
GO:0000096
sulfur amino acid me...

0.068977
5 / 286

GO:0000098
sulfur amino acid ca...

0.411278
0 / 7

GO:0001678
cellular glucose hom...

1.000000
0 / 5

GO:0003002
regionalization

0.354451
14 / 218

GO:0006082
organic acid metabol...

0.113237
31 / 1792

GO:0006520
cellular amino acid ...

0.763123
14 / 773

GO:0006534
cysteine metabolic p...

0.175328
4 / 173

GO:0006629
lipid metabolic proc...

0.488887
22 / 1431

GO:0006631
fatty acid metabolic...

0.049592
11 / 463

GO:0006633
fatty acid biosynthe...

0.053796
6 / 214

GO:0006720
isoprenoid metabolic...

0.703158
5 / 460

GO:0006790
sulfur compound meta...

0.305240
12 / 546

GO:0006807
nitrogen compound me...

0.636429
76 / 4634

GO:0006810
transport
0.127119
54 / 2901

GO:0006811
ion transport

0.212260
26 / 1116

GO:0006812
cation transport

0.235578
19 / 766

GO:0006814
sodium ion transport

0.001130
1 / 35

GO:0006950
response to stress

0.056898
67 / 3178

GO:0006970
response to osmotic ...

0.080962
13 / 690

GO:0007154
cell communication

0.185536
26 / 1831

GO:0007165
signal transduction

0.395969
16 / 1520

GO:0007275
multicellular organi...

0.283399
63 / 2955

GO:0007389
pattern specificatio...

0.384940
21 / 327

GO:0008150
biological_process

1.000000
232 / 13451

GO:0008152
metabolic process

0.922473
177 / 10416

GO:0008299
isoprenoid biosynthe...

0.669084
5 / 439

GO:0008610
lipid biosynthetic p...

0.596388
15 / 947

GO:0009056
catabolic process

0.047898
31 / 2029

GO:0009058
biosynthetic process

0.212279
90 / 5159

GO:0009063
cellular amino acid ...

0.737009
1 / 152

GO:0009069
serine family amino ...

0.073627
4 / 216

GO:0009071
serine family amino ...

1.000000
0 / 48

GO:0009093
cysteine catabolic p...

1.000000
0 / 4

GO:0009628
response to abiotic ...

0.116362
45 / 2306

GO:0009653
anatomical structure...

0.157089
36 / 1442

GO:0009692
ethylene metabolic p...

1.000000
0 / 63

GO:0009693
ethylene biosyntheti...

0.002223
0 / 63

GO:0009743
response to carbohyd...

0.204554
10 / 313

GO:0009746
response to hexose

0.207557
4 / 124

GO:0009749
response to glucose

0.670043
1 / 60

GO:0009756
carbohydrate mediate...

0.305313
5 / 101

GO:0009757
hexose mediated sign...

0.871632
0 / 6

GO:0009887
organ morphogenesis

0.050182
17 / 431

GO:0009965
leaf morphogenesis

0.169482
9 / 169

GO:0009987
cellular process

0.669729
158 / 10610

GO:0010016
shoot system morphog...

0.203617
14 / 374

GO:0010033
response to organic ...

0.132158
39 / 2040

GO:0010182
sugar mediated signa...

0.305313
5 / 101

GO:0010255
glucose mediated sig...

0.001209
0 / 5

GO:0010338
leaf formation

0.001032
3 / 6

GO:0010358
leaf shaping

0.000196
5 / 7

GO:0015672
monovalent inorganic...

0.843792
6 / 271

GO:0016053
organic acid biosynt...

0.432429
17 / 916

GO:0016054
organic acid catabol...

0.222450
4 / 352

GO:0019447
D−cysteine catabolic...

0.001057
0 / 4

GO:0019478
D−amino acid catabol...

0.176744
0 / 5

GO:0019725
cellular homeostasis

0.378963
6 / 261

GO:0019752
carboxylic acid meta...

0.134510
31 / 1779

GO:0023052
signaling
0.398505
19 / 1578

GO:0030001
metal ion transport

0.029675
18 / 505

GO:0031407
oxylipin metabolic p...

1.000000
2 / 49

GO:0031408
oxylipin biosyntheti...

3.65e−07
2 / 49

GO:0032501
multicellular organi...

0.247768
65 / 3184

GO:0032502
developmental proces...

0.118295
69 / 3320

GO:0032787
monocarboxylic acid ...

0.088781
20 / 1205

GO:0033500
carbohydrate homeost...

0.184755
0 / 13

GO:0034284
response to monosacc...

0.184106
4 / 128

GO:0042214
terpene metabolic pr...

0.076629
0 / 26

GO:0042221
response to chemical

0.055601
65 / 2925

GO:0042592
homeostatic process

0.237086
9 / 410

GO:0042593
glucose homeostasis

0.314729
0 / 7

GO:0043436
oxoacid metabolic pr...

0.114771
31 / 1791

GO:0043449
cellular alkene meta...

1.000000
0 / 63

GO:0043450
alkene biosynthetic ...

1.000000
0 / 63

GO:0044237
cellular metabolic p...

0.304833
118 / 8478

GO:0044238
primary metabolic pr...

0.620230
123 / 8257

GO:0044248
cellular catabolic p...

0.256030
19 / 1533

GO:0044249
cellular biosyntheti...

0.181441
81 / 4747

GO:0044255
cellular lipid metab...

0.628349
17 / 1175

GO:0044273
sulfur compound cata...

0.824149
0 / 18

GO:0044281
small molecule metab...

0.104916
48 / 2877

GO:0044282
small molecule catab...

0.175732
4 / 381

GO:0044283
small molecule biosy...

0.234778
22 / 1170

GO:0044699
single−organism proc...

0.275675
164 / 9602

GO:0044700
single organism sign...

0.402208
19 / 1577

GO:0044707
single−multicellular...

0.213972
64 / 3036

GO:0044710
single−organism meta...

0.037777
99 / 5864

GO:0044711
single−organism bios...

0.387680
49 / 2728

GO:0044712
single−organism cata...

0.052774
21 / 1481

GO:0044763
single−organism cell...

0.006002
117 / 7460

GO:0044765
single−organism tran...

0.123525
51 / 2487

GO:0044767
single−organism deve...

0.156941
66 / 3244

GO:0046246
terpene biosynthetic...

0.091503
0 / 20

GO:0046394
carboxylic acid bios...

0.432429
17 / 916

GO:0046395
carboxylic acid cata...

0.222450
4 / 352

GO:0046416
D−amino acid metabol...

0.423217
0 / 7

GO:0046438
D−cysteine metabolic...

1.000000
0 / 4

GO:0047484
regulation of respon...

0.001655
0 / 4

GO:0048366
leaf development

0.039357
16 / 349

GO:0048367
shoot system develop...

0.040604
31 / 1141

GO:0048513
organ development

0.032492
40 / 1628

GO:0048532
anatomical structure...

0.064543
15 / 224

GO:0048583
regulation of respon...

0.411823
5 / 656

GO:0048645
organ formation

0.432001
5 / 186

GO:0048646
anatomical structure...

0.373699
8 / 269

GO:0048731
system development

0.034231
53 / 2369

GO:0048827
phyllome development

0.018217
20 / 684

GO:0048856
anatomical structure...

0.041834
65 / 3035

GO:0048878
chemical homeostasis

0.115509
7 / 240

GO:0050789
regulation of biolog...

0.114756
75 / 4204

GO:0050794
regulation of cellul...

0.202631
55 / 3528

GO:0050896
response to stimulus

0.039839
111 / 5487

GO:0051179
localization
0.096010
60 / 3129

GO:0051234
establishment of loc...

0.095020
54 / 2977

GO:0051716
cellular response to...

0.299077
29 / 2417

GO:0051761
sesquiterpene metabo...

1.000000
0 / 10

GO:0051762
sesquiterpene biosyn...

6.74e−05
0 / 10

GO:0055082
cellular chemical ho...

0.073790
4 / 148

GO:0065007
biological regulatio...

0.107286
88 / 4587

GO:0065008
regulation of biolog...

0.095278
33 / 1048

GO:0070887
cellular response to...

0.067615
18 / 1089

GO:0071310
cellular response to...

0.079130
15 / 943

GO:0071322
cellular response to...

0.368263
5 / 105

GO:0071326
cellular response to...

0.871632
0 / 6

GO:0071331
cellular response to...

0.871632
0 / 6

GO:0071333
cellular response to...

1.000000
0 / 5

GO:0071704
organic substance me...

0.331482
138 / 8837

GO:0072330
monocarboxylic acid ...

0.442006
7 / 487

GO:0080134
regulation of respon...

0.342291
3 / 407

GO:1900673
olefin metabolic pro...

1.000000
0 / 63

GO:1900674
olefin biosynthetic ...

1.000000
0 / 63

GO:1901564
organonitrogen compo...

0.571696
34 / 1965

GO:1901565
organonitrogen compo...

0.672958
12 / 689

GO:1901575
organic substance ca...

0.067454
28 / 1841

GO:1901576
organic substance bi...

0.219771
87 / 4966

GO:1901605
alpha−amino acid met...

0.528518
11 / 541

GO:1901606
alpha−amino acid cat...

0.781144
1 / 146

GO:1901700
response to oxygen−c...

0.115693
27 / 1771

GO:1901701
cellular response to...

0.062431
10 / 718

GO:1990064
ground tissue patter...

0.002995
0 / 4



GO:0000148
1,3−beta−D−glucan sy...

0.01447
1 / 15

GO:0005575
cellular_component

1.00000
190 / 12947

GO:0005618
cell wall
0.00297
21 / 587

GO:0005622
intracellular

0.07003
130 / 10805

GO:0005623
cell

1.00000
161 / 11964

GO:0005815
microtubule organizi...

0.00667
0 / 8

GO:0005856
cytoskeleton

0.53534
0 / 221

GO:0005886
plasma membrane

0.23996
41 / 2548

GO:0009925
basal plasma membran...

0.00143
3 / 5

GO:0015630
microtubule cytoskel...

0.44815
0 / 163

GO:0016020
membrane

0.93235
75 / 5015

GO:0016323
basolateral plasma m...

1.00000
3 / 5

GO:0030312
external encapsulati...

0.92282
21 / 593

GO:0030529
ribonucleoprotein co...

0.96856
2 / 561

GO:0030684
preribosome

0.00699
0 / 6

GO:0031012
extracellular matrix

0.27096
1 / 18

GO:0032991
macromolecular compl...

0.85699
7 / 1810

GO:0043226
organelle
0.02581

109 / 9457

GO:0043228
non−membrane−bounded...

0.64634
3 / 1076

GO:0043229
intracellular organe...

0.02562
109 / 9452

GO:0043232
intracellular non−me...

0.64634
3 / 1076

GO:0043234
protein complex

0.32484
5 / 1299

GO:0043667
pollen wall
0.01782

1 / 6

GO:0043668
exine

0.01782
1 / 6

GO:0044420
extracellular matrix...

0.01782
1 / 6

GO:0044422
organelle part

0.68252
21 / 3245

GO:0044424
intracellular part

0.07634
128 / 10700

GO:0044425
membrane part

0.70358
33 / 1939

GO:0044430
cytoskeletal part

0.62613
0 / 193

GO:0044446
intracellular organe...

0.68654
21 / 3240

GO:0044459
plasma membrane part

0.44186
4 / 199

GO:0044464
cell part
0.00291

161 / 11964

GO:0045177
apical part of cell

0.01447
3 / 23

GO:0045178
basal part of cell

1.00000
3 / 5

GO:0071944
cell periphery

0.22736
60 / 2998

GO:0098589
membrane region

0.21361
3 / 122

GO:0098590
plasma membrane regi...

0.27807
3 / 18

GO:1902494
catalytic complex

0.54367
3 / 427

GO:1990234
transferase complex

0.31736
2 / 266



GO:0003674
molecular_function

1.000000
232 / 12614

GO:0003824
catalytic activity

0.582683
165 / 8255

GO:0004497
monooxygenase activi...

0.735734
10 / 261

GO:0008168
methyltransferase ac...

0.089201
7 / 264

GO:0008660
1−aminocyclopropane−...

0.001104
0 / 4

GO:0008757
S−adenosylmethionine...

0.130172
3 / 98

GO:0008825
cyclopropane−fatty−a...

0.000147
1 / 7

GO:0010277
chlorophyllide a oxy...

0.000490
0 / 11

GO:0010333
terpene synthase act...

0.003968
0 / 23

GO:0010334
sesquiterpene syntha...

9.83e−06
0 / 12

GO:0016165
linoleate 13S−lipoxy...

1.22e−06
3 / 29

GO:0016229
steroid dehydrogenas...

0.378614
2 / 39

GO:0016491
oxidoreductase activ...

0.064796
58 / 1878

GO:0016614
oxidoreductase activ...

0.182849
11 / 292

GO:0016616
oxidoreductase activ...

0.312318
9 / 241

GO:0016701
oxidoreductase activ...

0.112645
5 / 104

GO:0016702
oxidoreductase activ...

0.197948
4 / 79

GO:0016703
oxidoreductase activ...

0.530027
1 / 23

GO:0016740
transferase activity

0.653439
44 / 3321

GO:0016741
transferase activity...

0.058930
7 / 269

GO:0016757
transferase activity...

0.599392
10 / 564

GO:0016758
transferase activity...

0.397272
7 / 393

GO:0016762
xyloglucan:xylogluco...

0.000187
0 / 29

GO:0016787
hydrolase activity

0.262117
61 / 2866

GO:0016810
hydrolase activity, ...

0.062120
1 / 100

GO:0016829
lyase activity

0.185323
7 / 403

GO:0016835
carbon−oxygen lyase ...

0.053959
2 / 149

GO:0016838
carbon−oxygen lyase ...

5.84e−05
0 / 38

GO:0016846
carbon−sulfur lyase ...

0.923072
0 / 44

GO:0019148
D−cysteine desulfhyd...

0.001104
0 / 4

GO:0019239
deaminase activity

0.029665
0 / 18

GO:0033764
steroid dehydrogenas...

0.522940
1 / 27

GO:0051213
dioxygenase activity

0.456516
7 / 163

GO:0072555
17−beta−ketosteroid ...

0.000856
0 / 4

GO:0072582
17−beta−hydroxystero...

0.000856
0 / 4
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