Supplementary information for
PpBURP2 play an important role in the conquest of land by plants
Shunwu Yu, Fangwen Yang, Yunan Yang, Yuqiao Zou, Tianfei Li, Shoujun Chen, Kai Xu, Lijun Luo
Supplementary Figure 1. Intron–exon organization of BURP family.
Supplementary Figure 2. The relative expression level of PpBURP2 gene in moss and the transgenic rice.
Supplementary Figure 3. Leaf photosynthetic quantification was detected using chlorophyll fluorescence imaging for every hour per cycle 24 cycles.

Supplementary Table 1. Gene lists of moss and spikemoss
Supplementary Table 2. Motif structure number of BURP domain-containing proteins from diverse species
Supplementary Table 3. BlastP of DEGs 
Supplementary Table 4.Lists of GO pathway enrichment of differentially expressed genes between PpBURP2 transgenic plant and WT.
Supplementary Table 5. Lists of KEGG pathway enrichment of differentially expressed genes between PpBURP2 transgenic plant and WT.
Supplementary Table 6. Putative interaction protein of OsBURP3 from RicePPINet with the value over 0.8 in rice.
Supplementary Table 7. Primers used for qPCR
[bookmark: _GoBack]













Supplementary Figure 1. Intron–exon organization of BURP family. 
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White rectangles and thin lines represent exons and introns, respectively. Thick lines represent untranslated regions. Black rectangles represent the BURP domains. For based on MSU Rice Genome Annotation Project Release 7, intron-exon organization of the three OsBURP genes is different from Ding’s report, such as OsBURP07 without a intron in BURP domain, OsBURP17 with only one intron and OsBURP11 with more ten exons in 3’ end.












Supplementary Figure 2. The relative expression level of PpBURP2 gene in moss and the transgenic rice. (A) Gametophyte leaves of moss 20% PEG6000 treatment, (B) leaves of PpBURP2 transgenic plants.
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Supplementary Figure 3. Leaf photosynthetic quantification was detected using chlorophyll fluorescence imaging for every hour per cycle 24 cycles.
[image: ]
image1.jpg
PpBURP7  n—
SmPG1 C—

OsBURPOS [ E— O exon
OsBURP12 —M— ——————————— w———
Em BURP domain

PpBURP1 — _ UR
PpBURP2 ~ =C(H — m—
PpBURPY — — intron

PPBURPS ey
PpBURP3 — .
SmPGS [ —

SmPG3 O— —
SmPG2 O ee———

APG1 —LFE —
APG3 =0 —
APG2 O ——

AtUSP1 —_————— ——

OsBURPO7 =O— -
0sBURPO1 = ———
0sBURPQ? —O— ———

0sBURP0S O——— —

O0sBURP17 =1 ————
OsBURP14 T m—————.

OsBURP16 = S ———

SmPG4 T aa—"——
PpBURPS ~ O— s S—
SmPG6 T . ———

OsBURP0S T FH———1T1F+———— 1  ——
0sBURP03 = T
OsBURP13 =0T ——

0sBURP10 =0—— 1 ——
OsBURP15 =0t T

ARD22 D e m— e
PpBURPS [  ————————

PpBURP4 O ——(— — ——— —

0sBURP09 [T —
0sBURPO4 = OO O C—
0sBURP11 CH T oo
[
51 I | | | | | ) | . T
Top S0UBp—T000Dp 150055 T0Bp T0Bp o0Bp U0y A00UBp 450050 Z0000p
3 gsuBp Jy0065 5005R 00055 E5005p 006D B5000p °




image2.jpeg
PEG6000

uo15s3.dxX3 2ANR[IY

6h

3h

Oh

PpBURP2

uo15s3.1dxX3 ANR[IY

OE-2 OE-3 OE-4 OE-5 OE-6

OE-1




image3.jpeg
Fm/Fm’ (NPQ)

12345678 910111213181516 17 18 1520 21 22 23 24

Fu/Fm (XE)

o

123456 78 91011121316151617 18 1920 21 22 23 24

Fq'/Fm' (OE)

12345678 91011121318151617 18 192021 22 23 24
 OE-1 —OE-2 — WT




