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Supplementary Figure 6. Targeted bisulfite sequencing reveals changes of DNA methylation at the overall region of SlIRT1;1 (Solyc02g069190), SlIRT1;2 (Solyc02g069200), SlbHLH066 (Solyc10g079650), SlS8H (Solyc11g045520), Ring finger protein 38 (Solyc10g081780) and SlPIN5 (Solyc01g068410) in AC and Cnr roots under +Fe condition for 3 d. Bar-chart shows the methylation levels in the gene locus.
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