Table S1. Overview of studies on comparisons of parasite-susceptible and -resistant strains of Biomphalaria glabrata: constitutive differences and differing responses to various kinds of immune stimuli

	Reference
	Susceptible Strain Used
	Resistant Strain Used
	Parasite Used for Strain Selection
	Immune or Stress Stimuli Employed
	Brief Summary of Strong/Noteworthy Responding Genes

	Adema et al., 1997 (1)
	M line strain
	13-16-R1, two Brazilian isolates (Salvador Bahia, Belo Horizonte) strains
	S. mansoni
	E. paraensei
	Refer to their Figures 2&3, a FREP (fibrinogen-related protein) family in B. glabrata was reported; lectins and involved in the innate defense.

	Adema et al., 2010 (2)
	M line strain
	
	S. mansoni, E. paraensei
	Wounding, injection of E. coli, M. luteus, S. mansoni, or E. paraensei
	Refer to their Table 3, list of genes differentially expressed after exposure to different immune challenges, including FREP2, 4, 6, 7, 8, SOD1, Serpin B4, Serpin B6, multi-drug resistance protein 2, NF-kappa-B p105 subunit, C1q-like protein 4, BgLBP/BPI, MAP kinase 2, etc. 

	Adema et al., 2017 (3)
	BB02 strain
	
	S. mansoni
	
	Refer to their supplementary materials, the authors characterized the genome of B. glabrata BB02 strain and described aspects of phero-perception, stress responses, immune function and regulation of gene expression that support the persistence of B. glabrata in the field.

	Allan et al., 2017 (4)
	BgGUA SS strain (collected from Guadeloupe)
	BgGUA RR strain (collected from Guade-loupe)
	S. mansoni
	SmGUA (collected from Guadeloupe)
	Refer to their Figures 3&4, the expression of grctm6, a gene encoding the Guadeloupe Resistance Complex (GRC) Transmembrane 6 (Grctm6) protein was analyzed in-depth. The constitutive grctm6mRNA levels in resistant whole snail, head-food, albumen gland and hemolymph were investigated. 

	Allan et al., 2019 (5)
	Outbred BgGUA SS strain
	Outbred BgGUA RR strain
	S. mansoni
	
	Refer to their Table 1, the levels of 13 identified hemolymph proteins differ significantly between homozygous RR and SS GRC genotypes of BgGUA. They contain tubulin beta chain, tubulin alpha chain, actin (cytoplasmic), histone H4, schistosomin, BgMFREP5, fibrinogen-related protein J3, granulin-like protein, heat shock protein 70, fructose-bisphosphate aldolase, elongation factor 1-alpha-like isoform X1, malate dehydrogenase, ubiquitin.  

	Allan et al., 2020 (6)
	Guadeloupe strain (BgGUA)
	
	S. mansoni
	Temperature (20C, 26C, or 32C), phorbol 12-myristate 13-acetate (PMA) or DPI (PMA + Diphenyleneiodonium)
	Refer to their Fig 2, hydrogen peroxide production by BgGUA hemocytes (mRNA levels) was elevated in some treatments. 

	Baron et al., 2013 (7)
	Albino strain
	
	S. mansoni
	S. mansoni, 
M. luteus,
P. aeruginosa, B. cereus, 
C. freundii, 
C. albicans, 
S. cerevisiae, 
E. coli SBS363
	Refer to their Figure 1, the relative expression levels of B. glabrata BgLBP/BPI1 (lipopolysaccharide binding protein/bactericidal permeability increasing protein) transcripts in the albumen gland (AG), hepatopancreas (Hp), head-foot (HF), gonads (G), digestive tract (DT) and circulating hemocytes (HC) were determined by using real-time quantitative PCR. The expression studies showed that the major sites of expression for BgLBP/BPI was the albumen gland. 

	Baron et al., 2016 (8)
	Albino strain
	
	S. mansoni
	E. coli, Bacillus cereus, and Saccharomyces cerevisiae
	Refer to their Table 3, four additional LBP/BPI from B. glabrata were characterized, which highlights the importance of LBP/BPI in invertebrate immunity.

	Bender et al., 2007 (9)
	
	13-16-R1 strain
	S. mansoni
	S. mansoni 
	Refer to their Figure 1, individual 13-16-R1 snails possessing the allele previously associated with resistance to S. mansoni expressed significantly higher levels of hemocyte SOD1 transcripts than individuals lacking the allele. 

	Bouchut et al., 2006 (10)
	EAF strain
	CB strain
	E. caproni
	E. caproni
	Refer to their Figure 1, 4 genes whose transcripts were differentially represented between hemocytes from resistant CB strain and susceptible EAF strain. These genes encode two dermatopontin-like, one matrilin-like and one cadherin-like proteins. Expression of exposure to E. caproni showed that dermatopontins may be involved in the compatibility differences between these strains. 

	Bouchut et al., 2006 (11)
	EAF strain
	CB strain
	E. caproni
	E. caproni
	Refer to Figures 7&8, expression of five genes encoding an aldolase, an intermediate filament protein, a cytidine deaminase, the ribosomal protein P1 and the histone H4 respectively was investigated in parasite-exposed or unexposed snails. 

	Bouchut et al., 2007 (12)
	EAF strain
	CB strain
	E. caproni
	E. caproni
	Refer to their Table 3&4, Figure 3&4, some candidate transcripts (calcium-binding proteins and glycolytic enzymes) and novel candidate transcripts were differentially expressed between strains of B. glabrata. Some newly identified genes were revealed involving in immune processes encoding proteases, protease inhibitors, a lectin, and aplysianin-like molecule, and cell adhesion molecules.   

	Bridger et al., 2018 (13)
	NMRI,
BB02 strain
	BS-90 strain
	S. mansoni
	S. mansoni
	Refer to their Figure 2, piwi RNA was differentially regulated in S. mansoni infected in B. glabrata snails depending on their susceptibility phenotypes.

	Cantinha et al., 2017 (14)
	
	B. glabrata (Belo Horizonte strain)
	S. mansoni
	Cadmium
	Refer to their Figure 2&3, induction of the protein HSP70 expression relative to the control group values in B. glabrata snails exposed to CdCl2. 

	de Melo et al. 2020 (15)
	Brazilian strain (from Pernambuco, Brazil)
	
	S. mansoni
	S. mansoni
	Refer to their Fig 4, FREP3 and FREP4 were differentially expressed after exposure to S. mansoni. 

	Deleury et al., 2012 (16)
	EAF strain
	CB strain
	E. caproni
	E. coli, 
B. cereus, 
S. cerevisiae
	Refer to their Figure 7 and supporting Figure S2, some protein families such as GNBP, TEPs, calmodulins, ferritins, or cyclophilins are expressed after any immune challenges.

	Dheilly et al., 2015 (17) 
	BgBRE strain
	
	S. mansoni
	
	Refer to their Figure 1&2, the RNA-Seq data reveled some new FREP subfamilies and FREP12 subfamily, C-type lectin-related proteins (CREPs), and Galectin-related protein (GREP) at constitutive level. 

	Dinguirard et al. 2018 (18)
	NMRI strain
	BS-90 strain
	S. mansoni
	S. mansoni
	Refer to their Tables 1-4, big differences in proteins expressed by susceptible NMRI and resistant BS-90 snail hemocytes to S. mansoni sporocysts during active encapsulation were detected. NMRI hemocytes were exhibiting extensive downregulation of protein expression and a lower level of constitutively expressed immune-relevant proteins compared to BS-90.

	Fogarty et al., 2019 (19)
	NMR1 strain
	
	S. mansoni
	S. mansoni
	Refer to their Tables 1&2, high confidence non-redundant ESPs (excretory-secretory proteins) with putative anti-pathogen function identified in resistant B. glabrata snail-conditioned water (SCW). For instance: Leukocyte elastase inhibitor-like, haemoglobin type-1, superoxide dismutase [Cu-Zn], Adenosine deaminase CECR1, Glutathione peroxidase-like, heat-shock 70 kDa protein cognate 4, enolase-phosphatase E1, Peroxiredoxin1, Rho GDP-dissociation inhibitor 1, etc. 

	Galinier et al., 2013 (20)
	Brazil strain
	
	S. mansoni
	S. mansoni from Brazil
	Refer to their Figure 10, the expression of biomphalysin, a ß pore-forming toxin (ß-PFT) is restricted to immune cells (B. glabrata embryonic cells, Bge) and is not induced by S. mansoni challenge. 

	Galinier et al., 2017 (21)
	BgVEN,BgGUA, BgBRE, BgBAR strain
	
	S. mansoni
	S. mansoni
	Refer to their Figures 6&7, the expression levels of FREPs and SmPoMucs could be related to the compatibility level of S. mansoni.

	Goodall et al., 2004 (22)
	M line Oregon strain
	13-16-R1 strain
	S. mansoni
	S. mansoni
	Refer to their Figures 2 and 3, different constitutive levels of Cu/Zn SOD in the 13-16-R1 and M line strains were identified.

	Granath et al., 1994 (23)
	M line strain
	10-R2, 13-16-R1 strain
	S. mansoni
	S. mansoni
	Refer to their Figure 2 and Discussion, plasma IL-1 (interleukin 1) levels were significantly affected by exposure to S. mansoni, with levels dropping in M line and 10-R2 snails but increasing in the 13-16-R1 strain. Both resistant strains of 10-R2 and 13-16-R1 maintained significantly higher IL-1 levels than susceptible M line snails. 

	Guillou et al., 2004 (24)
	EAF strain
	CB strain
	E. caproni
	E. caproni
	Refer to their Figure 4 and Discussion, BgSel (a candidate lectin) expression level was high in EAF snails and almost undetectable in CB strain, and exposure to E. caproni did not affect the expression level of BgSel in either strain. 

	Guillou et al., 2007 (25)
	
	CB strain
	E. caproni
	E. caproni
	Refer to their Table 2, 10 candidates of interest were identified, including GST, SOD, LBI/BPI, cystatins, calcium-binding proteins, and C-type lectins.

	Hanelt et al., 2008 (26)
	M line strain
	
	S. mansoni
	PR-1 S. mansoni, 
 E. coli or M. luteus
	Refer to their Tables 1&2, a number of ORESTES were differentially expressed in B. glabrata. Functions of the ORESTES were related to pattern recognition/binding, cell adhesion, signal transduction, antioxidant related, apoptosis related, stress response, metal-binding serpins, proteases, inflammatory response, and putative immune factors. 

	Hanington et al., 2010 (27)
	M line strain
	
	S. mansoni
	S. mansoni
E. paraensei
	Refer to their Table 2, FREP4 was significantly elevated throughout the course of infection with either parasite, effectively serving as a marker of infection. Several fibrinogen-containing lectins and homologs of molecules best known from vertebrate phagocytic cells were persistently down-regulated.

	Hanington et al., 2012 (28)
	M line strain
	BS-90 strain
	S. mansoni
	S. mansoni
E. paraensei
	Refer to their Figure 5, several transcripts (FREP2, FREP3, FREP4, coagulation factor X1, dermatopontin, dual oxidase, galectin-4, HSP70, MIF, Martrilin-1 A, peroxiredoxin, Serpin B4, SOD Cu-Zn A, SOD Cu-Zn B) were increased or decreased in expression in BS-90 immunocompromised by irradiated E. paraensei before challenge with S. mansoni. 

	Hathaway et al., 2011 (29)
	BB02 strain, M line strain
	
	S. mansoni
	
	Refer to their Table 1, Figure 2, 16 out of 20 major B. glabrata egg mass fluid (EMF) polypeptides were identified as defense-related, including protease inhibitors, a hemocyanin-like factor and tyrosinase, extracellular Cu-Zn SOD, C-type lectins, Gram-negative bacteria-binding protein (GNBP), aplysianin/achacin-like protein, lipopolysaccharide binding protein/bacterial permeability-increasing proteins (LBP/BPI) that differed from those previously described from hemocytes. 

	Hertel et al., 2005 (30)
	M line strain
	BS-90 strain
	S. mansoni
E. paraensei
	S. mansoni
E. paraensei
	Refer to their Figure 1, FREP2 and 4 were significantly elevated in M line and BS-90 after exposure to E. paraensei. FREP2 and 4 were up-expressed in BS-90 after S. mansoni exposure.

	Ittiprasert et al., 2009 (31)
	NMRI strain, LAC2 line
	BS-90 strain
	S. mansoni
	Heat shock, irradiated or normal S. mansoni miracidia
	Refer to their Figures 2, 4&5, stress-related genes of heat shock protein (Hsp70), reverse transcriptase (RT) were significantly co-induced early in NMRI snails, but not in BS-90 and LAC2 strains. These transcripts were down-regulated upon exposure to S. mansoni although penetration behavior or irradiated vs. normal S. mansoni were the same, indicating that regulation of Hsp70 and RT was elicited by infection and not injury. 

	Ittiprasert et al., 2010 (32)
	NMRI strain, LAC2 line
	BS-90 strain
	S. mansoni
	Normal or attenuated S. mansoni miracidia
	Refer to their Table 2, Figures 2&3, Several transcripts were highlighted in the expression study. Fibrinolytic C terminal domain, cytidine deaminase, macrophage expressed gene 1, theromacin and Fas remained up-regulated in snails no matter if exposed to normal or attenuated S. mansoni. And C-type lectin and low-density lipoprotein receptor were induced only by exposure to normal miracidia. 

	Jiang et al., 2006 (33)
	M line strain,
BS-90 strain
	BS-90 strain
	E. paraensei, 
S. mansoni
	E. paraensei, 
S. mansoni
	Refer to their Figures 1-8, in vivo and in vitro knockdown of FREP2 gene expressions in B. glabrata by using RNAi were documented. Expression of house-keeping gene myoglobin in BS-90 was significantly reduced after introduction of myoglobin dsDNA relative to non-RNAi treated snails. 

	Jones et al., 2001 (34)
	
	B. glabrata strain 1778 (Belo Horizonte, Brazil)
	S. mansoni
	S. mansoni
	Refer to their Figure 3, the transcript of HSP-70 in resistant strain of B. glabrata was confirmed to be upregulated in the exposure to S. mansoni by using semi-quantitative RT-PCR with primers specific to the sequenced HSP70-like fragment. 

	Jung et al., 2005 (35)
	M line, BS-90 strain
	BS-90 strain
	E. paraensei, 
S. mansoni
	E. paraensei, 
S. mansoni
	Refer to their Figure 1, susceptible snails increased expression of MnSOD following infection with E. paraensei or S. mansoni, and expression was reduced in the incompatible combination (BS-90 B. glabrata and S. mansoni). Concluded expression of MnSOD is consistent with its involvement in a stress response of B. glabrata. 

	Kaur et al., 2016 (36)
	BB02 strain
	
	S. mansoni
	Chemicals: 5α-dihydro-testosterone (DHT) or 17 α-methyl-testosterone (MT)


	Refer to their Figure 4, normalized gene expression of individual albumen glands from 125ng/l-MT and solvent-control groups was investigated. The normalized gene expression in individual snails for 5 genes was identified as differentially expressed in the albumen glands of exposed and control groups. Also, no significant differences between tissues from control and exposed snails were identified. 

	Knight et al., 2009 (37)
	NMRI, M line, LAC2 strain, 
	BS-90 strain
	S. mansoni
	S. mansoni
	Refer to Figure 4, the quantitative real-time RT-PCR showed that in the expression level of BgPrx4 (B. glabrata 2-Cys peroxiredoxin gene) transcript induction following infection, with the transcript up-regulated in BS-90 snails during the early phase (5 hours) of infection compared to M line and NMRI snails in which it was down-regulated within the early time points. 

	Knight et al., 2011 (38)
	NMRI strain
	
	S. mansoni
	
	Refer to their Figures 3-5, relative expression of Cathepsin B (CathB), Myo and peroxiredoxin (Prx) of NMRI snail with small interfering (si) RNA or knockdown technique versus untreated snails was investigated. 

	Knight et al., 2015 (39)
	NMRI strain
	BS-90 strain
	S. mansoni
	S. mansoni (NMRI) strain, heat stress
	Refer to their Figure 5, expression levels of the heat shock protein (Hsp) 70 showed that the protein is differentially expressed between NMRI and BS-90 strains, with NMRI snails expressing more protein than BS-90 after early exposure to wild-type S. mansoni but not to radiation-attenuated S. mansoni miracidia. 

	Knight et al., 2016 (40)
	NMRI strain
	BS-90 strain
	S. mansoni
	attenuated or normal S. mansoni (NMRI) strain
	Refer to their Figure 3, the expression of the B. glabrata HSP70 gene in the interphase nuclei of cells derived from NMRI and BS-90 snail strains, pre- and post-exposure to S. mansoni miracidia. B. glabrata were infected with various ways: wild type S. mansoni, irradiated attenuated S. mansoni miracidia, dissected, fixed or subjected fluorescent in situ hybridization (FISH). No significant change in expression was observed in BS-90 strain snails, and no real HSP70 expression was detected by qPCR when NMRI and BS-90 strains were infected with irradiated miracidia. 

	Larson et al., 2014 (41)
	
	13-16-R1 strain
	S. mansoni
	S. mansoni
	Refer to their Figure 3, allograft inflammatory factor (aif), the gene for the inferred phox subunit of nicotinamide adenine dinucleotide phosphate (NADPH) oxidase (infPhox) and peroxiredoxin 1 (prx1) were expressed at higher levels in resistant snails.

	Lassalle et al. 2020 (42)
	Albino Brazilian strain (BgBRE)
	
	S. mansoni
	Gram-positive, Gram-negative bacteria and yeast, S. mansoni
	Refer to their Fig 7, Glabralysins expression in response to different pathogens or unexposed were monitored at six time points (3, 6, 12,24, 48, and 96hrs) with Micrococcus luteus, Saccharomyces cerevisiae, Escherichia coli, and S. mansoni.

	Lehr et al., 2010 (43)
	B. glabrata strain Puerto Rico (BgPR)
	Salvador (BgBS-90)
	S. mansoni
	Puerto Rican isolate of S. mansoni
	Refer to their Figures 5&7, an enhanced expression of serologically cross-reacting, fucosylated carbohydrate epitopes by the highly susceptible BgPR strain in comparisons to the resistant BgBS-90 snail was documented. The immunohistochemical studies also showed that an enhanced expression of such carbohydrate epitopes in susceptible BgPR snail tissue. The study provide evidence for a correlation of B. glabrata susceptibility towards S. mansoni infection and the expression of carbohydrate determinants shared by S. mansoni and B. glabrata snails. 

	Li et al., 2020 (44)
	M line strain
	BS-90 strain
	S. mansoni
	S. mansoni
	﻿Refer to their results, the association between humoral immune molecules in B. glabrata, including: BgFREP3, BgTEP1, BgFREP2 and Biomphalysin were addressed. 

	Li et al., 2021 (45)
	M line strain
	BS-90 strain
	S. mansoni
	
	Refer to their results, transcripts of single-cell RNA-seq from B. glabrata M line or BS-90 single granulocytes and hyalinocytes, from snails not exposed to S. mansoni nor given other immune stimulation were examined. This transcriptomic study highlighted the role of hyalinocytes as producers of immune effectors including biomphalysin and TEPs. It’s also confirmed that the granulocytes and hyalinocytes of BS-90 snails are generally more “immunologically prepared” than S. mansoni-susceptible M line B. glabrata.

	Lockyer et al., 2000 (46) 
	
	B. glabrata strain 1778 (Belo Horizonte, Brazil)
	S. mansoni
	S. mansoni (Kenyan strain)
	Refer to their Results and Discussion, a few transcripts were identified, down regulation of a 241 bp mRNA expressed sequence fragment - with an open frame showing 48% identity to a B. glabrata cytochrome p450 over 80 residues, which has been confirmed by using semi-quantitative RT-PCR. 

	Lockyer et al., 2004 (47)
	NHM1742 strain
	NHM1981 strain
	S. mansoni
	S. mansoni (Belo Horizonte Strain)
	Refer to their Tables 2, 5 transcripts including HSP70 and several novel transcripts with one containing at least two globin-like domains were differentially expressed in B. glabrata by semi-quantitative RT-PCR. 

	Lockyer et al., 2007 (48)
	NHM1742 strain
	NHM 3017, derived from BS-90
	S. mansoni
	S. mansoni (Belo Horizonte strain)
	Refer to their Figure 4 and Discussion, two stress response genes: ferritin and serine protease HtrA2 would be expected to be simulated in response to schistosome challenge, and up-regulated in resistant snails. 

	Lockyer et al., 2007 (49)
	NHM1742, BB02 strain 
	BS-90 strain
	S. mansoni
	S. mansoni (Belo Horizonte strain)
	Refer to their Table 3, a long list of differentially expressed transcripts was selected by gene ontology. Individual B. glabrata ESTs were identified antioxidant proteins, signal transducers, transcriptional regulators and immune or stress responses proteins.

	Lockyer et al., 2008 (50)
	NHM1742 strain
	NHM3017, derived from BS-90 strain
	S. mansoni
	S. mansoni 
	Refer to their Tables 2&3, 98 differentially expressed genes or gene clusters were identified, 94 resistant-associated and 4 susceptible-associated. Resistant strain-specific expression genes include cathepsin L, ornithine decarboxylase, HSP70, importin 7,  copine 1, cytoplasmic intermediate filament (IF), elongation factor 1α and EF-2.

	Lockyer et al., 2012 (51)
	NHM1742 strain
	NHM3017 strain
	S. mansoni
	S. mansoni
	Refer to their Figure 4 and supporting file S2, genes were identified as significantly differentially expressed between resistant and susceptible B. glabrata, before exposure, after exposure to S. mansoni and both before and after.

	Lu et al., 2020 (52)
	M line strain
	BS-90 strain
	S. mansoni
	S. mansoni
	Refer to their Fig 5 &Table 1, B. glabrata AIG (avrRpt2-induced gene) genes were differentially expressed between SUS and RES strains comparison at constitutive level, and responses to S. mansoni following exposure to infections.

	Lu et al., 2020 (53)
	M line strain
	BS-90 strain
	S. mansoni
	S. mansoni
	Refer to their Table 3, B. glabrata FReD genes (containing a fibrinogen domain) were differentially expressed between SUS and RES strains, comparison at constitutive level, and responses to S. mansoni following exposure to infections.

	Mendes et al., 2019 (54)
	Belo Horizonte strain
	
	S. mansoni
	S. mansoni
	Refer to their Tables 1,2 & Fig 4, lists of proteins were differentially expressed in B. glabrata 24 hrs after exposure to S. mansoni. 

	Mendes et al., 2020 (55)
	Brazilian strain
	
	Angiostrongylus cantonensis

	Angiostrongylus cantonensis

	Refer to their Table 1,2, a few proteins were differentially expressed in in B. glabrata 24 hrs after exposure to A. cantonensis.

	Mitta et al., 2005 (56)
	EAF strain
	CB strain
	E. caproni
	E. caproni
	Refer to their Table 2 and Figure 2, cystatin, dermatopontin/LAF, matrilin, AIF, LBP and serine protease inhibitor-like molecules were regularly and highly expressed following infection in resistant snails. Dual oxidase, FREP3, β-integrin, F-spondin, α-trypsin inhibitors and integrin α-5-like showed constitutive differences in the expression levels between the two strains.

	Moné et al., 2011 (57)
	BgBRE, BgGUA strain
	
	S. mansoni
	S. mansoni (a Brazilian strain SmBRE, a Guadeloupean strain SmGH2)
	Refer to their Figures 4-6, expression of intracellular reactive oxygen species (ROS), Hydrogen peroxide (H2O2) in B. glabrata hemocytes were measured. The constitutive level of superoxide anion plasma content in B. glabrata Guadeloupean strain, BgGUA, versus Brazilian strain, BgBRE was compared. 

	Myers et al., 2008 (58)
	M line, NMRI strain
	BS-90 strain
	S. mansoni
	S. mansoni (NMRI) strain
	Refer to their Figure 4, expression of the snail hepatopancreas cathepsin B transcript in resistant (BS-90) and susceptible (NMRI and M line) pre- and post-exposure to S. mansoni was investigated. Higher up-regulation of cathepsin B transcript in BS-90 than in M line and NMRI snail after parasite exposure was observed. 

	Nelson et al., 2016 (59)
	M line strain
	Salvador strain
	S. mansoni
	S. mansoni, abnormal temperature, starvation stress
	Refer to their Figure 6, exposure to 33C for 4~5 hrs triggered immediate upregulation of heat shock protein (HSP) 70 and 90 expression in resistant strain (Salvador), but did not alter resistance, and Heat shock protein expression levels returned to baseline after 2 weeks at 33C. 

	Nowak et al., 2004 (60)
	M line strain
	BS-90 strain
	S. mansoni
	S. mansoni
	Refer to their Table 1, cytochrome C oxidase subunit VIb, Fibrinogen related protein 2, stefin/cystatin, thrombospondin related protein, serine protease inhibitor 6, ATP synthase α subunit were strong candidate for differential expression in the BS90 strain.

	Pila et al., 2016 (61)
	M line strain
	BS-90 strain
	S. mansoni
	S. mansoni 
	Refer to their Figure 2A&B, different expression of BgGRN (B. glabrata granulin) was observed after 1h in BS-90 snails. BgGRN also increased in abundance following challenge of B. glabrata M line with S. mansoni. 

	Pila et al., 2016 (62)
	M line strain
	BS-90 strain
	S. mansoni
	S. mansoni (NMRI) strain
	Refer to their Figure 1, the resistant strain BS-90 displayed up-regulation of B. glabrata Toll-like receptor (BgTLR) relative to M line. Transcript expression of BgTLR was discovered to be very responsive in BS-90 snails after exposure to S. mansoni, but expression in M line snails was not significantly increased. 

	Pinaud et al., 2016 (63)
	BgBRE strain
	
	S. mansoni
	SmBRE
	Refer to their Figures 3&5, lists of immune-related candidates and plasma factors; innate immune memory responses were discovered by RNA-Seq. 

	Pinaud et al., 2019 (64)
	BgBRE strain
	
	S. mansoni
	S. mansoni (SmBRE, SmVEN), 
S. rodhaini (SROD)
	Refer to their Figures 2&3, immune recognition-related transcripts following homologous or heterologous challenge were listed, including selectin, C-type lectin, tenascin, FREP3.3, galectin, TEP, C1q-like proteins, etc.

	Pinaud et al., 2021 (65)
	Albino Brazilian strain (BgBRE)
	
	S. mansoni
	S. mansoni, Gram-positive, Gram-negative bacteria or yeast
	Refer to their Fig 8 & Table 2, a few biomphalysin genes were detected differentially expressed after exposure to S. mansoni, bacteria or yeast.

	Portet et al. 2018 (66)
	Albino Brazilian strain (BgBRE)
	
	S. mansoni
	Gram-positive, Gram-negative bacteria and yeast, S. mansoni
	Refer to their Fig 5, ﻿BgTEP expression was monitored at three time points (6, 12, and 24 h) post-challenge with Micrococcus luteus, Escherichia coli, Saccharomyces cerevisiae, and Schistosoma mansoni.

	Portet et al., 2019 (67)
	Albino Brazilian strain (BgBRE), Venezuelan strain (BgVEN)
	
	S. mansoni
	S. mansoni
S. rodhaini
	Refer to their Figure 1 and Supporting Table S2 and S3, 6 parasite gene products have been identified involved in parasite modulation or suppression of snail immunity. These snail molecules correspond to heat shock proteins, GST, NADH dehydrogenase subunit, and calreticulin; alpha-2-macroglobulin, von Willebrand factor type EGF with pentraxin domain.

	Portet et al., 2021 (68)
	
Albino Brazilian strain (BgBRE)
	
	S. mansoni
	S. mansoni
	Refer to their Figures 6&S3, B. glabrata biomphamacins, LBP/BPI and achacins were detected differentially expressed at sampling time points after S. mansoni exposure. 

	Queiroz et al., 2017 (69)
	
	B. glabrata (Belo Horizonte strain)
	S. mansoni
	S. mansoni
	Refer to their Figures 6&7, Relative gene expression for 4 development times (5, 10, 20 and 40 days) in B. glabrata using egg masses as the baseline; five genes (Argonaute, Piwi, Drosha, Exportin 5, Tudor) were analyzed. The relative gene expression of B. glabrata at several time points of infection by S. mansoni using uninfected snails at the same time points as a baseline was documented. 

	Raghavan et al., 2003 (70)
	M line strain
	BS-90 strain
	S. mansoni
	S. mansoni (NMRI strain)
	Refer to their Figures 1&5, the expression status of reverse transcriptase (RT) was investigated in BS-90 and M line respectively at pre- and post-exposure to S. mansoni miracidia by using protein extracts from the head-foot and posterior region tissues. It showed that RT activity was greater in posterior region than in the head-foot. After exposure, RT activity increased greatly in the head-foot, with the highest activity at 1-day post exposure. 

	Smith et al., 2021 (71)
	NMRI strain
	BS-90 strain
	S. mansoni
	S. mansoni (NMRI) strain, heat stress
	Refer to their Figures 1-5, transcripts encoding proteins with a role in epigenetics, such as PIWI (BgPiwi), chromobox protein homolog 1 (BgCBx1), histone acetyltransferase (BgHAT), histone ﻿deacetylase (BgHDAC) and metallotransferase (BgMT) were highly expressed in those cultured at 25˚C. The expression of the non-LTR- retrotransposon (nimbusRT) encoding transcript at 120 min after infection of resistant BS90 piwi-siRNA treated snails was observed to be upregulated (Figure 11).

	Tennessen et al., 2020 (72)
	
	13-16-R1 strain
	S. mansoni
	S. mansoni
	Refer to their Figures and Supplementary File 1, genomic region PTC2 in B. glabrata exhibits the largest known correlation with susceptibility to S. mansoni infection. In the PTC2 region, 11 genes were identified, and most of these genes encode single-pass transmembrane (TM) proteins. 

	Tunholi-Alves et al., 2011 (73)
	B. glabrata (Sumidouro, RJ isolate)
	
	E. paraensei
	E. paraensei (with different dose)
	Refer to their Figure 1, the levels of expression of neutral lipids (cholesterol, cholesterol ester, triacylglycerol and fatty acids) in the digestive gland-gonad (DGG) complex of B. glabrata infected by 5 and 50 miracidia of E. paraensei relative to the control group were investigated. 

	Vergote et al., 2005 (74)
	EAF-S strain
	CB-R strain
	E. caproni
	E. caproni
	Refer to their Figures 5-7, genes encoding two isoforms of a glycolytic enzyme, two isoforms of a calcium binding protein and an inhibitor of cysteine protease were characterized, and differential expression identified between two strains.

	Zahoor et al., 2010 (75)
	NHM1742 strain
	NHM 3017, derived from BS-90 strain
	S. mansoni
	S. mansoni (Belo Horizonte strain)
	Refer to their Figures 1, 2, 6, 8&9. Hemocytes from two B. glabrata strains showed reduced HSP70 protein levels following 1 hour challenge with S. mansoni excretory-secretory products (ESPs) when compared with unchallenged controls. 

	Zahoor et al., 2014 (76)
	NHM1742 strain
	NHM 3017, derived from BS-90 strain
	S. mansoni
	S. mansoni
	Refer to their Figures 1&3, nuclear factor kappa B subunit Relish, elongation factor 1α, 40S ribosomal protein S9, and matrilin were shown as differentially expressed in resistant strain; cathepsins D and L, and theromacin were known as susceptible-snail specific genes.

	Zhang et al., 2003 (77)
	M line strain
	
	E. paraensei
	E. paraensei
	Refer to their Tables 2&3, three additional FREP members FREPs 3.2, 12.1 or 13.1 were identified.

	Zhang et al., 2007 (78)
	M line strain
	BS-90 strain
	E. paraensei, 
S. mansoni
	E. paraensei,
S. mansoni, 
S. aureus, 
E. coli, 
S. cerevisiae
	Refer to their Figures 6&7, expression of B. glabrata peptidoglycan recognition proteins (BgPGRP) and B. glabrata gram-negative bacteria binding proteins (BgGNBP) was down-regulated in B. glabrata at 6 hour after exposure to three types of bacteria. No significant changes in expression were observed in snails at 2 days post-exposure to E. paraensei or S. mansoni. Up-regulation of BgPGRP-SA in M line snails at later time points of infection with E. paraensei (12- and 17-days post-exposure) was detected. 

	Zhang et al., 2008 (79)
	M line strain
	BS-90 strain
	S. mansoni
	S. mansoni
E. paraensei
	Refer to their Figures 4, 6&7, two newly identified FBG-bearing protein encoded genes (FReM and FREP14) were found and comparative expression profiling of the two new genes and five FREP members (FREP2, 3, 4, 12, and 13) during ontogenesis and a later stage of trematode infection was undertaken 

	Zhang et al., 2008 (80)
	M line strain

	BS-90 strain
	E. paraensei, 
S. mansoni
	E. paraensei,
S. mansoni, 
S. aureus, 
E. coli, 
S. cerevisiae
	Refer to their Figures 3-6, the expression of multiple FREPs including FREP4 in plasma from M line and BS-90 snails is significantly up-regulated after infection with E. paraensei. The study also demonstrated that FREPs can bind E. paraensei sporocysts and their secretory/excretory products, and a variety of microbes (G+ and G- bacteria, and yeast)

	Zhang et al., 2009 (81)
	M line strain

	BS-90 strain
	E. paraensei, 
S. mansoni
	E. paraensei,
S. mansoni, 
S. aureus, 
E. coli, 
S. cerevisiae
	Refer to their Figures 4&5, expression of schistosomin was in higher abundance in embryos and juveniles relative to mature snails. Also, infection with S. mansoni and E. paraensei, did not provoke elevated expression of schistosomin in B. glabrata from early-stage infection to patent infection. 

	Zhang et al., 2011 (82)
	M line strain
	BS-90 strain
	S. mansoni
	S. mansoni
	Refer to their Figures 9&10, expression of five transcription factors (TFs) in whole body tissue or pooled hemocytes of M line and BS-90 snails after exposure to S. mansoni was investigated. Five homologues of TFs from B. glabrata, designated BgRLISH, BgRel, BgSTAT1, BgSTAT2 and BgCREB, were identified and characterized in this study. 

	Zhang et al., 2015 (83)
	M line strain
	
	S. mansoni
	Niclosamide (molluscicide)
	Refer to their Table 1 and Figs 3&4, genes encoding cytochrome P450s (CYP), GST, multi-drug resistance protein, solute linked carrier, heat shock protein (HSP20, HSP40 and HSP70), ADP-ribosylation factor, cAMP response element-binding protein (CREB) and coatomer were upregulated in snails followed exposure to Niclosamide.

	Zhang et al., 2016 (84)
	
	Salvador strain
	S. mansoni
	Lipopolysaccharide (LPS), peptidoglycan (PGN), fucoidan (FCN)
	Refer to their Tables 1&2, lists of differentially expressed genes elicited by LPS, PGN and FCN. Significant up-regulation was observed in four GiMAPs (GTPase of immunity-associated protein) genes and arginase.
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