036428.1.p1__ELU09320.1_hypothetical_protein_CAPTEDRAFT_223208_Capitella_teleta

Anemonia_GHCD01022542.1.p1__XP_031559843.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Actinia_tenebrosa

Nemopilema_GHAR01040358.1.p1__AAS83462.1_blue_pigment_protein_precursor_Rhizostoma_pulmo

Millepora_gb_GFAS01273724.1_.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Apolemia_TRINITY_DN188782_c0_g1_i1.p1__XP_023210904.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Centruroides_sculpturatus

Fungia_ffun1.m4.4536.m1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Pseudodiploria_HACD01193088.1.p1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Exaiptasia_KXJ20497.1__XP_020901670.1_angiopoietin-1_receptor_Exaiptasia_pallida

Anthopleura_GBXJ01060346.1.p1__XP_005536506.1_hypothetical_protein_conserved_Cyanidioschyzon_merolae_strain_10D_BAM80470.1_hypothetical_protein_conserved_Cyanidioschyzon_merolae_strain_

Ectopleura_TRINITY_DN8072_c0_g1_i2.p1__XP_014785449.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X1_Octopus_bimaculoides

Aegina_TRINITY_DN106302_c0_g1_i1.p1__XP_019929305.1_PREDICTED_plasminogen-like_Crassostrea_gigas

Clytia_XLOC_012995__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Lucernaria_HAHD01091906.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Atolla_TRINITY_DN609_c0_g1_i7.p1__XP_019645275.1_PREDICTED_uncharacterized_protein_LOC109486022_Branchiostoma_belcheri

Agaricia_GGLC03012957.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Cyphastrea_GETH01024996.1.p1__XP_020600789.1_uncharacterized_protein_LOC110039949_Orbicella_faveolata

Podocoryna_GBEH01060944.1.p1__XP_033901367.1_phosphoinositide-3-kinase-interacting_protein_1-like_isoform_X1_Acipenser_ruthenus

Pelagia_TRINITY_DN2838_c0_g1_i9.p1__RMX47947.1_hypothetical_protein_pdam_00005338_Pocillopora_damicornis

Atolla_TRINITY_DN176_c0_g2_i10.p1_TRINITY_DN176_c0_g2_i13.p1__6DCM_A_Chain_A_Plasminogen_Homo_sapiens

Dendronephthya_XP_028412961.1__XP_028412961.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Millepora_gb_GFAS01259278.1_.p1__XP_018421144.1_PREDICTED_plasminogen_Nanorana_parkeri

Zoanthus_GGTW01010036.1.p1__XP_031558679.1_macrophage_colony-stimulating_factor_1_receptor-like_isoform_X9_Actinia_tenebrosa

Dendronephthya_XP_028418130.1__XP_028418130.1_uncharacterized_protein_LOC114543270_Dendronephthya_gigantea

Podocoryna_GBEH01083010.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Agaricia_GGLC03012998.1.p1__OLP90319.1_Choline_transporter-like_protein_2_Symbiodinium_microadriaticum

Cyphastrea_GETH01085691.1.p1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Haliclystus_HAHB01059159.1.p1__XP_031559844.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Actinia_tenebrosa

Aurelia_scaffold170.g26.t5__XP_002606848.1_hypothetical_protein_BRAFLDRAFT_103544_Branchiostoma_floridae

Fungia_ffun1.m4.404.m1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Stylophora_XP_022787750.1_XP_022787752.1_XP_022787753.1__XP_022787750.1_tyrosine-protein_kinase_receptor_Tie-2-like_Stylophora_pistillata_XP_022787752.1_tyrosine-protein_kinase_receptor_Tie-2-like_Stylophora_pistillata_XP_022787753.1_tyrosine-protein_kinase_receptor_Tie-2-like_Stylophora_pistillata

Goniastrea_gasp1.m3.25941.m1__XP_027052211.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Pocillopora_damicornis

Stomolophus_TRINITY_DN1725_c0_g1_i9.p1__XP_012562856.1_PREDICTED_uncharacterized_protein_LOC101239750_partial_Hydra_vulgaris

Anthopleura_GBXJ01051580.1.p4__XP_031558675.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X5_Actinia_tenebrosa_XP_031558676.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_

Rhopilema_mRNA.RE16085__XP_028407302.1_52_kDa_repressor_of_the_inhibitor_of_the_protein_kinase-like_Dendronephthya_gigantea

Atolla_TRINITY_DN420_c0_g1_i7.p1__XP_028652793.1_plasminogen_Erpetoichthys_calabaricus

Zoanthus_GGTW01012631.1.p1__XP_022783146.1_zinc_metalloproteinase_nas-6-like_Stylophora_pistillata_PFX34609.1_Zinc_metalloproteinase_nas-13_Stylophora_pistillata

Physalia_GHBB01039698.1.p1__XP_014241372.1_tyrosine-protein_kinase_transmembrane_receptor_Ror-like_isoform_X3_Cimex_lectularius

Hippopodius_TRINITY_DN4464_c0_g1_i3.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Aurelia_scaffold16.g24.t1__PIO16636.1_hypothetical_protein_AB205_0035930_partial_Lithobates_catesbeianus

Periphylla_TRINITY_DN1589_c0_g1_i12.p1__XP_023370408.1_apolipoprotein-like_Otolemur_garnettii

Stichodactyla_GGNY01079377.1.p1__XP_031564415.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X1_Actinia_tenebrosa

Stylophora_XP_022787744.1__XP_022787744.1_uncharacterized_protein_LOC111327749_isoform_X3_Stylophora_pistillata

Pseudodiploria_HACD01193085.1.p1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Podocoryna_GBEH01024105.1.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Desmophyllum_GHDD01300194.1.p1__XP_020611795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Orbicella_faveolata

Hydractinia_GAWH01049350.1.p1__XP_019631604.1_PREDICTED_uncharacterized_protein_LOC109475445_Branchiostoma_belcheri

Edwardsiella_GGGB01000683.1.p1__XP_028996570.1_plasminogen-like_isoform_X1_Betta_splendens

Dendronephthya_XP_028399004.1__XP_028399004.1_uncharacterized_protein_LOC114522507_isoform_X2_Dendronephthya_gigantea

Galaxea_gfas1.m1.12975.m1__XP_020601479.1_uncharacterized_protein_LOC110040573_Orbicella_faveolata

Porites_2763_t__XP_020611297.1_uncharacterized_protein_LOC110049811_Orbicella_faveolata

Hydra_XP_012553873.1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Scolanthus_GGGE01118444.1.p1__XP_007509583.1_unnamed_protein_product_Bathycoccus_prasinos_CCO19386.1_unnamed_protein_product_Bathycoccus_prasinos

Actinia_XP_031558681.1__XP_031558681.1_uncharacterized_protein_LOC116295098_isoform_X1_Actinia_tenebrosa

Velella_GHAZ01085548.1.p1__XP_033869726.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Acipenser_ruthenus

Exaiptasia_XP_020901670.1__XP_020901670.1_angiopoietin-1_receptor_Exaiptasia_pallida

Dendronephthya_XP_028399008.1__XP_028399008.1_uncharacterized_protein_LOC114522509_isoform_X1_Dendronephthya_gigantea

Ectopleura_TRINITY_DN8072_c0_g1_i9.p1__XP_014785449.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X1_Octopus_bimaculoides

Millepora_gb_GFAS01113622.1_.p1__XP_001631826.2_uncharacterized_protein_LOC5511425_isoform_X1_Nematostella_vectensis_XP_032236676.1_uncharacterized_protein_LOC5511425_isoform_X2_Nematostella_vectensis

Acropora1_XP_029209556.1__XP_029209556.1_zinc_metalloproteinase_nas-4-like_Acropora_millepora

Porpita_GHBA01052196.1.p1__XP_028399003.1_uncharacterized_protein_LOC114522507_isoform_X1_Dendronephthya_gigantea

Zoanthus_GGTW01090171.1.p1__XP_028513123.1_tyrosine-protein_kinase_transmembrane_receptor_Ror2-like_isoform_X3_Exaiptasia_pallida

Xenia_GHBC01067787.1.p1__XP_028412964.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Palythoa_GESO01095317.1.p1__OLQ04542.1_UMP-CMP_kinase_Symbiodinium_microadriaticum

Craterolophus_HAGZ01032534.1.p1__XP_028408139.1_uncharacterized_protein_LOC114530726_Dendronephthya_gigantea

Ectopleura_TRINITY_DN10368_c0_g1_i8.p1__XP_028399012.1_uncharacterized_protein_LOC114522510_Dendronephthya_gigantea

Goniastrea_gasp1.m3.14924.m1__XP_020626680.1_zinc_metalloproteinase_nas-4-like_Orbicella_faveolata

Orbicella_ofav_00006301__XP_020601479.1_uncharacterized_protein_LOC110040573_Orbicella_faveolata

Podocoryna_GBEH01133274.1.p1__XP_033890770.1_hepatocyte_growth_factor_activator-like_isoform_X1_Acipenser_ruthenus

Stylophora_XP_022795159.1__XP_022795156.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Stylophora_pistillata

Rhopilema_mRNA.RE11760__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Dynamena_GHMC01019010.1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Exaiptasia_XP_020914254.1__XP_020914254.1_zinc_metalloproteinase_nas-4_Exaiptasia_pallida

Craspedacusta_TRINITY_DN27814_c0_g2_i1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Apolemia_TRINITY_DN39324_c0_g1_i1.p1__XP_023210912.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Centruroides_sculpturatus

Turritopsis_IAAF01067048.1.p1_IAAF01067725.1.p1__RMX47947.1_hypothetical_protein_pdam_00005338_Pocillopora_damicornis

Alveopora_GGJR01276801.1.p1__XP_022321578.1_uncharacterized_protein_LOC111123495_Crassostrea_virginica

Fungia_ffun1.m4.33198.m1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Goniastrea_gasp1.m3.27583.m1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Stomolophus_TRINITY_DN1330_c0_g3_i2.p1__XP_022783040.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Stylophora_pistillata

Atolla_TRINITY_DN4705_c0_g1_i1.p1__XP_015270144.1_PREDICTED_plasminogen_isoform_X2_Gekko_japonicus

Cyanea_TRINITY_DN48556_c0_g3_i1.p1__XP_002586610.1_hypothetical_protein_BRAFLDRAFT_248762_partial_Branchiostoma_floridae

Palythoa_GESO01088049.1.p1__PFX35055.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR2_Stylophora_pistillata

Xenia_GHBC01050451.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Craspedacusta_TRINITY_DN13733_c0_g1_i1.p1__OCU00922.1_hypothetical_protein_XELAEV_18006699mg_Xenopus_laevis

Palythoa_GESO01047814.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Millepora_gb_GFAS01282991.1_.p1__PFX35054.1_Muscle_skeletal_receptor_tyrosine_protein_kinase_Stylophora_pistillata

Liriope_TRINITY_DN18247_c0_g1_i7.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Pocillopora_XP_027039623.1__XP_027039623.1_uncharacterized_protein_LOC113667947_Pocillopora_damicornis

Dendronephthya_XP_028399007.1__XP_028399007.1_uncharacterized_protein_LOC114522508_isoform_X3_Dendronephthya_gigantea

Orbicella_ofav_00023098__XP_020600774.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Orbicella_

Zoanthus_GGTW01012629.1.p1__XP_022783146.1_zinc_metalloproteinase_nas-6-like_Stylophora_pistillata_PFX34609.1_Zinc_metalloproteinase_nas-13_Stylophora_pistillata

Pseudodiploria_HACD01108963.1.p1__XP_020611792.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Orbicella_faveolata_XP_020611793.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_

Edwardsiella_GGGB01152258.1.p1__XP_032222944.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Nematostella_vectensis

Aurelia_scaffold322.g2.t1__XP_027137398.1_uncharacterized_protein_LOC104938638_Larimichthys_crocea

Hydractinia_GAWH01013399.1.p1__XP_028319099.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Gouania_willdenowi

Discosoma_evm.model.scaffold_235.21__XP_022783146.1_zinc_metalloproteinase_nas-6-like_Stylophora_pistillata_PFX34609.1_Zinc_metalloproteinase_nas-13_Stylophora_pistillata

Orbicella_ofav_00028590__XP_020610306.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata

Rhopilema_mRNA.RE09503__XP_028399651.1_neurogenic_locus_notch_homolog_protein_2-like_isoform_X4_Dendronephthya_gigantea

Velella_GHAZ01040470.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Pseudodiploria_HACD01080436.1.p1__XP_026194863.1_LOW_QUALITY_PROTEIN_muscle_skeletal_receptor_tyrosine-protein_kinase_Anabas_testudineus

Atolla_TRINITY_DN4819_c2_g2_i2.p1__XP_002604127.1_hypothetical_protein_BRAFLDRAFT_71581_Branchiostoma_floridae

Stylophora_PFX33100.1__PFX33100.1_Down_syndrome_cell_adhesion_molecule_Stylophora_pistillata

Scolanthus_GGGE01361461.1.p1__BAF44474.1_receptor_tyrosine_kinase-like_orphan_receptor_partial_Nematostella_vectensis

Favia_GDZU01039645.1.p1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Podocoryna_GBEH01022591.1.p1__XP_019631604.1_PREDICTED_uncharacterized_protein_LOC109475445_Branchiostoma_belcheri

Desmophyllum_GHDD01223700.1.p1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Turritopsis_IAAF01066779.1.p1__XP_028399014.1_uncharacterized_protein_LOC114522512_Dendronephthya_gigantea

Clavularia_GHAW01121271.1.p1__XP_028399005.1_uncharacterized_protein_LOC114522508_isoform_X1_Dendronephthya_gigantea

Atolla_TRINITY_DN21936_c0_g1_i1.p1__XP_033114169.1_uncharacterized_protein_LOC117114591_Anneissia_japonica

Protopalythoa_GCVI01077852.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Podocoryna_GBEH01045663.1.p1__XP_006626687.1_PREDICTED_muscle_skeletal_receptor_tyrosine-protein_kinase_isoform_X1_Lepisosteus_oculatus

Tripedalia_GHAQ01104428.1.p1__XP_032241527.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2_Nematostella_vectensis_XP_032241528.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2_Nematostella_

Millepora_gb_GFAS01282987.1_.p1__XP_001621026.2_plasminogen_isoform_X1_Nematostella_vectensis_XP_032223983.1_plasminogen_isoform_X2_Nematostella_vectensis

Aurelia_scaffold477.g7.t1__XP_027043895.1_zinc_metalloproteinase_nas-13-like_Pocillopora_damicornis

Orbicella_ofav_00030781__XP_020626680.1_zinc_metalloproteinase_nas-4-like_Orbicella_faveolata

Velella_GHAZ01085549.1.p1__XP_028399003.1_uncharacterized_protein_LOC114522507_isoform_X1_Dendronephthya_gigantea

Protopalythoa_GCVI01054384.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Millepora_gb_GFAS01260317.1_.p1__RMX59185.1_hypothetical_protein_pdam_00007715_partial_Pocillopora_damicornis

Nemopilema_GHAR01047303.1.p1__XP_002604127.1_hypothetical_protein_BRAFLDRAFT_71581_Branchiostoma_floridae

Alveopora_GGJR01159952.1.p1__XP_015778950.1_PREDICTED_uncharacterized_protein_LOC107356837_Acropora_digitifera

Forskalia_TRINITY_DN36543_c0_g2_i1.p1__OCU00922.1_hypothetical_protein_XELAEV_18006699mg_Xenopus_laevis

Aurelia_scaffold5.g176.t1__XP_011783086.1_PREDICTED_hepatocyte_growth_factor_isoform_X3_Colobus_angolensis_palliatus

Cassiopea_Cxam_g6691.t1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Nanomia_TRINITY_DN27677_c0_g1_i4.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Fungia_ffun1.m4.25864.m1__XP_020600768.1_uncharacterized_protein_LOC110039930_isoform_X2_Orbicella_faveolata

Turritopsis_IAAF01037917.1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Liriope_TRINITY_DN108641_c0_g1_i1.p1__XP_027041304.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Pocillopora_damicornis

Dendronephthya_XP_028416140.1__XP_028416140.1_coadhesin-like_isoform_X2_Dendronephthya_gigantea

Galaxea_gfas1.m1.2524.m1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Copula_GHBG01148287.1.p1_GHBG01148290.1.p1__XP_027041304.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Pocillopora_damicornis

Ctenactis_GDZV01016967.1.p1__XP_020611795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Orbicella_faveolata

Cyanea_TRINITY_DN10733_c0_g2_i2.p1__XP_007887440.1_PREDICTED_apolipoprotein-like_Callorhinchus_milii

Anthopleura_GBXJ01031600.1.p1_GBXJ01031601.1.p1__OLQ04542.1_UMP-CMP_kinase_Symbiodinium_microadriaticum

Porpita_GHBA01040652.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Periphylla_TRINITY_DN1589_c0_g2_i1.p1__EDL83068.1_plasminogen_isoform_CRA_d_Rattus_norvegicus

Exaiptasia_XP_020894038.2__XP_020894038.2_tyrosine-protein_kinase_transmembrane_receptor_Ror2-like_isoform_X2_Exaiptasia_pallida

Liriope_TRINITY_DN102299_c0_g1_i1.p1__XP_028414636.1_plasminogen-like_Dendronephthya_gigantea

Podocoryna_GBEH01104617.1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Stylophora_XP_022787747.1_XP_022787748.1_XP_022787749.1__XP_022787747.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Stylophora_pistillata_XP_022787748.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Stylophora_

Dendronephthya_XP_028399566.1__XP_028399566.1_uncharacterized_protein_LOC114522976_Dendronephthya_gigantea

Amplexidiscus_evm.model.scaffold_426.6__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Pocillopora_XP_027052211.1__RMX59185.1_hypothetical_protein_pdam_00007715_partial_Pocillopora_damicornis

Dendronephthya_XP_028412964.1__XP_028412964.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Alveopora_GGJR01294367.1.p1__XP_003385101.2_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Amphimedon_queenslandica

Stichodactyla_GGNY01026938.1.p1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Cassiopea_Cxam_g20957.t1__XP_031549022.1_uncharacterized_protein_LOC116286609_Actinia_tenebrosa

Zoanthus_GGTW01053499.1.p1__XP_028513123.1_tyrosine-protein_kinase_transmembrane_receptor_Ror2-like_isoform_X3_Exaiptasia_pallida

Heliopora_GFVH01036432.1.p1__2DOH_X_Chain_X_Angiostatin_Homo_sapiens_2DOI_A_Chain_A_Angiostatin_Homo_sapiens_2DOI_X_Chain_X_Angiostatin_Homo_sapiens

Liriope_TRINITY_DN37677_c1_g1_i1.p1__XP_014890490.1_PREDICTED_muscle_skeletal_receptor_tyrosine-protein_kinase_Poecilia_latipinna

Atolla_TRINITY_DN9959_c0_g1_i1.p1__XP_020842402.1_LOW_QUALITY_PROTEIN_plasminogen_Phascolarctos_cinereus

Chrysaora_TRINITY_DN14060_c0_g1_i1.p1__XP_028515638.1_uncharacterized_protein_LOC110241623_Exaiptasia_pallida

Ectopleura_TRINITY_DN10280_c0_g1_i1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Heliopora_GFVH01036430.1.p1__ELU09320.1_hypothetical_protein_CAPTEDRAFT_223208_Capitella_teleta

Eleutherobia_GHFI01052211.1.p1__XP_028412961.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Craspedacusta_TRINITY_DN13733_c0_g1_i3.p1__OCU00922.1_hypothetical_protein_XELAEV_18006699mg_Xenopus_laevis

Millepora_gb_GFAS01259277.1_.p2__XP_033876965.1_hepatocyte_growth_factor-like_protein_isoform_X1_Acipenser_ruthenus

Hydra_XP_002160949.2__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Podocoryna_GBEH01032561.1.p1__XP_033901369.1_phosphoinositide-3-kinase-interacting_protein_1-like_isoform_X2_Acipenser_ruthenus

Briareum_GHBD02095759.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Exaiptasia_KXJ17926.1__KXJ17926.1_Fibroblast_growth_factor_receptor_partial_Exaiptasia_pallida

Podocoryna_GBEH01091574.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Craspedacusta_TRINITY_DN20886_c0_g1_i2.p1_TRINITY_DN20886_c0_g2_i3.p1__XP_022800028.1_uncharacterized_protein_LOC111337906_Stylophora_pistillata_PFX19670.1_Tissue-type_plasminogen_activator_Stylophora_pistillata

Heliopora_GFVH01038229.1.p1__XP_028418124.1_uncharacterized_protein_LOC114543258_Dendronephthya_gigantea

Apolemia_TRINITY_DN195512_c0_g1_i1.p1__XP_030623307.1_muscle_skeletal_receptor_tyrosine-protein_kinase_isoform_X1_Chanos_chanos

Lucernaria_HAHD01091904.1.p1__RMX47947.1_hypothetical_protein_pdam_00005338_Pocillopora_damicornis

Ectopleura_TRINITY_DN1971_c1_g1_i3.p1__ROT66944.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR1_Penaeus_vannamei

Atolla_TRINITY_DN420_c0_g1_i3.p1__XP_028652793.1_plasminogen_Erpetoichthys_calabaricus

Aurelia_scaffold16.g24.t3__PIO16636.1_hypothetical_protein_AB205_0035930_partial_Lithobates_catesbeianus

Podocoryna_GBEH01071934.1.p1_GBEH01157141.1.p1__XP_014785449.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X1_Octopus_bimaculoides

Scolanthus_GGGE01118442.1.p1__XP_007509583.1_unnamed_protein_product_Bathycoccus_prasinos_CCO19386.1_unnamed_protein_product_Bathycoccus_prasinos

Podocoryna_GBEH01023732.1.p1__XP_009469489.1_PREDICTED_plasminogen-like_Nipponia_nippon

Dendronephthya_XP_028416142.1__XP_028416142.1_plasminogen-like_partial_Dendronephthya_gigantea

Atolla_TRINITY_DN754_c0_g2_i2.p1__XP_019645275.1_PREDICTED_uncharacterized_protein_LOC109486022_Branchiostoma_belcheri

Atolla_TRINITY_DN609_c0_g1_i15.p1__XP_019620048.1_PREDICTED_uncharacterized_protein_LOC109466730_Branchiostoma_belcheri

Lucernaria_HAHD01067418.1.p1__XP_028399008.1_uncharacterized_protein_LOC114522509_isoform_X1_Dendronephthya_gigantea

Desmophyllum_GHDD01163875.1.p1__XP_027052211.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Pocillopora_damicornis

Nemopilema_GHAR01069324.1.p1__XP_012558482.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Hydra_vulgaris

Palythoa_GESO01048021.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Ectopleura_TRINITY_DN8072_c0_g1_i3.p1__XP_014785449.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X1_Octopus_bimaculoides

Alveopora_GGJR01162798.1.p1_GGJR01162801.1.p1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Pocillopora_XP_027041303.1__XP_027041303.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Pocillopora_damicornis

Alveopora_GGJR01144544.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Atolla_TRINITY_DN609_c0_g1_i3.p1__XP_019645275.1_PREDICTED_uncharacterized_protein_LOC109486022_Branchiostoma_belcheri

Alveopora_GGJR01159943.1.p1__XP_015778950.1_PREDICTED_uncharacterized_protein_LOC107356837_Acropora_digitifera

Cyanea_TRINITY_DN10733_c0_g1_i2.p1__XP_004595525.2_PREDICTED_plasminogen_Ochotona_princeps

Dendronephthya_XP_028418128.1__XP_028418128.1_A_disintegrin_and_metalloproteinase_with_thrombospondin_motifs_adt-1-like_Dendronephthya_gigantea

Podocoryna_GBEH01030257.1.p1__XP_025037865.1_muscle_skeletal_receptor_tyrosine-protein_kinase_isoform_X5_Pelodiscus_sinensis

Periphylla_TRINITY_DN116432_c0_g1_i1.p2__XP_007887440.1_PREDICTED_apolipoprotein-like_Callorhinchus_milii

Porites_39360_t__XP_020601479.1_uncharacterized_protein_LOC110040573_Orbicella_faveolata

Montipora_g10096.t1__XP_029192228.1_uncharacterized_protein_LOC114958585_Acropora_millepora

Heliopora_GFVH01036431.1.p1__ELU09320.1_hypothetical_protein_CAPTEDRAFT_223208_Capitella_teleta

Dendronephthya_XP_028399017.1__XP_028399017.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X3_Dendronephthya_gigantea

Millepora_gb_GFAS01370387.1_.p1__XP_025974471.1_muscle_skeletal_receptor_tyrosine_protein_kinase_Dromaius_novaehollandiae

Aurelia_scaffold170.g26.t3__XP_002606848.1_hypothetical_protein_BRAFLDRAFT_103544_Branchiostoma_floridae

Porpita_GHBA01060075.1.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Anemonia_GHCD01131821.1.p1__XP_031564415.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X1_Actinia_tenebrosa

Turritopsis_IAAF01067049.1.p1_IAAF01067050.1.p1__RMX47947.1_hypothetical_protein_pdam_00005338_Pocillopora_damicornis

Seriatopora_GIAR01008961.1.p1__XP_022783146.1_zinc_metalloproteinase_nas-6-like_Stylophora_pistillata_PFX34609.1_Zinc_metalloproteinase_nas-13_Stylophora_pistillata

Lucernaria_HAHD01067419.1.p1_HAHD01067421.1.p1__XP_028408139.1_uncharacterized_protein_LOC114530726_Dendronephthya_gigantea

Cyanea_TRINITY_DN5595_c0_g1_i7.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Nematostella_BAF44474.1__BAF44474.1_receptor_tyrosine_kinase-like_orphan_receptor_partial_Nematostella_vectensis

Copula_GHBG01148284.1.p1__XP_027041304.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Pocillopora_damicornis

Craseoa_TRINITY_DN6871_c0_g1_i7.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Edwardsiella_GGGB01152263.1.p1__XP_032222944.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Nematostella_vectensis

Atolla_TRINITY_DN16589_c0_g1_i4.p2__XP_002596482.1_hypothetical_protein_BRAFLDRAFT_243678_partial_Branchiostoma_floridae

Atolla_TRINITY_DN1829_c0_g4_i2.p1__POI23051.1_hypothetical_protein_CIB84_013201_partial_Bambusicola_thoracicus

Forskalia_TRINITY_DN61902_c0_g1_i1.p1__XP_029902278.1_hepatocyte_growth_factor-like_Myripristis_murdjan

Podocoryna_GBEH01086185.1.p1__XP_019631604.1_PREDICTED_uncharacterized_protein_LOC109475445_Branchiostoma_belcheri

Aurelia_scaffold96.g42.t1__XP_018429221.1_PREDICTED_matrilin-4_Nanorana_parkeri

Atolla_TRINITY_DN420_c0_g1_i4.p1__XP_004869057.3_plasminogen_isoform_X2_Heterocephalus_glaber

Goniastrea_gasp1.m3.546.m1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Dendronephthya_XP_028399567.1__XP_028399567.1_plasminogen-like_partial_Dendronephthya_gigantea

Haliclystus_HAHA01035061.1.p1__XP_001622294.2_zinc_metalloproteinase_nas-4_Nematostella_vectensis

Porites_31392_t__XP_015778609.1_PREDICTED_neural_cell_adhesion_molecule_L1-like_protein_Acropora_digitifera

Ectopleura_TRINITY_DN8072_c0_g1_i1.p1__XP_014785449.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X1_Octopus_bimaculoides

Eleutherobia_GHFI01026507.1.p1__XP_022097678.1_uncharacterized_protein_LOC110982961_isoform_X3_Acanthaster_planci

Zoanthus_GGTW01012630.1.p1__XP_020914254.1_zinc_metalloproteinase_nas-4_Exaiptasia_pallida

Stylophora_XP_022787754.1__XP_022787754.1_uncharacterized_protein_LOC111327753_Stylophora_pistillata

Actinia_XP_031559843.1__XP_031559843.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Actinia_tenebrosa

Apolemia_TRINITY_DN134303_c0_g1_i1.p1__ADI56235.1_receptor_tyrosine_kinase-like_orphan_receptor_partial_Hydra_vulgaris

Protopalythoa_GCVI01039361.1.p1__OLQ04542.1_UMP-CMP_kinase_Symbiodinium_microadriaticum

Copula_GHBG01060363.1.p1__XP_020611297.1_uncharacterized_protein_LOC110049811_Orbicella_faveolata

Exaiptasia_XP_028516046.1__XP_028516043.1_uncharacterized_protein_LOC110242972_isoform_X1_Exaiptasia_pallida_XP_028516044.1_uncharacterized_protein_LOC110242972_isoform_X2_Exaiptasia_pallida_XP_028516045.1_uncharacterized_protein_LOC110242972_isoform_X3_Exaiptasia_pallida

Eleutherobia_GHFI01122388.1.p1__XP_028399569.1_plasminogen-like_Dendronephthya_gigantea

Corynactis_gb_GELM01070233.1_.p1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Podocoryna_GBEH01127448.1.p1__XP_002116579.1_hypothetical_protein_TRIADDRAFT_8692_partial_Trichoplax_adhaerens_EDV20935.1_hypothetical_protein_TRIADDRAFT_8692_partial_Trichoplax_adhaerens

Rhopilema_mRNA.RE14171__XP_020914254.1_zinc_metalloproteinase_nas-4_Exaiptasia_pallida

Dendronephthya_XP_028399068.1__XP_028399068.1_mucin-like_protein_Dendronephthya_gigantea

Seriatopora_GIAR01004236.1.p1__XP_022787750.1_tyrosine-protein_kinase_receptor_Tie-2-like_Stylophora_pistillata_XP_022787752.1_tyrosine-protein_kinase_receptor_Tie-2-like_Stylophora_pistillata_XP_022787753.1_tyrosine-protein_kinase_receptor_Tie-2-like_Stylophora_pistillata

Hydractinia_GAWH01026307.1.p1__XP_029921631.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Myripristis_murdjan

Dendronephthya_XP_028399009.1__XP_028399009.1_uncharacterized_protein_LOC114522509_isoform_X2_Dendronephthya_gigantea

Stichodactyla_GGNY01041687.1.p1_GGNY01041692.1.p1__XP_031559843.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Actinia_tenebrosa

Tripedalia_GHAQ01104434.1.p1__XP_032241527.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2_Nematostella_vectensis_XP_032241528.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2_Nematostella_

Anthopleura_GBXJ01101933.1.p1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Turritopsis_IAAF01033267.1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Orbicella_ofav_00018473__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Chrysaora_TRINITY_DN14060_c0_g2_i1.p1_TRINITY_DN14060_c0_g2_i4.p1__XP_012562856.1_PREDICTED_uncharacterized_protein_LOC101239750_partial_Hydra_vulgaris

Millepora_gb_GFAS01254913.1_.p1__OLP90319.1_Choline_transporter-like_protein_2_Symbiodinium_microadriaticum

Briareum_GHBD02152280.1.p1__XP_028413044.1_zinc_metalloproteinase_nas-4-like_Dendronephthya_gigantea

Millepora_gb_GFAS01266927.1_.p1__XP_028399566.1_uncharacterized_protein_LOC114522976_Dendronephthya_gigantea

Haliclystus_HAHB01021812.1.p1__XP_027052238.1_uncharacterized_protein_LOC113679476_Pocillopora_damicornis

Porpita_GHBA01071804.1.p1__VDD93029.1_unnamed_protein_product_Enterobius_vermicularis

Millepora_gb_GFAS01260319.1_.p1__RMX59185.1_hypothetical_protein_pdam_00007715_partial_Pocillopora_damicornis

Edwardsiella_GGGB01095620.1.p1_GGGB01095621.1.p1_GGGB01095622.1.p1__XP_032221233.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_Nematostella_vectensis

Chironex_TRINITY_DN12498_c0_g1_i1.p1__XP_020611792.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Orbicella_faveolata_XP_020611793.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_

Podocoryna_GBEH01091866.1.p1__XP_030851033.1_zinc_metalloproteinase_nas-6_Strongylocentrotus_purpuratus

Velella_GHAZ01040469.1.p2__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Desmophyllum_GHDD01163877.1.p1__XP_020600789.1_uncharacterized_protein_LOC110039949_Orbicella_faveolata

Zoanthus_GGTW01049059.1.p1__KXJ20497.1_Fibroblast_growth_factor_receptor-like_1_Exaiptasia_pallida

Craspedacusta_TRINITY_DN5365_c0_g1_i11.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Heliopora_GFVH01019684.1.p1__ELU09320.1_hypothetical_protein_CAPTEDRAFT_223208_Capitella_teleta

Pelagia_TRINITY_DN3324_c0_g1_i11.p1_TRINITY_DN3324_c0_g1_i12.p1_TRINITY_DN3324_c0_g1_i4.p1_TRINITY_DN3324_c0_g1_i6.p1__EDO48215.1_predicted_protein_partial_Nematostella_vectensis

Pseudodiploria_HACD01164413.1.p1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Nemopilema_GHAR01061626.1.p1__XP_028414299.1_fibrillin-1-like_partial_Dendronephthya_gigantea

Cassiopea_Cxam_g7922.t1__EDL02068.1_plasminogen_isoform_CRA_h_Mus_musculus

Dendronephthya_XP_028414629.1_XP_028417129.1__XP_028414629.1_coadhesin-like_Dendronephthya_gigantea_XP_028417129.1_coadhesin-like_Dendronephthya_gigantea

Atolla_TRINITY_DN63721_c0_g1_i1.p2__XP_002589867.1_hypothetical_protein_BRAFLDRAFT_239152_partial_Branchiostoma_floridae

Porpita_GHBA01021020.1.p1__BAA81716.3_protein_tyrosine_kinase_Ephydatia_fluviatilis

Hippopodius_TRINITY_DN4464_c0_g1_i4.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Nematostella_EDO48215.1_XP_001640278.1__EDO48215.1_predicted_protein_partial_Nematostella_vectensis

Craseoa_TRINITY_DN245842_c0_g1_i1.p1__XP_031797700.1_prothrombin_Sarcophilus_harrisii

Seriatopora_GIAR01006676.1.p1__XP_022787729.1_angiopoietin-1_receptor-like_isoform_X1_Stylophora_pistillata

Craspedacusta_TRINITY_DN20886_c0_g2_i2.p1__XP_020611297.1_uncharacterized_protein_LOC110049811_Orbicella_faveolata

Aurelia_scaffold11.g73.t2__XP_027041304.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Pocillopora_damicornis

Hydractinia_GAWH01046574.1.p1__XP_033636995.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Asterias_rubens

Atolla_TRINITY_DN21936_c0_g1_i2.p1__XP_033114169.1_uncharacterized_protein_LOC117114591_Anneissia_japonica

Cyphastrea_GETH01078224.1.p1__XP_020610306.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610307.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610308.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata

Ectopleura_TRINITY_DN7908_c0_g1_i2.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Acanthogorgia_gb_GEXC01023184.1_.p1__XP_028412964.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Pelagia_TRINITY_DN2838_c0_g1_i10.p1_TRINITY_DN2838_c0_g1_i12.p1_TRINITY_DN2838_c0_g1_i5.p1_TRINITY_DN2838_c0_g1_i8.p1_TRINITY_DN3324_c0_g1_i1.p1_TRINITY_DN3324_c0_g1_i7.p1__RMX47947.1_hypothetical_protein_pdam_00005338_Pocillopora_damicornis

Discosoma_evm.model.scaffold_22.15__XP_020611795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Orbicella_faveolata

Craspedacusta_TRINITY_DN157253_c0_g1_i1.p1__XP_028413044.1_zinc_metalloproteinase_nas-4-like_Dendronephthya_gigantea

Zoanthus_GGTW01029883.1.p1_GGTW01029884.1.p1__XP_020611795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Orbicella_faveolata

Podocoryna_GBEH01064503.1.p1_GBEH01088163.1.p1__XP_006795661.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Neolamprologus_brichardi

Aurelia_scaffold761.g1.t3__XP_002587446.1_hypothetical_protein_BRAFLDRAFT_100128_Branchiostoma_floridae

Cyanea_TRINITY_DN11751_c0_g1_i1.p1__XP_012558482.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Hydra_vulgaris

Exaiptasia_KXJ11169.1__KXJ11169.1_putative_apolipoprotein-like_protein_2_Exaiptasia_pallida

Chironex_GHAX01076473.1.p1__XP_027041304.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Pocillopora_damicornis

Discosoma_evm.model.scaffold_26.42__XP_020611297.1_uncharacterized_protein_LOC110049811_Orbicella_faveolata

Hippopodius_TRINITY_DN5357_c0_g1_i1.p1_TRINITY_DN5357_c0_g1_i8.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Anemonia_GHCD01063251.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Scolanthus_GGGE01189279.1.p1_GGGE01189280.1.p1__XP_032221233.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_Nematostella_vectensis

Nemopilema_GHAR01007149.1.p1__AAS83462.1_blue_pigment_protein_precursor_Rhizostoma_pulmo

Clavularia_GHAW01036598.1.p1__OLQ04542.1_UMP-CMP_kinase_Symbiodinium_microadriaticum

Seriatopora_GIAR01010009.1.p1__XP_022787750.1_tyrosine-protein_kinase_receptor_Tie-2-like_Stylophora_pistillata_XP_022787752.1_tyrosine-protein_kinase_receptor_Tie-2-like_Stylophora_pistillata_XP_022787753.1_tyrosine-protein_kinase_receptor_Tie-2-like_Stylophora_pistillata

Montipora_g6012.t1__XP_015759044.1_PREDICTED_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Acropora_digitifera

Acropora1_XP_029204392.1__XP_029204392.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Acropora_millepora

Craspedacusta_TRINITY_DN5271_c0_g1_i3.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Cyphastrea_GETH01069441.1.p1__XP_020601479.1_uncharacterized_protein_LOC110040573_Orbicella_faveolata

Aurelia_scaffold170.g26.t2__XP_013383226.1_sushi_von_Willebrand_factor_type_A_EGF_and_pentraxin_domain-containing_protein_1_Lingula_anatina

Discosoma_evm.model.scaffold_216.4__XP_031558673.1_angiopoietin-1_receptor-like_isoform_X3_Actinia_tenebrosa

Nemopilema_GHAR01089004.1.p2_GHAR01089006.1.p2__OXB70188.1_hypothetical_protein_H355_014039_partial_Colinus_virginianus

Atolla_TRINITY_DN420_c0_g2_i4.p1__XP_028652793.1_plasminogen_Erpetoichthys_calabaricus

Atolla_TRINITY_DN7099_c0_g1_i1.p2__4KIV_A_Chain_A_APOLIPOPROTEIN_Homo_sapiens

Alveopora_GGJR01000906.1.p1__OPL21696.1_plasminogen_partial_Mytilus_galloprovincialis

Hydractinia_GAWH01019603.1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Zoanthus_GGTW01090384.1.p1__PFX35055.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR2_Stylophora_pistillata

Actinia_XP_031558677.1__XP_031558677.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X7_Actinia_tenebrosa

Craspedacusta_TRINITY_DN5365_c0_g1_i10.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Periphylla_TRINITY_DN102696_c0_g1_i1.p1__XP_002613016.1_hypothetical_protein_BRAFLDRAFT_74801_Branchiostoma_floridae

Ricordea_gb_GELN01037250.1_.p1__XP_029209556.1_zinc_metalloproteinase_nas-4-like_Acropora_millepora

Millepora_gb_GFAS01196329.1_.p1__XP_028399566.1_uncharacterized_protein_LOC114522976_Dendronephthya_gigantea

Eleutherobia_GHFI01068554.1.p1__XP_028413044.1_zinc_metalloproteinase_nas-4-like_Dendronephthya_gigantea

Aurelia_scaffold105.g38.t4__XP_002606848.1_hypothetical_protein_BRAFLDRAFT_103544_Branchiostoma_floridae

Eleutherobia_GHFI01035705.1.p1__XP_028280012.1_neurotrypsin-like_isoform_X1_Parambassis_ranga

Porites_6748_t__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Turritopsis_IAAF01052207.1.p1__XP_023145614.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Amphiprion_ocellaris

Pocillopora_RMX52692.1__RMX52692.1_hypothetical_protein_pdam_00004264_Pocillopora_damicornis

Stichodactyla_GGNY01047266.1.p1__XP_031559635.1_zinc_metalloproteinase_nas-6-like_isoform_X1_Actinia_tenebrosa

Morbakka_scaffold424.g6.t1__XP_020611297.1_uncharacterized_protein_LOC110049811_Orbicella_faveolata

Zoanthus_GGTW01020012.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Pelagia_TRINITY_DN266_c1_g1_i1.p1_TRINITY_DN266_c1_g1_i11.p1_TRINITY_DN266_c1_g1_i9.p1__XP_031560649.1_uncharacterized_protein_LOC116296723_Actinia_tenebrosa

Agaricia_GGLC03012994.1.p1__OLQ04542.1_UMP-CMP_kinase_Symbiodinium_microadriaticum

Anemonia_GHCD01011878.1.p1__XP_031558679.1_macrophage_colony-stimulating_factor_1_receptor-like_isoform_X9_Actinia_tenebrosa

Turritopsis_IAAF01053505.1.p1_IAAF01053510.1.p1__XP_021953862.1_tyrosine-protein_kinase_transmembrane_receptor_Ror2-like_isoform_X2_Folsomia_candida

Millepora_gb_GFAS01123313.1_.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Podocoryna_GBEH01006073.1.p1_GBEH01006074.1.p1__XP_006795661.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Neolamprologus_brichardi

Turritopsis_IAAF01052209.1.p1__XP_033831788.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Periophthalmus_magnuspinnatus

Acropora2_XP_015778609.1__XP_015778609.1_PREDICTED_neural_cell_adhesion_molecule_L1-like_protein_Acropora_digitifera

Podocoryna_GBEH01045664.1.p1__XP_006626687.1_PREDICTED_muscle_skeletal_receptor_tyrosine-protein_kinase_isoform_X1_Lepisosteus_oculatus

Rhopilema_mRNA.RE06984__XP_002606199.1_hypothetical_protein_BRAFLDRAFT_136374_partial_Branchiostoma_floridae

Exaiptasia_XP_028516043.1_XP_028516044.1_XP_028516045.1__XP_028516043.1_uncharacterized_protein_LOC110242972_isoform_X1_Exaiptasia_pallida_XP_028516044.1_uncharacterized_protein_LOC110242972_isoform_X2_Exaiptasia_pallida_XP_028516045.1_uncharacterized_protein_LOC110242972_isoform_X3_Exaiptasia_pallida

Edwardsiella_GGGB01036665.1.p2__XP_002593468.1_hypothetical_protein_BRAFLDRAFT_70752_Branchiostoma_floridae

Acanthogorgia_gb_GEXC01020777.1_.p1__XP_028399007.1_uncharacterized_protein_LOC114522508_isoform_X3_Dendronephthya_gigantea

Pseudodiploria_HACD01071204.1.p1__XP_020600789.1_uncharacterized_protein_LOC110039949_Orbicella_faveolata

Chrysaora_TRINITY_DN8648_c0_g1_i1.p1__XP_022783040.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Stylophora_pistillata

Lucernaria_HAHD01066863.1.p1__XP_020600789.1_uncharacterized_protein_LOC110039949_Orbicella_faveolata

Atolla_TRINITY_DN12504_c1_g1_i2.p1__XP_032230586.1_uncharacterized_protein_LOC5506315_Nematostella_vectensis

Cyanea_TRINITY_DN5595_c0_g1_i1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Podocoryna_GBEH01144876.1.p1__XP_030647635.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_Chanos_chanos

Actinia_XP_031564415.1__XP_031564415.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X1_Actinia_tenebrosa

Podocoryna_GBEH01134553.1.p1__XP_028399012.1_uncharacterized_protein_LOC114522510_Dendronephthya_gigantea

Fungia_ffun1.m4.30794.m1__XP_020601479.1_uncharacterized_protein_LOC110040573_Orbicella_faveolata

Exaiptasia_KXJ21957.1_XP_020915794.1__XP_020915794.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X1_Exaiptasia_pallida_KXJ21957.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR2_Exaiptasia_

Atolla_TRINITY_DN15927_c0_g1_i2.p1__XP_019618443.1_PREDICTED_plasminogen-like_Branchiostoma_belcheri

Liriope_TRINITY_DN18247_c0_g1_i6.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Liriope_TRINITY_DN72800_c0_g1_i1.p1__XP_022800028.1_uncharacterized_protein_LOC111337906_Stylophora_pistillata_PFX19670.1_Tissue-type_plasminogen_activator_Stylophora_pistillata

Heliopora_GFVH01039076.1.p1__XP_028412961.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Agaricia_GGLC03057732.1.p3_GGLC03086003.1.p2__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Desmophyllum_GHDD01002808.1.p1__XP_020610306.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610307.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610308.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata

Ricordea_gb_GELN01025468.1_.p1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Apolemia_TRINITY_DN193179_c0_g1_i1.p1__XP_022814761.1_tyrosine-protein_kinase_transmembrane_receptor_Ror_Spodoptera_litura

Xenia_GHBC01079237.1.p1__XP_028412961.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Scolanthus_GGGE01118443.1.p1__XP_007509583.1_unnamed_protein_product_Bathycoccus_prasinos_CCO19386.1_unnamed_protein_product_Bathycoccus_prasinos

Porpita_GHBA01060076.1.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Edwardsiella_GGGB01055708.1.p1__KOG00188.1_hypothetical_protein_OCBIM_22007481mg_Octopus_bimaculoides

Podocoryna_GBEH01053157.1.p1__XP_021362538.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X3_Mizuhopecten_yessoensis

Aurelia_scaffold142.g67.t2__XP_001639687.2_SCO-spondin_Nematostella_vectensis

Atolla_TRINITY_DN22670_c0_g1_i1.p1__MAG86138.1_hypothetical_protein_Flavobacteriaceae_bacterium

Periphylla_TRINITY_DN29897_c0_g1_i2.p1__ELU09320.1_hypothetical_protein_CAPTEDRAFT_223208_Capitella_teleta

Fungia_ffun1.m4.8624.m1__RMX59185.1_hypothetical_protein_pdam_00007715_partial_Pocillopora_damicornis

Fungia_ffun1.m2b.2635.m1__XP_029192228.1_uncharacterized_protein_LOC114958585_Acropora_millepora

Craspedacusta_TRINITY_DN13733_c0_g2_i2.p1__OCU00922.1_hypothetical_protein_XELAEV_18006699mg_Xenopus_laevis

Aequorea_TRINITY_DN3221_c1_g1_i2.p1_TRINITY_DN3221_c1_g1_i3.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Apolemia_TRINITY_DN167861_c0_g1_i1.p1__BAF44473.1_receptor_tyrosine_kinase-like_orphan_receptor_partial_Hydra_vulgaris

Podocoryna_GBEH01131593.1.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Turritopsis_IAAF01048620.1.p1__XP_032395536.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Etheostoma_spectabile

Anthopleura_GBXJ01081440.1.p1__XP_031559843.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Actinia_tenebrosa

Craseoa_TRINITY_DN57753_c0_g1_i1.p1__XP_028408139.1_uncharacterized_protein_LOC114530726_Dendronephthya_gigantea

Hippopodius_TRINITY_DN64846_c0_g1_i1.p1__XP_032221233.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_Nematostella_vectensis

Podocoryna_GBEH01012151.1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Alveopora_GGJR01284374.1.p1__XP_011435747.1_PREDICTED_uncharacterized_protein_LOC105334113_Crassostrea_gigas

Atolla_TRINITY_DN9959_c0_g1_i2.p1__XP_002592605.1_hypothetical_protein_BRAFLDRAFT_246244_partial_Branchiostoma_floridae

Stichodactyla_GGNY01079378.1.p1__XP_031564415.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X1_Actinia_tenebrosa

Podocoryna_GBEH01119939.1.p1_GBEH01119940.1.p1__XP_005043669.1_PREDICTED_plasminogen-like_isoform_X1_Ficedula_albicollis

Velella_GHAZ01173779.1.p1__RMB94703.1_hypothetical_protein_DUI87_28816_Hirundo_rustica_rustica

Turritopsis_IAAF01052203.1.p1__XP_023145614.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Amphiprion_ocellaris

Clavularia_GHAW01115015.1.p1__XP_028399014.1_uncharacterized_protein_LOC114522512_Dendronephthya_gigantea

Cyanea_TRINITY_DN41574_c0_g1_i1.p1__XP_026695901.1_C-type_mannose_receptor_2_isoform_X1_Ciona_intestinalis

Stichodactyla_GGNY01026946.1.p1__XP_031558677.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X7_Actinia_tenebrosa

Acropora2_XP_015778950.1__XP_015778950.1_PREDICTED_uncharacterized_protein_LOC107356837_Acropora_digitifera

Stylophora_XP_022795156.1__XP_022795156.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Stylophora_pistillata

Zoanthus_GGTW01012628.1.p1__XP_020914254.1_zinc_metalloproteinase_nas-4_Exaiptasia_pallida

Atolla_TRINITY_DN58068_c0_g1_i1.p1__XP_017259950.2_5-hydroxytryptamine_receptor_3A-like_partial_Kryptolebias_marmoratus

Pocillopora_RMX59185.1__RMX59185.1_hypothetical_protein_pdam_00007715_partial_Pocillopora_damicornis

Alveopora_GGJR01162800.1.p1_GGJR01162802.1.p1_GGJR01162803.1.p1_GGJR01162804.1.p1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Rhopilema_mRNA.RE07714__XP_019616121.1_PREDICTED_uncharacterized_protein_LOC109463712_Branchiostoma_belcheri

Podocoryna_GBEH01131592.1.p1__XP_012558482.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Hydra_vulgaris

Ctenactis_GDZV01007033.1.p1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Abylopsis_TRINITY_DN13149_c0_g2_i1.p1__XP_005486552.1_plasminogen-like_Zonotrichia_albicollis

Pocillopora_RMX46054.1__RMX46054.1_hypothetical_protein_pdam_00002042_Pocillopora_damicornis

Nemopilema_GHAR01100943.1.p1__AAS83462.1_blue_pigment_protein_precursor_Rhizostoma_pulmo

Heliopora_GFVH01021536.1.p1__XP_028413044.1_zinc_metalloproteinase_nas-4-like_Dendronephthya_gigantea

Ricordea_gb_GELN01044677.1_.p1__XP_020601479.1_uncharacterized_protein_LOC110040573_Orbicella_faveolata

Cyanea_TRINITY_DN5595_c0_g1_i5.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Turritopsis_IAAF01060727.1.p1__XP_032779088.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Daphnia_magna

Aurelia_scaffold5.g176.t3__XP_011783086.1_PREDICTED_hepatocyte_growth_factor_isoform_X3_Colobus_angolensis_palliatus

Galaxea_gfas1.m1.2523.m1__XP_020611792.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Orbicella_faveolata_XP_020611793.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_

Cerianthus_HAGY01064502.1.p1__XP_028514206.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Exaiptasia_pallida

Craspedacusta_TRINITY_DN13733_c0_g1_i4.p1__OCU00922.1_hypothetical_protein_XELAEV_18006699mg_Xenopus_laevis

Craspedacusta_TRINITY_DN5271_c0_g1_i5.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Millepora_gb_GFAS01170403.1_.p1__XP_028399005.1_uncharacterized_protein_LOC114522508_isoform_X1_Dendronephthya_gigantea

Periphylla_TRINITY_DN1589_c0_g2_i2.p1_TRINITY_DN1589_c0_g2_i7.p1__EDL83072.1_plasminogen_isoform_CRA_h_Rattus_norvegicus

Porites_11232_t__RMX59185.1_hypothetical_protein_pdam_00007715_partial_Pocillopora_damicornis

Acropora1_XP_029192228.1__XP_029192228.1_uncharacterized_protein_LOC114958585_Acropora_millepora

Atolla_TRINITY_DN609_c0_g1_i9.p1__XP_019645275.1_PREDICTED_uncharacterized_protein_LOC109486022_Branchiostoma_belcheri

Lucernaria_HAHD01067416.1.p1__XP_028399008.1_uncharacterized_protein_LOC114522509_isoform_X1_Dendronephthya_gigantea

Periphylla_TRINITY_DN41434_c0_g1_i7.p1__XP_025755009.1_plasminogen_isoform_X3_Oreochromis_niloticus

Fungia_ffun1.m4.15234.m1__XP_027037169.1_uncharacterized_protein_LOC113665648_Pocillopora_damicornis_RMX51527.1_hypothetical_protein_pdam_00010309_Pocillopora_damicornis

Actinia_XP_031558673.1__XP_031558673.1_angiopoietin-1_receptor-like_isoform_X3_Actinia_tenebrosa

Aequorea_TRINITY_DN7754_c0_g1_i6.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Velella_GHAZ01088014.1.p1__XP_020600768.1_uncharacterized_protein_LOC110039930_isoform_X2_Orbicella_faveolata

Craseoa_TRINITY_DN6871_c0_g1_i9.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Nematostella_EDO43993.1_XP_001636056.1__EDO43993.1_predicted_protein_partial_Nematostella_vectensis

Nemopilema_GHAR01063909.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Nemopilema_GHAR01069327.1.p1__XP_012558482.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Hydra_vulgaris

Nemopilema_GHAR01036858.1.p1__AAS83462.1_blue_pigment_protein_precursor_Rhizostoma_pulmo

Velella_GHAZ01145477.1.p1__BAF44473.1_receptor_tyrosine_kinase-like_orphan_receptor_partial_Hydra_vulgaris

Anthopleura_GBXJ01119072.1.p1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Dendronephthya_XP_028416139.1__XP_028416139.1_hemicentin-1-like_isoform_X1_Dendronephthya_gigantea

Stomolophus_TRINITY_DN47643_c0_g1_i1.p1__XP_029651506.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Octopus_vulgaris

Heliopora_GFVH01062071.1.p1__OLQ04542.1_UMP-CMP_kinase_Symbiodinium_microadriaticum

Podocoryna_GBEH01102311.1.p1__RMX59185.1_hypothetical_protein_pdam_00007715_partial_Pocillopora_damicornis

Atolla_TRINITY_DN22100_c0_g1_i1.p1__Q7M323.1_RecName_Full_Plasminogen_Capra_hircus

Aequorea_TRINITY_DN7754_c0_g1_i5.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Briareum_GHBD02170670.1.p1__XP_028412964.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Millepora_gb_GFAS01251468.1_.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Podocoryna_GBEH01045124.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Stylophora_XP_022787730.1__XP_022787729.1_angiopoietin-1_receptor-like_isoform_X1_Stylophora_pistillata

Clavularia_GHAW01121273.1.p1__XP_028399006.1_uncharacterized_protein_LOC114522508_isoform_X2_Dendronephthya_gigantea

Alveopora_GGJR01262066.1.p1__XP_003385101.2_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Amphimedon_queenslandica

Atolla_TRINITY_DN2048_c0_g2_i1.p1__XP_019639797.1_PREDICTED_plasminogen-like_Branchiostoma_belcheri

Nematostella_EDO30193.1_XP_001622293.1__EDO30193.1_predicted_protein_partial_Nematostella_vectensis

Copula_GHBG01148291.1.p1_GHBG01148293.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Millepora_gb_GFAS01150712.1_.p1__XP_020781858.1_hepatocyte_growth_factor-like_Boleophthalmus_pectinirostris

Craseoa_TRINITY_DN60612_c0_g1_i1.p1__XP_028399014.1_uncharacterized_protein_LOC114522512_Dendronephthya_gigantea

Atolla_TRINITY_DN420_c0_g1_i2.p1__XP_004869056.3_plasminogen_isoform_X1_Heterocephalus_glaber

Periphylla_TRINITY_DN1589_c0_g2_i8.p1__XP_019647518.1_PREDICTED_apolipoprotein-like_Branchiostoma_belcheri

Atolla_TRINITY_DN176_c0_g1_i3.p1__XP_030834874.1_putative_apolipoprotein-like_protein_2_Strongylocentrotus_purpuratus

Orbicella_ofav_00018472__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Podocoryna_GBEH01147401.1.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Briareum_GHBD02144600.1.p1__OLQ04542.1_UMP-CMP_kinase_Symbiodinium_microadriaticum

Stylophora_PFX27289.1_XP_022787731.1__XP_022787731.1_angiopoietin-1_receptor-like_isoform_X3_Stylophora_pistillata_PFX27289.1_Tyrosine-protein_kinase_receptor_Tie-2_Stylophora_pistillata

Turritopsis_IAAF01052208.1.p1__XP_023145614.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Amphiprion_ocellaris

Aurelia_scaffold116.g34.t2__XP_031560648.1_uncharacterized_protein_LOC116296722_Actinia_tenebrosa

Seriatopora_GIAR01013819.1.p1__PFX27301.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR1_Stylophora_pistillata

Edwardsiella_GGGB01006928.1.p1__XP_002591548.1_hypothetical_protein_BRAFLDRAFT_92778_Branchiostoma_floridae

Rhopilema_mRNA.RE11862__XP_022783040.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Stylophora_pistillata

Goniastrea_gasp1.m3.27578.m1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Cyanea_TRINITY_DN21970_c0_g1_i2.p1__XP_033099370.1_zinc_metalloproteinase_nas-6-like_isoform_X2_Anneissia_japonica

Clytia_XLOC_017531__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Dendronephthya_XP_028417124.1__XP_028417124.1_coadhesin-like_Dendronephthya_gigantea

Atolla_TRINITY_DN12504_c2_g1_i2.p1__XP_032230586.1_uncharacterized_protein_LOC5506315_Nematostella_vectensis

Chironex_GHAX01071342.1.p1__XP_020611297.1_uncharacterized_protein_LOC110049811_Orbicella_faveolata

Periphylla_TRINITY_DN41434_c0_g1_i1.p1__RDD43655.1_ATP-binding_cassette_sub-family_A_member_1_Trichoplax_sp._H2

Aurelia_scaffold11.g73.t1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Pseudodiploria_HACD01073191.1.p1__XP_017345470.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR2_isoform_X1_Ictalurus_punctatus

Craterolophus_HAGZ01044896.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Podocoryna_GBEH01048306.1.p1__XP_030647635.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_Chanos_chanos

Lucernaria_HAHD01066865.1.p1__XP_020600789.1_uncharacterized_protein_LOC110039949_Orbicella_faveolata

Stichodactyla_GGNY01041689.1.p1__XP_031559843.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Actinia_tenebrosa

Edwardsiella_GGGB01040741.1.p1__XP_029954775.1_hyaluronan-binding_protein_2-like_Salarias_fasciatus

Atolla_TRINITY_DN61680_c0_g1_i1.p1__MAG86138.1_hypothetical_protein_Flavobacteriaceae_bacterium

Hydractinia_GAWH01013405.1.p1__XP_028319099.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Gouania_willdenowi

Exaiptasia_XP_028513122.1__XP_028513122.1_tyrosine-protein_kinase_transmembrane_receptor_Ror2-like_isoform_X1_Exaiptasia_pallida

Orbicella_ofav_00023106__XP_020600767.1_uncharacterized_protein_LOC110039930_isoform_X1_Orbicella_faveolata

Turritopsis_IAAF01052205.1.p1__XP_033831788.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Periophthalmus_magnuspinnatus

Millepora_gb_GFAS01227438.1_.p1__PFX35054.1_Muscle_skeletal_receptor_tyrosine_protein_kinase_Stylophora_pistillata

Palythoa_GESO01081941.1.p1__OLP90319.1_Choline_transporter-like_protein_2_Symbiodinium_microadriaticum

Dendronephthya_XP_028409307.1__XP_028409307.1_SCO-spondin-like_Dendronephthya_gigantea

Millepora_gb_GFAS01371577.1_.p1__XP_020611795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Orbicella_faveolata

Atolla_TRINITY_DN420_c0_g1_i9.p1__XP_028652793.1_plasminogen_Erpetoichthys_calabaricus

Dendronephthya_XP_028399569.1__XP_028399569.1_plasminogen-like_Dendronephthya_gigantea
Dendronephthya_XP_028399014.1__XP_028399014.1_uncharacterized_protein_LOC114522512_Dendronephthya_gigantea

Acropora2_XP_015780412.1__XP_015780412.1_PREDICTED_low_choriolytic_enzyme-like_Acropora_digitifera

Aurelia_scaffold16.g19.t1__PIO16636.1_hypothetical_protein_AB205_0035930_partial_Lithobates_catesbeianus

Edwardsiella_GGGB01000684.1.p1__XP_011677147.1_plasminogen_Strongylocentrotus_purpuratus

Atolla_TRINITY_DN32844_c0_g1_i1.p1__XP_021164292.1_plasminogen_Fundulus_heteroclitus

Xenia_GHBC01067788.1.p1__XP_028412964.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Rhodactis_gb_GELO01058487.1_.p1__XP_029204392.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Acropora_millepora

Dendronephthya_XP_028399003.1__XP_028399003.1_uncharacterized_protein_LOC114522507_isoform_X1_Dendronephthya_gigantea

Ricordea_gb_GELN01033599.1_.p1__XP_020600789.1_uncharacterized_protein_LOC110039949_Orbicella_faveolata

Millepora_gb_GFAS01196328.1_.p1__XP_028399566.1_uncharacterized_protein_LOC114522976_Dendronephthya_gigantea

Nemopilema_GHAR01063907.1.p1__XP_022783040.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Stylophora_pistillata

Actinia_XP_031558679.1__XP_031558673.1_angiopoietin-1_receptor-like_isoform_X3_Actinia_tenebrosa

Ricordea_gb_GELN01037717.1_.p1__PFX35055.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR2_Stylophora_pistillata

Pseudodiploria_HACD01147372.1.p1__XP_020610306.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610307.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610308.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata

Seriatopora_GIAR01007006.1.p1__XP_022783040.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Stylophora_pistillata

Heliopora_GFVH01046843.1.p1__XP_028412964.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Podocoryna_GBEH01183587.1.p1__XP_007425884.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Python_bivittatus

Hydractinia_GAWH01016080.1.p1__XP_033737108.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X1_Pecten_maximus

Seriatopora_GIAR01017174.1.p1__XP_022787746.1_uncharacterized_protein_LOC111327749_isoform_X5_Stylophora_pistillata

Pseudodiploria_HACD01193086.1.p1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Rhodactis_gb_GELO01001651.1_.p1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Rhodactis_gb_GELO01048353.1_.p1__XP_022783146.1_zinc_metalloproteinase_nas-6-like_Stylophora_pistillata_PFX34609.1_Zinc_metalloproteinase_nas-13_Stylophora_pistillata

Anemonia_GHCD01020893.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Corynactis_gb_GELM01071863.1_.p1__XP_022783146.1_zinc_metalloproteinase_nas-6-like_Stylophora_pistillata_PFX34609.1_Zinc_metalloproteinase_nas-13_Stylophora_pistillata

Eleutherobia_GHFI01122396.1.p1__XP_028416142.1_plasminogen-like_partial_Dendronephthya_gigantea

Hydractinia_GAWH01044133.1.p1__XP_033487861.1_plasminogen-like_Epinephelus_lanceolatus

Podocoryna_GBEH01016994.1.p1__PIO16636.1_hypothetical_protein_AB205_0035930_partial_Lithobates_catesbeianus

Stichodactyla_GGNY01026944.1.p1__XP_031558679.1_macrophage_colony-stimulating_factor_1_receptor-like_isoform_X9_Actinia_tenebrosa

Porpita_GHBA01076782.1.p1__XP_020600767.1_uncharacterized_protein_LOC110039930_isoform_X1_Orbicella_faveolata

Palythoa_GESO01022514.1.p1__XP_032221233.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_Nematostella_vectensis

Periphylla_TRINITY_DN11032_c0_g1_i3.p2_TRINITY_DN11032_c0_g1_i6.p2__6DCM_A_Chain_A_Plasminogen_Homo_sapiens

Atolla_TRINITY_DN8377_c0_g1_i1.p1__XP_019622012.1_PREDICTED_collagen_alpha-1_chain-like_Branchiostoma_belcheri

Clavularia_GHAW01080352.1.p1__XP_028412964.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Ectopleura_TRINITY_DN65336_c0_g1_i1.p1__XP_002613773.1_hypothetical_protein_BRAFLDRAFT_85314_Branchiostoma_floridae

Xenia_GHBC01141744.1.p1__OLP96173.1_hypothetical_protein_AK812_SmicGene21623_Symbiodinium_microadriaticum

Velella_GHAZ01181481.1.p1__OTF70200.1_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_protein_Euroglyphus_maynei

Dynamena_GHMC01023853.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Atolla_TRINITY_DN28272_c1_g1_i1.p1__XP_012787754.1_PREDICTED_plasminogen_Sorex_araneus

Actinia_XP_031559635.1__XP_031559635.1_zinc_metalloproteinase_nas-6-like_isoform_X1_Actinia_tenebrosa

Stichodactyla_GGNY01041688.1.p1_GGNY01041695.1.p1_GGNY01041697.1.p1__XP_031559843.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Actinia_tenebrosa

Cyphastrea_GETH01082406.1.p1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Alveopora_GGJR01078619.1.p1_GGJR01078620.1.p1__OLP90319.1_Choline_transporter-like_protein_2_Symbiodinium_microadriaticum

Copula_GHBG01013662.1.p1__XP_015780412.1_PREDICTED_low_choriolytic_enzyme-like_Acropora_digitifera

Physalia_GHBB01040574.1.p1__ADI56235.1_receptor_tyrosine_kinase-like_orphan_receptor_partial_Hydra_vulgaris

Clavularia_GHAW01106122.1.p1__OLP90319.1_Choline_transporter-like_protein_2_Symbiodinium_microadriaticum

Aequorea_TRINITY_DN7754_c0_g1_i3.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Turritopsis_IAAF01037916.1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Aurelia_scaffold174.g54.t1__XP_012558482.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Hydra_vulgaris

Fungia_ffun1.m4.4116.m1__XP_020626680.1_zinc_metalloproteinase_nas-4-like_Orbicella_faveolata

Xenia_GHBC01079239.1.p1__XP_028412961.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Exaiptasia_KXJ22816.1__KXJ22816.1_Zinc_metalloproteinase_nas-13_Exaiptasia_pallida

Nemopilema_GHAR01089008.1.p1__XP_012560706.1_PREDICTED_C-type_mannose_receptor_2-like_partial_Hydra_vulgaris

Chrysaora_TRINITY_DN3032_c0_g1_i1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Stomolophus_TRINITY_DN1926_c0_g2_i1.p1__XP_028399650.1_neurogenic_locus_notch_homolog_protein_2-like_isoform_X3_Dendronephthya_gigantea

Hydractinia_GAWH01024714.1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Clavularia_GHAW01210594.1.p1__XP_002613016.1_hypothetical_protein_BRAFLDRAFT_74801_Branchiostoma_floridae

Edwardsiella_GGGB01095614.1.p1_GGGB01095616.1.p1_GGGB01095618.1.p1__XP_032221233.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_Nematostella_vectensis

Turritopsis_IAAF01066778.1.p1__XP_028399012.1_uncharacterized_protein_LOC114522510_Dendronephthya_gigantea

Ectopleura_TRINITY_DN3178_c0_g2_i1.p1__XP_012558482.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Hydra_vulgaris

Aurelia_scaffold79.g90.t2__XP_012555527.1_PREDICTED_von_Willebrand_factor_D_and_EGF_domain-containing_protein-like_partial_Hydra_vulgaris

Nematostella_EDO28926.1_XP_001621026.1__XP_001621026.2_plasminogen_isoform_X1_Nematostella_vectensis_XP_032223983.1_plasminogen_isoform_X2_Nematostella_vectensis

Acropora2_XP_015759044.1__XP_015759044.1_PREDICTED_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Acropora_digitifera

Clavularia_GHAW01036597.1.p1__OLQ04542.1_UMP-CMP_kinase_Symbiodinium_microadriaticum

Hydractinia_GAWH01049470.1.p1__XP_028399013.1_uncharacterized_protein_LOC114522511_Dendronephthya_gigantea

Aurelia_scaffold5.g176.t2__XP_011783086.1_PREDICTED_hepatocyte_growth_factor_isoform_X3_Colobus_angolensis_palliatus

Actinia_XP_031558669.1_XP_031558671.1__XP_031558669.1_uncharacterized_protein_LOC116295097_isoform_X1_Actinia_tenebrosa_XP_031558671.1_uncharacterized_protein_LOC116295097_isoform_X1_Actinia_tenebrosa

Podocoryna_GBEH01131591.1.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Millepora_gb_GFAS01282992.1_.p1__PFX35054.1_Muscle_skeletal_receptor_tyrosine_protein_kinase_Stylophora_pistillata

Alveopora_GGJR01000905.1.p1__XP_032072621.1_plasminogen-like_isoform_X2_Thamnophis_elegans

Porpita_GHBA01040654.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Rhopilema_mRNA.RE16087__AAS83462.1_blue_pigment_protein_precursor_Rhizostoma_pulmo

Atolla_TRINITY_DN754_c0_g2_i4.p1__XP_019645275.1_PREDICTED_uncharacterized_protein_LOC109486022_Branchiostoma_belcheri

Anthopleura_GBXJ01143991.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Goniastrea_gasp1.m3.19120.m1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Anemonia_GHCD01126990.1.p1__XP_031559843.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Actinia_tenebrosa

Nemopilema_GHAR01063910.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Actinia_XP_031558683.1__XP_031558683.1_uncharacterized_protein_LOC116295098_isoform_X3_Actinia_tenebrosa

Stylophora_PFX27312.1__PFX27312.1_Angiopoietin-1_receptor_Stylophora_pistillata

Chrysaora_TRINITY_DN30017_c0_g1_i1.p1__EDO43993.1_predicted_protein_partial_Nematostella_vectensis

Heliopora_GFVH01054949.1.p1__OLP90319.1_Choline_transporter-like_protein_2_Symbiodinium_microadriaticum

Clavularia_GHAW01116235.1.p1__XP_028412961.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Metridium_GGGC01044135.1.p1__XP_028514205.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X1_Exaiptasia_pallida_KXJ15862.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR1_Exaiptasia_

Corynactis_gb_GELM01067909.1_.p1__XP_020600768.1_uncharacterized_protein_LOC110039930_isoform_X2_Orbicella_faveolata

Podocoryna_GBEH01075358.1.p1__PNF43881.1_hypothetical_protein_B7P43_G02778_partial_Cryptotermes_secundus

Atolla_TRINITY_DN2621_c0_g2_i1.p1__RDD37045.1_Neurotrypsin_Trichoplax_sp._H2

Stichodactyla_GGNY01113343.1.p1__XP_031558679.1_macrophage_colony-stimulating_factor_1_receptor-like_isoform_X9_Actinia_tenebrosa

Porpita_GHBA01040653.1.p1_GHBA01040655.1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Scolanthus_GGGE01357322.1.p1__XP_032241527.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2_Nematostella_vectensis_XP_032241528.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2_Nematostella_

Atolla_TRINITY_DN537_c0_g1_i6.p1__XP_010280538.1_PREDICTED_plasminogen_partial_Phaethon_lepturus

Orbicella_ofav_00018474__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Cassiopea_Cxam_g22103.t1__AAS83462.1_blue_pigment_protein_precursor_Rhizostoma_pulmo

Amplexidiscus_evm.model.scaffold_69.54__XP_028516344.1_angiopoietin-1_receptor_Exaiptasia_pallida

Desmophyllum_GHDD01223701.1.p1__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Velella_GHAZ01094296.1.p1__XP_028399007.1_uncharacterized_protein_LOC114522508_isoform_X3_Dendronephthya_gigantea

Goniastrea_gasp1.m1b.2293.m1__XP_022800028.1_uncharacterized_protein_LOC111337906_Stylophora_pistillata_PFX19670.1_Tissue-type_plasminogen_activator_Stylophora_pistillata

Exaiptasia_XP_020915795.1__XP_020915795.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Exaiptasia_pallida

Stylophora_XP_022783040.1__XP_022783040.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Stylophora_pistillata

Acanthogorgia_gb_GEXC01031602.1_.p1__XP_028413044.1_zinc_metalloproteinase_nas-4-like_Dendronephthya_gigantea

Turritopsis_IAAF01053506.1.p1_IAAF01053509.1.p1__BAA81716.3_protein_tyrosine_kinase_Ephydatia_fluviatilis

Copula_GHBG01148286.1.p1__XP_027041304.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Pocillopora_damicornis

Nemopilema_GHAR01005533.1.p1__AAS83462.1_blue_pigment_protein_precursor_Rhizostoma_pulmo

Nanomia_TRINITY_DN174614_c0_g1_i1.p1__XP_015759044.1_PREDICTED_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Acropora_digitifera

Periphylla_TRINITY_DN64947_c0_g1_i1.p1__XP_018120160.1_PREDICTED_plasminogen-like_Xenopus_laevis

Briareum_GHBD02098113.1.p1__XP_028412961.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Aurelia_scaffold116.g34.t1__XP_012562856.1_PREDICTED_uncharacterized_protein_LOC101239750_partial_Hydra_vulgaris

Stylophora_PFX27301.1__PFX27301.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR1_Stylophora_pistillata

Stylophora_PFX30201.1_XP_022783041.1__XP_022783041.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Stylophora_pistillata_PFX30201.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR1_Stylophora_

Eleutherobia_GHFI01137309.1.p1__XP_013397103.1_mucin-5AC-like_Lingula_anatina

Clavularia_GHAW01121274.1.p1__XP_028399007.1_uncharacterized_protein_LOC114522508_isoform_X3_Dendronephthya_gigantea

Cerianthus_HAGY01048227.1.p2__EPY27427.1_hypothetical_protein_AGDE_10771_Angomonas_deanei

Pocillopora_RMX47946.1__RMX47946.1_hypothetical_protein_pdam_00005339_Pocillopora_damicornis

Zoanthus_GGTW01058956.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Actinia_XP_031558684.1_XP_031558685.1__XP_031558681.1_uncharacterized_protein_LOC116295098_isoform_X1_Actinia_tenebrosa

Edwardsiella_GGGB01126648.1.p1__MBH45074.1_hypothetical_protein_Flavobacteriaceae_bacterium

Millepora_gb_GFAS01300474.1_.p1__XP_033869726.1_muscle_skeletal_receptor_tyrosine-protein_kinase_Acipenser_ruthenus

Nemopilema_GHAR01066999.1.p1__KXJ22816.1_Zinc_metalloproteinase_nas-13_Exaiptasia_pallida

Millepora_gb_GFAS01300476.1_.p1__KFU84480.1_Muscle_skeletal_receptor_tyrosine_protein_kinase_partial_Chaetura_pelagica

Amplexidiscus_evm.model.scaffold_134.10__XP_022783146.1_zinc_metalloproteinase_nas-6-like_Stylophora_pistillata_PFX34609.1_Zinc_metalloproteinase_nas-13_Stylophora_pistillata

Atolla_TRINITY_DN16589_c0_g1_i2.p1__XP_002596482.1_hypothetical_protein_BRAFLDRAFT_243678_partial_Branchiostoma_floridae

Seriatopora_GIAR01002511.1.p1__XP_022805252.1_uncharacterized_protein_LOC111342435_Stylophora_pistillata_XP_022805258.1_uncharacterized_protein_LOC111342435_Stylophora_pistillata_XP_022805267.1_uncharacterized_protein_LOC111342435_Stylophora_pistillata

Aurelia_scaffold105.g38.t3__XP_019632476.1_PREDICTED_LOW_QUALITY_PROTEIN_sushi_von_Willebrand_factor_type_A_EGF_and_pentraxin_domain-containing_protein_1-like_Branchiostoma_belcheri

Nanomia_TRINITY_DN180464_c0_g1_i1.p1__XP_012553873.1_PREDICTED_bone_morphogenetic_protein_1-like_Hydra_vulgaris

Anthopleura_GBXJ01101929.1.p1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Millepora_gb_GFAS01216550.1_.p1__XP_028399566.1_uncharacterized_protein_LOC114522976_Dendronephthya_gigantea

Turritopsis_IAAF01054996.1.p1_IAAF01054997.1.p1_IAAF01060726.1.p1__XP_032779088.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Daphnia_magna

Protopalythoa_GCVI01063149.1.p1__PFX35055.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR2_Stylophora_pistillata

Heliopora_GFVH01040731.1.p1__XP_029183028.1_vitellogenin_receptor-like_Acropora_millepora

Nemopilema_GHAR01069325.1.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Atolla_TRINITY_DN34988_c1_g1_i1.p1__XP_032040898.1_plasminogen-like_Aythya_fuligula

Aurelia_scaffold45.g20.t1__XP_019628305.1_PREDICTED_uncharacterized_protein_LOC109472881_isoform_X1_Branchiostoma_belcheri

Goniastrea_gasp1.m3.29549.m1__XP_020610306.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610307.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata_XP_020610308.1_uncharacterized_protein_LOC110048889_Orbicella_faveolata

Clavularia_GHAW01115016.1.p1__XP_028399016.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X2_Dendronephthya_gigantea

Stylophora_PFX27294.1__PFX27294.1_Tyrosine-protein_kinase_receptor_Tie-2_Stylophora_pistillata

Clavularia_GHAW01116233.1.p1_GHAW01116236.1.p1__XP_028412961.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Goniastrea_gasp1.m3.25936.m1__XP_020600768.1_uncharacterized_protein_LOC110039930_isoform_X2_Orbicella_faveolata

Actinia_XP_031558682.1__XP_031558682.1_uncharacterized_protein_LOC116295098_isoform_X2_Actinia_tenebrosa

Lucernaria_HAHD01066877.1.p1__XP_020600789.1_uncharacterized_protein_LOC110039949_Orbicella_faveolata

Stylophora_XP_022787745.1__XP_022787745.1_tyrosine-protein_kinase_receptor_Tie-1-like_isoform_X4_Stylophora_pistillata

Stylophora_PFX35054.1__PFX35054.1_Muscle_skeletal_receptor_tyrosine_protein_kinase_Stylophora_pistillata
Goniastrea_gasp1.m3.25942.m1__XP_020600768.1_uncharacterized_protein_LOC110039930_isoform_X2_Orbicella_faveolata

Clavularia_GHAW01080350.1.p1__XP_028412964.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Dendronephthya_gigantea

Forskalia_TRINITY_DN54424_c0_g1_i1.p1__RDD43655.1_ATP-binding_cassette_sub-family_A_member_1_Trichoplax_sp._H2

Podocoryna_GBEH01048994.1.p1__XP_013857957.1_PREDICTED_muscle_skeletal_receptor_tyrosine-protein_kinase_isoform_X1_Austrofundulus_limnaeus

Briareum_GHBD02135686.1.p1__XP_028408139.1_uncharacterized_protein_LOC114530726_Dendronephthya_gigantea

Discosoma_evm.model.scaffold_22.16__XP_020611919.1_uncharacterized_protein_LOC110050342_Orbicella_faveolata

Atolla_TRINITY_DN17436_c0_g2_i1.p1__XP_012566967.1_PREDICTED_muscle_skeletal_receptor_tyrosine_protein_kinase-like_Hydra_vulgaris

Chironex_GHAX01076474.1.p1__XP_027041304.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Pocillopora_damicornis

Pelagia_TRINITY_DN266_c1_g1_i6.p1__XP_020627576.1_uncharacterized_protein_LOC110064817_isoform_X2_Orbicella_faveolata

Actinia_XP_031559844.1__XP_031559844.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Actinia_tenebrosa

Turritopsis_IAAF01052206.1.p1__XP_002107849.1_hypothetical_protein_TRIADDRAFT_51770_Trichoplax_adhaerens_EDV28647.1_hypothetical_protein_TRIADDRAFT_51770_Trichoplax_adhaerens

Stomolophus_TRINITY_DN1725_c0_g1_i3.p1__XP_012562856.1_PREDICTED_uncharacterized_protein_LOC101239750_partial_Hydra_vulgaris

Exaiptasia_XP_028514206.1__XP_028514206.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Exaiptasia_pallida

Millepora_gb_GFAS01282986.1_.p1__RMX59185.1_hypothetical_protein_pdam_00007715_partial_Pocillopora_damicornis

Desmophyllum_GHDD01163874.1.p1__XP_020600789.1_uncharacterized_protein_LOC110039949_Orbicella_faveolata

Scolanthus_GGGE01189278.1.p1__XP_032221233.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_Nematostella_vectensis

Dendronephthya_XP_028413044.1__XP_028413044.1_zinc_metalloproteinase_nas-4-like_Dendronephthya_gigantea

Chironex_TRINITY_DN12498_c0_g2_i1.p1__XP_020611792.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Orbicella_faveolata_XP_020611793.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_

Craspedacusta_TRINITY_DN13733_c0_g1_i2.p1__OCU00922.1_hypothetical_protein_XELAEV_18006699mg_Xenopus_laevis

Edwardsiella_GGGB01152256.1.p1_GGGB01152262.1.p1_GGGB01152265.1.p1__XP_032222944.1_tyrosine-protein_kinase_transmembrane_receptor_ROR2-like_Nematostella_vectensis

Atolla_TRINITY_DN4819_c2_g2_i5.p1__XP_019618443.1_PREDICTED_plasminogen-like_Branchiostoma_belcheri

Protopalythoa_GCVI01034811.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Galaxea_gfas1.m1.5364.m1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Periphylla_TRINITY_DN1589_c0_g2_i10.p1__EDL02068.1_plasminogen_isoform_CRA_h_Mus_musculus

Liriope_TRINITY_DN72800_c0_g2_i1.p1__RMX52692.1_hypothetical_protein_pdam_00004264_Pocillopora_damicornis

Palythoa_GESO01022515.1.p1__XP_032221233.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_Nematostella_vectensis

Zoanthus_GGTW01020013.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum

Ectopleura_TRINITY_DN3178_c0_g1_i1.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Metridium_GGGC01002609.1.p1__XP_028516043.1_uncharacterized_protein_LOC110242972_isoform_X1_Exaiptasia_pallida_XP_028516044.1_uncharacterized_protein_LOC110242972_isoform_X2_Exaiptasia_pallida_XP_028516045.1_uncharacterized_protein_LOC110242972_isoform_X3_Exaiptasia_pallida

Anthopleura_GBXJ01119071.1.p1_GBXJ01119074.1.p1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Alveopora_GGJR01262232.1.p1__OLQ07467.1_Dol-P-ManMan-PP-Dol_alpha-13-mannosyltransferase_Symbiodinium_microadriaticum

Anthopleura_GBXJ01119073.1.p1__XP_031556453.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa_XP_031556454.1_uncharacterized_protein_LOC116293194_Actinia_tenebrosa

Hippopodius_TRINITY_DN168202_c0_g1_i1.p1__AVT56262.1_receptor_tyrosine_kinase_Boisea_trivittata

Porpita_GHBA01060074.1.p1__XP_002160949.2_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_Ror_isoform_X1_Hydra_vulgaris

Scolanthus_GGGE01361460.1.p1__XP_032221233.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1_Nematostella_vectensis

Podocoryna_GBEH01175989.1.p1__PNF43881.1_hypothetical_protein_B7P43_G02778_partial_Cryptotermes_secundus

Ctenactis_GDZV01001762.1.p1__XP_020626680.1_zinc_metalloproteinase_nas-4-like_Orbicella_faveolata

Podocoryna_GBEH01053162.1.p1_GBEH01057798.1.p1__XP_021362538.1_muscle_skeletal_receptor_tyrosine_protein_kinase-like_isoform_X3_Mizuhopecten_yessoensis

Haliclystus_HAHA01020515.1.p1__XP_027041304.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Pocillopora_damicornis

Stylophora_PFX34609.1_XP_022783146.1__XP_022783146.1_zinc_metalloproteinase_nas-6-like_Stylophora_pistillata_PFX34609.1_Zinc_metalloproteinase_nas-13_Stylophora_pistillata

Alveopora_GGJR01162797.1.p1__XP_020619362.1_angiopoietin-1_receptor-like_Orbicella_faveolata

Podocoryna_GBEH01094792.1.p1__XP_028359829.1_plasminogen_isoform_X1_Phyllostomus_discolor

Porites_31391_t__XP_020601479.1_uncharacterized_protein_LOC110040573_Orbicella_faveolata

Atolla_TRINITY_DN176_c0_g1_i4.p1__XP_030834874.1_putative_apolipoprotein-like_protein_2_Strongylocentrotus_purpuratus

Stomolophus_TRINITY_DN6198_c0_g1_i2.p1__XP_002604127.1_hypothetical_protein_BRAFLDRAFT_71581_Branchiostoma_floridae

Pocillopora_XP_027052215.1__XP_027052215.1_plasminogen-like_partial_Pocillopora_damicornis

Atolla_TRINITY_DN4819_c2_g1_i3.p1__XP_002604127.1_hypothetical_protein_BRAFLDRAFT_71581_Branchiostoma_floridae

Pelagia_TRINITY_DN266_c1_g1_i3.p1__XP_031560649.1_uncharacterized_protein_LOC116296723_Actinia_tenebrosa

Pelagia_TRINITY_DN8263_c0_g3_i1.p1_TRINITY_DN8263_c0_g3_i3.p1__XP_012558482.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Hydra_vulgaris

Nemopilema_GHAR01043928.1.p1__AAS83462.1_blue_pigment_protein_precursor_Rhizostoma_pulmo

Forskalia_TRINITY_DN117298_c0_g1_i1.p1__ADI56235.1_receptor_tyrosine_kinase-like_orphan_receptor_partial_Hydra_vulgaris

Stylophora_PFX35055.1__PFX35055.1_Tyrosine-protein_kinase_transmembrane_receptor_ROR2_Stylophora_pistillata

Agaricia_GGLC03060228.1.p1__XP_020611792.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X1_Orbicella_faveolata_XP_020611793.1_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_

Stichodactyla_GGNY01113344.1.p1__XP_031558679.1_macrophage_colony-stimulating_factor_1_receptor-like_isoform_X9_Actinia_tenebrosa

Atolla_TRINITY_DN420_c0_g2_i3.p1__XP_028652793.1_plasminogen_Erpetoichthys_calabaricus

Podocoryna_GBEH01122156.1.p1__XP_006626687.1_PREDICTED_muscle_skeletal_receptor_tyrosine-protein_kinase_isoform_X1_Lepisosteus_oculatus

Stylophora_XP_022787729.1__XP_022787729.1_angiopoietin-1_receptor-like_isoform_X1_Stylophora_pistillata

Porites_19285_t__XP_015759044.1_PREDICTED_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_Acropora_digitifera

Acropora2_XP_015759042.1__XP_015759042.1_PREDICTED_inactive_tyrosine-protein_kinase_transmembrane_receptor_ROR1-like_isoform_X2_Acropora_digitifera

Exaiptasia_XP_028513123.1__XP_028513123.1_tyrosine-protein_kinase_transmembrane_receptor_Ror2-like_isoform_X3_Exaiptasia_pallida

Craspedacusta_TRINITY_DN20886_c0_g2_i1.p1__XP_020611297.1_uncharacterized_protein_LOC110049811_Orbicella_faveolata

Abylopsis_TRINITY_DN93259_c0_g1_i1.p1__XP_012558482.1_PREDICTED_tyrosine-protein_kinase_transmembrane_receptor_ROR1_isoform_X2_Hydra_vulgaris

Pelagia_TRINITY_DN4804_c1_g1_i2.p1__XP_012562856.1_PREDICTED_uncharacterized_protein_LOC101239750_partial_Hydra_vulgaris

Alveopora_GGJR01108698.1.p1__OLQ03842.1_Choline_transporter-like_protein_5_Symbiodinium_microadriaticum
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Supplementary Figure 2. Maximum likelihood phylogenetic relationships between cnidarian KR, with the best BLAST hit for each sequence listed next to 
the gene identifier. Yellow terminals represent sequences that retrieved plasminogen-like genes as best BLAST hit. Clade A (highlighted in grey) contains all 
peptides with ROR receptors as best BLAST hit, which includes most of the predicted proteins that also presented a Fz-CRD (blue terminals). The remaining 
proteins with both domains are present in clade B (highlighted in blue), which includes the pigment precursor rpulFKz1 (red terminal).  Numbers on nodes 
represent ultrafast bootstrap resampling frequencies and SH-aLRT. Scale bar represents the number of amino acid substitutions per site.


