	The name of the primer
	Base sequence (5 'to 3')
	The number of bases

	GAPDH.F
	GGAGCGAGATCCCTCCAAAAT
	21

	GAPDH.R
	GGCTGTTGTCATACTTCTCATGG
	23

	[bookmark: _GoBack]ANO6.F
	TGTCCCCGATTTGGGATCACT
	21

	ANO6.R
	CGTATGCTTGTCTTTTCCTCCT
	23



