Biological Processes GO Terms Pyalue enes
PRC1, DEF4, KNTC1, AURKA, AURKB, BRINP1, CDCAB, OIP5, CDKNZC, INGENP, CCSAP, CDCAZ, HZAFX, CCNAT, CCNAZ, CDCAS, ASPM, CDCAS, LIGT, SGOL1, ESCO2, WEET, NCAPDZ, UMRF1, MADZLT, SPAGS, MAPKd, CNTROB, DSCCT, TICRR, NEK2, ANLN, CHEK, CHEKZ, MYBL2, RCCH, SPC24,
SPC25, NCAPG2, FBXOS, SKA3, SKA2, SKA1, DDIAS, HELLS, ERCC6L, CKAP2, DIXDC1, MKI67, NUF2, BRCA2, SPDL1, CDC20, NDC80, GAS1, PMF1, BRCA1, FAM64A, PLK1, CHAF 1A, CHAF 1B, E2F 1, KIF23, CLSPN, E2F7, BORA, E2F8, CDT1, CCNE2, FAM83D, CCNE1, KIF2C, MCM8, CDC45, MCM7,
MASTL, CDC7, CDC, CDK!, KIF11, DSN1, CONF, TPX2, NUSAPT, MCM2, UBEC, MCMS3, ECT2, MCMS, NEK11, MCMG, APITD1, FANCD2, NSL1, BUB1B, UBEZS, MELK, CKS1B, FOX1, CEPSS, NCAPH, BUBT, ZWILCH, DLGAPS, GMNN, PSRC1, KIF18B, CENPE, BIRCS, KNSTRN, CDKN3, RACGAP,
cell cycle 3.53103E-45 4.336982677 CDC25C, SMC2, GSG2, CCNB1, CCNB2, KIF20B, CKS2, CENPW, CHTF18, MIS18BP1, CIT, SMPD3
KIF23, KIFC1, PRC1, BORA, KNTC1, AURKA, AURKB, FAM83D, CCNE2, CCNET, KIF2C, CDC45, CDCAB, OIP5, CCSAP, INCENP, CDCA2, MASTL, CCNAT, CCNA2, CDCAS, ASPM, CDCA3, CDC7, KIF 14, CDC6, CDK1, KIF11, DSN1, LIG1, SGOL1, CCNF, TPX2, NUSAP1, UBE2C, ECT2, MCMS5, WEE1,
NCAPD2, MAD2L1, APITD!, SPAGS, NSL1, CNTROB, BUBB, UBES, CKS1B, NEK?, ANLN, CHEK2, CEPSS, RCC1, SPC24, SPC25, NCAPH, NCAPG2, BUBT, SKA3, FBXOS, SKAZ, SKA, ZWILGH, HELLS, ERCCSL, KIFCSB, PSRC1, NUF?, KIF185, CENPE, SPDL1, CDC20, NDC8O, BIRCS, PMF1, RACGAP,
cell division 2.56732E-36 4.995635204 KNSTRN, CDC25C, SMC2, CCNB1, FAMB4A, CCNB2, PLK1, KIF20B, CKS2, CENPW, MIS18BP1, CIT
KIF23, BORA, KNTC1, AURKA, AURKE, FAVIBAD, KIF2C, CDCAB, OIPS, CCSAP, INCENP, CDCAZ, MASTL, CCNAT, CCNAZ, CDCAS, ASPM, TUBE, CDCAS, CDCS, CDKT, KIF11, DSN1, CONF, SGOL1, TPX2, NUSAP1, ESPL1, UBEZC, WEET, NCAPD2, MADZLY, APITDI, SPAGS, NSLT, BUBTE, NEK?, ANLN,
mitotic nuclear division 5.27394E-36 5.814546764 CHEK2, CEP55, RCC1, SPC24, SPC25, NCAPH, NCAPG2, BUB1, SKA3, FBXOS5, SKA2, SKA1, ZWILCH, HELLS, ERCC6L, CENPN, PSRC1, NUF2, KIF 188, CENPE, SPDL1, BIRC5, NDC80, CDC20, PMF1, KNSTRN, CDC25C, SMC2, CENPH, CCNB1, FAMB4A, CCNB2, PLK1, KIF20B, CENPW, MIS18BP1, CIT
@ replication 13134918 6.285383234 BLM, TICRR, DBF4, MCNHO, CDT1, PRINH, MCMB, CDC45, MCM7, POLE2, ADRAZA, POLQ, ORCH, FENT, GINST, GINS2, CDCB, DTL, LIG1, PIF1, POLE, RMI2, MICM2, MCM3, 2810417HT3RIK, BRCAT, MCM5, MCM6, RFCS5, RFCA, RRM2, RRM1, CHTF 18, CHAF 1A, CHAF18, DSCC1
segregation 2.03425E-16 6.997491259 NEK2, RCC1, KIF2C, SPC25, OIPS, INCENP, BUB1, CDCA2, SKA3, SKA2, SKA1, TOP2A, CENPN, KIF11, DSN1, SGOL1, CENPF, ESPL1, NDC80, BIRC5, CENPE, PMF 1, KNSTRN, BRCA1, ESCO2, CENPH, SPAG5, NSL1, CENPW
CADI3, CAONA, NIVBPC2, FERWTT, NRCAW, WISPT, TGFE, SPONZ, CLCA?, CDHRT, SDKT, CDHRG, PTPRU, CERCAM, AMIGOZ, TNFAIPS, HAST, VCAN, HASZ, ADANITZ, MFAPA, CHLT, AOC3, CYPTB, TNG, COLZ8AT, CORZ, COFG, ITGAV, EPBT, APLPT, TSLR, COLGAG, COLBAS, COL6A, NSLN,
4.18401E-13 2.789543796 COL6A2, COL6A1, CD4, GPNMB, CD6, THBS2, FN1, SPP1, THBS4, COL18A1, FLRT2, SELP, HAPLN1, PCDH10, NFASC, COL15A1, EFS, NID2, EMILIN2, COL16A1, COL5A1, LAMA1, LYVE1, COL14A1, TENM3, TROAP, ITGAD
mitolc sister chromaid segregaiion 3 2307iE 12 7507177508 NEKZ, DSNT, NUSAPT, KIF 188, ESPL1, NDCB0, KNSTRN, CDCAB, MADZLT, PLKT, SPAGS, CENPA, NSLT, CIT
CXCL1, C3AR1, HMGB2, CCL2, CXCL5, C3, FFAR2, CXCL3, CCL9, CSPG4, CCL8, BDKRB1, PF4, CCL7, IL10, CXCL10, CALCA, CCL24, CHIL4, SLC11A1, MEFV, CHIL3, CYP26B1, PYCARD, REG3G, TPSB2, ADAM8, NR1H4, SPP1, SELP, IL6, BMP2, IL5, C4B, ACKR1, CD5L, CELA1, CD163, CCL11, CCL12,
inflammatory response 3.14431E-11 2.996519914 TNFRSF9, CCR7, CCRS, CXCL13, CCR3, PLA2G7, NGFR, CD1.
cellular response to tumor necrosis factor 5.7757E-09 4.490239689 IL6, CCL2, EDN1, CCL9, CCL8, PPARGC1A, CCL7, BRCA1, DCSTAMP, PCK1, CCL24, ADAMTS7, CCL11, CALCA, CCL12, OCSTAMP, SFRP1, PYCARD, FABP4, HAS2, COL1A1, ADAMTS12, DBN1
RAD51C, CLSPN, RAD51B, E2F7, MCM10, MCM8, MCM7, H2AFX, MASTL, TOP2A, MMS22L, DTL, GEN1, NEIL3, LIG1, POLE, RAD51, UHRF 1, APITD1, FANCD2, SPATA18, PIDD1, UBE2T, BLM, TICRR, FOXM1, UNG, EGLN3, CHEK1, CHEK2, POLQ, DDIAS, FEN1, EXO1, RAD51AP1, PIF1, BRIP1, BRCA2,
colular response to DNA damage stimulus 852794 505423505 ATADS, CDKN3, RADSAL, 2810417H13RIK. BRCAT, PARPBP, RADS4B, ZRANB3, CHAF 1A, CHAF 1B, BARDT
immune response 1.52497E-( 921239695 CXCL1, CCL2, CXCL5, VPREB3, CXCL3, ENPP3, CCL9, CCL8, TNFSF 14, PF4, CCL7, IL10, CXCL10, LIF, CCL24, CLEC4E, CXCRS, CD4, NFIL3, CD28, IL6, IL5, PRG4, H2-Q1, MCPT4, CCR9, CCL11, CCL12, TNFRSF9, CCR7, FCGR2B, H2-EB2, CCRS5, CXCL13, SLPI, CMA1, NGFR
(ONA resoason pEToT Py o OTSES —CONES. G0, CDCs. CONET, GHCAS, MCMT, HENEZ MCHS. MCWHD, VcHS. TEws
microtubule-based movement 8.2298E-( 955782934 KIF14, KIF23, KIFC5B, KIFC1, KIF22, DNAHS, KIF 11, KIF27, KIF 15, DNAH7A, KIF 18A, KIF 188, CENPE, DNAHS, KIF2C, KIF4, KIF20B, KIF20A
Colular response t intereukinT 22008 551888361 1L6, CCLZ, EDNT, CCL9, SAAS, CCLE, SOXS, CCLT, PCKT, CCL24, ADAWITST, CCLTT, CCLTZ, SFRP1, PYCARD, HASZ, ADAMTSTZ, FNT
chemokine-mediated signaling pathway 1.46097E-( 856834377 CXCL1, CCL2, CXCL5, CXCL3, ACKR1, CCL9, CCL8, PF4, CCL7, CXCL10, CCR9, CCL24, CCL11, CCL12, CXCL13
miltlc metaphase plate congression 2.20001E- 570432723 KIFCSB, CCNBT, KIF14, KIF22, KIFZC, KIFCT, CDCAB, PSRCT, KIFT8A, SPOLT, CENPE, CDCAS
KIF22, RAD51C, CLSPN, RAD51B, BLM, TICRR, UNG, FOXM1, CHEK1, CHEK2, ANKLE1, MCM8, H2AFX, POLQ, FEN1, EXO1, MMS22L, RAD51AP1, GEN1, NEIL3, PIF1, LIG1, POLE, BRCA2, BRIP1, RAD54L, 2810417H13RIK, BRCA1, RAD51, UHRF 1, APITD1, FANCD2, PARPBP, ZRANB3, CHAF 1A,
DNA repaic 80709E- 566202065 CHAF18, UBEZT, BARD1
' 40596E-( 6.70282396 UGT1A10, UGT1AS, UGT1A7C, UGT1A2, UGT1A6B, UGY1A5 UGT1A1
Collagen fbri organzation OaasTE 607710579 COLT4AT, CYPTB1, SFRPZ, LUM, COL3AT, COLT /AT, LOXL2, COLTTAT, ADAWITSZ, COLSAZ, COLGAT
chemotaxis 09626 E-( 84057 C3AR1, HMGB2, CCL2, CXCL5, CXCL3, CCL9, CL& PF4, CCL7, CXCL10, CCR9, CCL24, CCL11, CCL12, PROK2, CCR7, CXCR5, CCRS5, CXCL13, CCR3
male gonad development SToH1E. 3090431 WNTSA, LRRCG, TESC, HIGBZ, BRIPT, SOXS, INSLG, VIVP14, WT1, WNTZB, INHBA, WNT4, SFRP1, BOK, SFRP2. RRWIT, GATA4, ASPM, TEXTT
por 12969E-( 834271797 CXCL1 HMGB2, CXCL5, CXCL3, EDN1, PF4, BDKRB1, DCN, SCGB1A1, CXCL10, SLC11A1, WFDC21, FMO1, SPON2, CD6, LOXL1, PTGER3, CYP1A1, SPARC, UGT1A1, PCK1, TNFRSF9, CCR7, CXCL13, SLPI, NGFR
miolc oylokinesis Tr285E Toa353127 72, KIF23, PLKT, CENPA, KIF4, NUSAPT, ANLN, CEP55, RACGAPT, KIF20R
2196 1E-( 12.52711797 FAMBSD KIF22, KIF2C, CENPQ, CENPF, NDC80, CENPE
collagen catabolc process 0091 TE 053147268 WMP10, CTSK. PRNS, MIPB, MNPTO, MMP14, MIVP13, ADAWTSZ, NP2
double reak repair via homologous 26802E-( 4213357565 RAD51C, RAD51B, MMS22L, RAD51AP1, BLM, GEN1, TONSL, BRCA2, RAD54L, BRCA1, RAD51, MCM8, H2AFX, RAD54B
B0250E. 420805616 BNIP2, FIGNLT, TNG, IGF 1, FHLZ, LEF1, SNAIT, GLT, SFRPT, CREBALT, COLGAT, VCAN, COLTAT, GPNVIS, IGFBP3, CHRD, SPPT, TWISTT
por g 2643E-( 153840764 HMGB2, OXTR, CDH3, MDK, CBX7, MMP2, SCGB1A1, IL1i AI.DH3k1 ARG1, TYMS, MCM7, GATA4, PTN, COL18A1, CDK1, IL6, CYP1A1, LGALS1, ATP1A3, PPARGC1A, RAD54L, UGT1A1, RAD51, CCNB1, INHBA, SFRP1, ABCB1B, SFRP2, NTRK1, ABAT, RAD54B, COL1A1, NNMT
sive reguiation of cytokinesis o00104 Ss6834377 _KIFZ3, KIF14, CDC6, CXCRS, KIFZ0B, AURKB, CIT, RACGAPT, E
%M transition of mitotic cell cycle 000104° 856834377 PLK1, FOXM1, SKP2, CHEK1, BIRC5, MASTL, CHEK2, CIT, CDCZSC
activation o protein k ooto8 esaar ALCA_ KIF 14, SLCTIAT, CLSPN, CKSTB, TPXC, CKS2, ADRAZA, ECTZ
[wound healing 000108611 426871178 'WNT5A, IL6, TNC, COL3A1, SPARC, DCN, CDH3, MMP12, TIMP1, SLC11A1, ALOX15, BNC1, SERPINB2, COL1A1, FN1
alve reguialion of angiogenesis 00110562 74412 CCLZ, PF4, DCN, SPARC, CXCLI0, LI, SERPINFT, MEGS, PTN, HHIP, NGFR, THESZ, THBSE
G1/S transition of mitotic cell cycle 000119192 156463106 CCNEZ2, CCNET, INHBA, CDKN2C, POLE, SKP2, IQGAP3, TCF19, CDKN3, RCC1, RHOU, CDCAS
reguiaton of aiachment of spindle microlubuies 1o Kinelochors ow0i45782 533952815 NEKZ, SPAGE, KNSTRN, RACGAPT, ECTZ
regulation of 000155086 2.365094646 CXCL5, FOXM1, CXCL3, TNC, EZH2, EGLN3, NR3C2, CHEK1, FF4 'SOX3, LGRS, CXCL10, CDCA7, MATK, IL6, PRG4, IGF1, BRCA2, ESR2, SPARC, CELA1, BRCA1, TNFRSF9, SFRP2, CXCL13
proten 000160123 7911863983 CTQTNF6, COL6A, COLTAZ, COLBAZ, COLBAT, COLTAT, ADIPO!
bly 000162616 5.622158127 KIFCSB, KIFC1, KIF 11, NEK2, TPX2, BIRC5, CDC20, CHEK2, MYEL?
celliar response 1o retinoc 5cid s 394626 "ALDHTAZ, BRINPT, TESC, CCLZ, OSRT, SERPINFT, TNG, CYP2681, CYPZGAT, COLTAT, SOXJ, POKT
positive regulation of cell migration 000201954 2.433134807 COL18A1, C3AR1, BMP2, ARHGEF 39, FAM110C, EDN1, IGF1, LEF1, MMP14, LRRC15, MMP2, SNAI1, CXCL10, CCL24, CCL11, TNFAIP6, CEMIP, ADRA2A, ROR2, HAS2, COL1A1, GPNMB, FN1
miolc chromosome condensation 000202484 6911665869 NCAPH, NCAPG, NUSAPT, CDCAS, SMICZ NCAPDZ
jative regulation of neuron death 000228332 4.218315236 CHGA, IL6, GABRB3, SERPINF1, APOE, NTRK1, IGF1, ESR2, GPNMB, PPARGC1A, MDK
positive reguiati 000243917 3.846279: CCL24, CCL11, WNTSA, ARG, BMPZ, HMGB2, CCL2, LRG1, COR3, VASHZ, IL10, THBSA.
cytokinesis 000245656 5.223663093 KIF23, PRC1, PLK1, INCENP, BRCA2, BIRCS, CIT, ECT2, KIF20A
000295668 7.158353127 UGTIAT0, UGT1A9, UGTIA7C, UGT1A2, UGTIAGB, UGT A5, UGT1AT
flavonoid biosynthetic process 000295668 7.158353127 UGT1A10, UGT1A9, UGT1A7C, UGT1A2, UGT1A6B, UGT1A5, UGT1AT
carilage development 000301163 3404562585 WNTGA, TYNIS, BWPZ, [TGBB, SFRPZ, LUM, EDN, MGP, PRRYC, SOXG, VP13, COLTIAT, TPT
retinoic acid metabolic process ).000437086 8.590023753 ALDH1A2, LRAT, ADH1, ALDH1A3, CYP26B1, CYP26A1
VINTSA, E2F1, CKSTB, HIIGBZ, BLM, GDF, FOXWI, ARNTZ, CHEKZ, SOX3, WDK, WT, 110, GLIT, WNT, LFXZ, GATAY, MEG3, CONAZ, ETVA, 116, TESC, BWPZ, L5, PSRCT, MLXIPL, BRCAZ, FGF23, ATADZ, LEFT, IGF, ESRE, KLF 15, PPARGCTA, SNATT, BRCAT, INBA SFRPT, EBF3, EBFZ, CKSZ,
positive regulation of transcription, DNA-templated 0.000477384 1715022103 MYRF, ROR2, ZFPM2, COL1A1, NFE2L3
E 0.000546967 3.284420847 EXO1, RAD51C, HMGB2, RAD51B, RAD51AP1, BLM, PIF1, LIG1, RAG1, BRCA2, H2AFX, BRCA1, RAD51
heterophil via plasma ‘molecules 0.000592867 4.129819112 AMIGO?2, SELP, CADM3, CADM4, LGALS1, TENM3, GM609, LGALS7, CDH2, CD6
'ADAMTS19, ECEL1, PRTN3, LGMN, ADAMTS16, MMP8, UCHL1, MMP23, MMP2, CPZ, PAPPA, ADAMTS12, CFl, TPSB2, ADAM8, CFD, PRSS35, ADAM28, CAPNG, CLCA2, F10, CFB, TRABD2B, MMP19, MCPT4, ESPL1, MMP14, CELA1, MMP13, MMP12, ADAMTS7, MMP10, CTSK, ADAMTS9, CAPN11,
proteoysis ouse427 697341463 CPXM1, MYRF. CMA1, PAPPAZ, ADAM12, C1S1, PHEX, TPSAB!. ADAMTS2, ADAMTSA, USP26
positive regulation of inflammatory response 000611226 749613543 CCL24, CCL11, WNT5A, CCL12, CCL2, CCRS5, CCL9, CCL8, FABP4, ADAMS, CCL7
spindle organization 00061154 053147268 KIF11, SPAGS5, AURKA, AURKB, KNSTRN, ASPM
611 053147268 CDK1, NCAPH, NCAPG2, SMC2, TOP2A, NCAPD2
lymphocyte chemotaxis 000678725 206075002 CCL24, CCL11, CCL12, CCL2, CCL9, CCL8, ADAMS, CCL7
protein localization to kinetochore: )778¢ 10.73752969 CDK1, BUB1B, TTK, SPDL1, AURKB
eosinophil chemotaxis 00077894 10.73752969 CCL24, CCL11, CCL2, CCR3, CCL7
DNA unwinding involved in DNA replication 00077894 10.73752969 MCM7, MCM2, TOP2A, RAD51, MCM6
extracellular matrix organization 000826959 825665708 COL18A1, ADAMTSL2, OLFML28B, ELN, CCDC80, NID2, VIT, SOX9, COL5A3, APLP1, LAMA1, COLBA4, TGFBI, VWA1, FN1
CAV3, WNT5A, RAD51B PRC1 'CD248, FOXM1, TNC, ARNT2, EDN1, ESM1, SOX, IL31RA, GLI1, CXCL10, ALDH3A1, TIMP1, LIF, ALDH1A2, FOLR2, PTN, FGFBP1, SHC4, FN1, CDC7, KIF 14, COL18A1, IL6, IL5, ACER2, MLXIPL, CENPF, LEF1, IGF1, CDC20, GAS1, CLEC11A, PROK2, SFRP1, SFRP2,
positve reguiaton of ovoss77St 703740874 KIF20B, FABPA, SP6,
00092861 30385529 CXCL1, CCL12, HMGB2 CCL2 CXCLS, CXCL13, CCL9, SAA3, CCL8, LEF1, EPHB1, CXCL10
mitolc el oycle phase ransiion ow0s34273 o047 DK, CKST8, CKS2, NEKTT
cilium movement 000985344 908585002 LRRCB, CCDC40, RSPH4A, CCDC151, DNAH7A, CFAP221, DNAHS, DNAHE
posilve reguiatio of canonical Wint Signaling pathwa ovto03448 505756018 DKKZ, DIXDCT, WNT4, SFRPT, SFRPZ, SFRPA, RORZ, COLTAT, LGRS, ASPN, WNTZE
|trophoblast giant cell differentiation 001110056 158353127 LIF, PLK4, E2F7, E2F8, GJBS, SNAI1
Celliar response 1o nterferon-gamma Outiz8361 473906665 CCL24, CCLIT, WNTA, CCLTZ, COLZ, EDNT, CCLY, GBPTO, COLE, AQP, COLT
extracellular fibril organization 001179144 761390628 LTBP2, COL3A1, MFAP4, MFAP5, COL5A1
aging ooti90849 358539533 1L6, COLZ, CYPIAT, COLIAT, DCN, AURKE, PPARGCTA, ILT0, TIWPT, ALDFGAT, PCKT, CALCA, ARG, TYIS, SERPINFT, APOE, NTRKT, KRTTA, ABAT
001265687 423560191 CCL24, CCL11, CXCL1, CCL12, CCL2, CXCL3, CCLY, CCL8, CCL7, ITGAM, SPP1
endodermal 001270455 567607988 INHBA, NP8, COLGAT, NP 14, COLTIAT, MMPZ, FIT
development .001383639 809820854 GDF3, HAPLN1, COL3A1, FAM20C, EDN1, FBN1, NPR3, SOX9, COL5A2, COL1A2, ROR2, VCAN, COL1A1, CHRD
CSPG4, ILOR?, DLKT, GLTT, WNT4, OCSTAMP, OSRT, SRRIVA, DNIKN, CONAT, VAT, TWISTT, BATF3, MDGAT, NP9, FGF23, WGP, PTPRU, ECTZ, PTPRQ, SPATATS, NYRF, RORZ, EFNAS, NGFR, DBNT, TBXTE, CHLT, TSNAXIPT, WNTSA, FIVBLT, NFIS, VBLZ, SOXG, NIDK, DAPLT, SPEG, MEG3)
00139193 5417991: DCLKT, TRIP13, TESC, BMP2, CDC20, INSC, FRZB, RACGAP1, DCSTAMP, CLGN, SFRP1, SFRP2, NTRK1, TENM3, SFRP4, MYCBPAP, CIT, AGR3
001471214 147505938 CDK1, CKS1B, MKI67, CYP1A1, CFB, E2F8, UCHL1, CSPG4, BRCA2, IGF1, AURKB, TACC3, MCM10, FAM83D, PROK2, UHRF1, MCM7, BOK, TGFBI, CKS2, BUB1, MELK
posive roquato o angegeress ov14g5258 SezisTassWNTSA G, GYPID1,C3,OELAT, ESHZ, GG, 00124, OOL 1. LRGT,SFRP2, CORS, FNOXT, GATAL OV
rganization 001554106 368764846 CCNB1, STIL, SPC25, NDC80, AURKA, AURKB, RCC*
001570897 45017456 'WNT5A, FLRT2, NFASC, GAS1, EPHB1, EPHB2, NRCAM LAMA1, CRMP1, LHX2, NTRK1, MEG3, EFNAS, NGFR, EFNA4, CHL1, TUBB3
001703936 947941409 TNC, FOXA1, IGF1, ESR2, MMP2
mwnse to activity 001754103 13986¢ CDK1, CCL2, NTRK1, EDN1, PTN, PPARGC1A, ADIPOQ, IL10, PCK1
\dle midzone assembly 001803895 14.31670625 KIF23, KIF4, AURKB, RACGAP1
co\lagen biosynthetic process 001803895 4.31670625 ARG1, COL1A1, ADAMTS3, COL5AT
regulation of mitotic nuclear division 001859161 442517815 MKI67, BORA, KIF20B, FBXOS5, CENPE, RCC1
002022846 794260836 HMGB2, HMGB3, CD8A, C3, FFAR2, FCNA, C1QC, IL31RA, MARCO, CFP, MEFV, CLEC4E, PYCARD, CD4, CLEC4A2, CLEC4D, CFI, SPON2, CFD, NR1H4, EXO1, BPIFA1, CFB, THEMIS, CD5L, PADI4, DCSTAMP, C1QA, C1QB, SLPI, C181, CD14
002232926 295011876 CCL24, CCL11, CALCA, CCL12, CCL2, CCL9, CCL8, CCL7
negative regulation of inflammatory response 291; 962077156 TNFAIP6, MEFV, SERPINF1, APOE, MIR147, AOAH, CD276, PBK, ADIPOQ, NR1H4, IL10, IL22RA2
G2 DNA damage checkpoint 002347753 135731252 CLSPN, PLK1, DTL, CHEK1, BRCA1, NEK11
cellular response to fatty acid 002347753 135731252 CCNB1, E2F1, FFAR2, EDN1, UCP1, NR1H4.
ition 002697389 849206957 FAMB83D, BMP2, WNT4, LEF1, LOXL2, SOX9, SNAIT
\egative regulation of canonical Wnt signaling pathway 002738519 737017372 DKK2, WNT5A, BMP2, WNT4, SFRP1, SFRP2, SFRP4, ROR2, LEF1, CDH2, FRZB, SOX9, GLI1
pos\l\ve regulation of ERK1 and ERK2 cascade 003003228 170351746 BMP2, IL6, CCL2, C3, CCL9, CCL8, FGF23, ESR2, CCL7, CCL24, CCL11, CCL12, ALOX15, NDRG4, NTRK1, GATA4, PYCARD, TREM2, GPNMB
\egative regulation of hormone secretion 003198568 6640 LIF, IL6, EDN1, FGF23, ADIPOQ
003198568 7.669664065 LYPD1, SLURP1, IGF1, FN1, TIMP1
tissue remodeling 003198568 7.669664065 CSPG4, CELAT, MMP14, MMP2, THBS4.
cellular response to platelet-derived growth factor stimulus 003594336 5.602189404 CCL2, HAST, PTN, HAS2, CCNA2, ERRFI1
cellular response 003749722 4.555315627 IL6, SFRP1, PPARGC1A, UGT1A1, CCNA2, MMP2, IL10
negative regulation of cell proliferation 003991727 1.733663648 PODN, CYP1B1, SLURP1, E2F7, SOX9, IL10, WT1, H19, LIF, ALDH1A2, CDKN2C, HMOX1, MEG3, DFNAS, IL6, TESC, BMP2, BRIP1, IGF1, RIAN, ESR2, PTPRU, FRZB, INHBA, TNFRSF9, SFRP1, SFRP2, NTRK1, SFRP4, ROR2, IGFBP3
|organ regeneration 1538 3.451348829 LIF, CDK1, CCL2, MKI67, CXCL5, PTPRU, UGT1A1, CCNA2, NNMT
process 4368957 876484¢ 'ALDH1A2, DHRS3, CYP1B1, LRAT, ADH1, ALDH1A3
replication fork processing 4368957 5.368764846 MMS22L, BLM, APITD1, TONSL, ZRANB3, RAD51
positive regulati 4377348 4.421335755 BMP2, CRB2, EZH2, LEF1, COL1A1, SNAIT, TWIST1
response to ionizing radiation 4639647 3.39079885 RAD51C, RAD51B, TICRR, KRT14, RRM1, RAD54B, RAD54L, BRCA1, RAD51
involved in parturition 4708656 10.73752969 CCL2, CYP1A1, EDN1, OXTR
regulation of mitotic spindle organization 4708656 10.73752969 PSRC1, BORA, TPX2, TACC3
positive regulation of DNA-directed DN/ ly tivity 4708656 10.73752969 RFCS5, RFC4, CHTF 18, DSCC1
positive regulation of synapse assembly 4986028 3.067865626 FLRT2, AMIGO2, NTRKT1, LRRN1, OXTR, EFNAS, TPBG, THBS2, EPHB1, EPHB2




005079142 295011676 ASPN, BMP2, ALOXT5, PTN, GPNMB_ PHEX, MNIP13
lung development 005103288 424603479 ___LIF, WNT5A, ARG, ALDH1A2, CCDCAQ, FOXAT, MGP, IGF1, PTN, ZFPM2, SPARC, MMP14, ADAMTS2, GLIT
response to woundin 005167835 332336801 1L6, CCL2, CYPIAT, GRINZC, AURKA, NGFR, MIDK, FABPS, GLIT

005399611 710956057 ___NREP, DHFR, APOE, FOLRI, CHLT

alete development 005992488 779125332 FRAST, WNT5A INHBA, DHRS3, OSR1, GABRBA, LEFT, GAST, SNAIT, EPHBZ, TWISTT
[ERK1 and ERK2 cascade 955762934____CCL11, CCRG, IQGAP3, OXTR, IGF1, S0X9
spindie checkpoint 006281738 147505938 SPDLT, BIRC5_ AURKB
primary male sex: 006281736 147505938 WNTGA, SFRPT, SFRP2
celllar response to interleukin-6 006804867 316193036 SELP, CCL2, FGF23, ENTPD2, PPARGCTA
bone trabecula formation 006820386 1470837 ___SFRP1, COLIAT, FBN2, NP2
Spindle microtubules 006820388 1470837 ___SGOL1, NUF2, NDC80_CENPE

kinetochore assembly 006820386 1470837 ___APITD1, CENPA, CENPW, CENPH
[protein K-finked ubiquitination 006820388 1470837 UBEZS BRCAT, UBEZT BARDT
regulation of mitotic transition 006620388 1470837 ___CDCB, PLK1, CENPE, UBE2C
cellular response to transforming growth factor beta stmulus 007030209 3.168451384___ WNTSA ARG1, WNT4, SFRPT, EDNT, COLTAT, SOX9, PPARGCTA, DBNT

ative reguiation of smooth mu 007678612 955931991 NDRGA, HMOX1, ESR2, NPR3, IGFBP3, PPARGCTA, ADIPOQ

janization 007678612 955031991 CAB, BLM, BNC1, BRCAZ, CENPW, RADSAL, SMCZ

ative reguiation of tot 007754363 147505938 CCL2, GABRB3, LGMI C1A. MDK. CCL12, BOK, APOE, NTRK1, HMOXI. NGFR. ADAW, FAIMZ, CHLT
response to glucocorticold 007845338 863341251  PAPPA, PTPRU, SPARC, MDK, ADIPOQ, SCGBTAT, IL10, ALDH3AT
posiive reguiation of GTPase activity 008181886 206341717 CL2, E2F2, CCL9, CCLB, RGS16, ECT2, CCL7, CCL24, CCLTT, CCL12, WNT4, CCR7, NTRKI, ELMODT
canonical Wnt signaiing pathway 008254842 654220823 WNT5A, DIXDC1, WNT4, SFRP1, GATAA, SFRPA, LEF1, PTPRU, CDH3, WNT28, GLIT
cellular response to hypoxia 008369564 501948666 CCNBI, E2F1, SFRP1, FNDCI, HMOXI, EDNT, PTN, ADAMS, PPARGCTA, CCNA2, PCKT, TWISTT
cel-cel signaiig 008369564 501948666 WNT5A, WNT4, WISP1, CCR5, CXCL3, GATAA, EDNT, FJX1, ADRAZA, ADRATB, FGFBPT, WNT28
erug melabolc procoss 008431955 965294273 DCK_CYP2B10

bly checkpoint 008431955 965294273  CENPE
008431955 965294273 B, IFI204
por 008526966 67865626 - GATA4 BDKRB1, DCN, MVP14, MVPZ
[Gouble-strand break repair 008526966 067865626 , RAD5AL, CDCAS, BRCAT, ESCO2, TRIPTS
008542585 825665708 WNT5A, IL6, SFRP1_OSR1, BNC1, IGF1, GAST, SOXS, TBX18, TWISTT
008666485 601798439 ___CXCL1, C3ART, COR7, CXCL3, EDNT, THBSA
008666485 601798439 RAD51C, RAD518, CHTF 18, TEX11, RAD51 TRIPT
[glucose homeostasis 009091001 260532567 ___CAV3, IL6, PMCH, FFAR2, FBNT, FOXAT, MLXIPL, ADIPOQ, PCKT, GPR39, ADRATB, ADRAZA, NGFR, NR1H4
00940958 590023763 TGN, HAS?, REG3G, CDH3

omplement activation, alternative pathway 00940958 590023753 CFP. C3, CFB, CFD

celllar response to vitamin D 00940958 590023753 SFRP1, TNG, PTN, FGF23

iver regeneration 010079616 443115734 ___TYMS, AMIOX1, EZH2, AURKA, IL10, GLIT

response to vitamin A 010293992 651331416 ARG1, TYMS, ALDH1AZ, CYPIAT, GATAZ

[estrous cycle 010293992 661331416 ___HAST, OXTR, PTN, HAS2, ESR2
010917761 718361047 WNT5A, CKS1B BMP2, LRAT, MEG3, BUBT, CKS2 BIRCS, DLK1, RACGAPT

pathway 011642942 295011876 SFRP1 FOXA1, DCDC2A, PRRX2, GAST, GLIT
protein kinase C activit 01217634 6.10629454
reguiation of mtotic centrosome separation 01217634 610629454 KIF11‘ NEK2, CHEKT
dh 012477343 579176564 ALOX15, FBLN2, CCDCAO, PTN, VT, DBNT, SPPT
kin-8 secretion 012495993 809112503 WNT5A, FONA, FFAR2, PYCARD

[one-carbon metabolc process 013363241 156463106 MTHFDZ, DHFR, CAR13, ALDHILZ, CARG, CARS

[ossification 013725931 460683885 BMPz m.ox 5, PTN, NIGP. SPARC, MMP14, SOX9, COLT1AT, COL5A2, SPPT, TWISTT

reguiation of cellcycle 015161832 30089922 CNET, FIGNLT, DTL, PRR11, CONF, FOXAT, SKP2, MASTL TACC3, 2810417HT3RIK
015246923 026573634 APPA2, MVP13

ration 017400836 880695314 ___CCL1Z, SELF, CCLz, 3

skin development 017549566 962077156 ____FRAS1, COL3AT, GJB, COLTAT, NGFR, ADANTS2, COL6AZ, COLGAT

cellr respons 018227114 849526645 WNT5A, HMGBZ, IL6, CCL2, CXCL3, PPARGCIA, IL10, RAETIB_ RAET1A CXCL10, ARGT, MIRT47, PYCARD, GBP10, SPONZ NR1H4, CD14, TNIPY

inner ear 016336977 684382423 WNTSA, MAFB, ALDH1A3, ROR2, PRRX2, FRZB, COLT1AT, PTPRQ, EPHB2

tumor necrosis factor production 019139213 911872450 CCRY, CCL2, CCR5, PYCARD, PF4, SPON2, CD14, TWIST1

protein 019173430 454040479 WNTSA, STK33, NEK2, PASK, FAM20C, TTK, AURKA, CHEK1, AURKB, CHEK2, EPHB1, EPHB2, CCNE1, SPEG, BUB1, MASTL, DCLK1, MATK, CDC7, CDK1, BMP2, CAMKIG, BIRCS, PBK, GSG2, NEK11, WEE1, CCNB1, LAMA1, PLK4, PLK1, MAPK4, NTRK1, MAP3K19, ROR2, BUB1B, CIT, IGFBP3, MELK

stem celldiferentiation 019526037 789716362 IF, AZM, PHF19, OSRT, ETV4, SHCA

response to gamma radiation 019528037 789716362 CL2, FANCD2, BRCA2, CHEK2, CCL7, CXCLIO

brown fat 019528037 789716362 IRAP. LRGT, EBF2, FABP4, UCP1, ADIPOQ

019671052 88503563 AST, COL5A2, COLBAT
mast cell chemotaxis 019671052 83503563 CLTT, CHGA, CCR3
[double-strand break repair via break-induced repication 019671052 88503563 DC7, GINSZ, CDC45
regulation of vascular endothelial growth factor produstion 019671052 88503563 L6, CCL2, AQP4

transition of mitotic cell cycle 019671052 88503563 ___BUBIB, CIT, TACC3
protein localization Gentromeric region 019671052 88503563 CENPA, BUBIB, GSGZ

019671052 88503563 CD109, ADAMS, DCSTAP
regulation of cel-cell adhesion 020209974 607710579 WNT4, LEF1, EFNAS, ADAMS

involved in inflammatory response 020209974, 607710579 CCL2, ADAMB, [TGAM, AOC3
sion 02032758 560843915 ____EZF1, HMGB2, TNC, IQGAP3, PFA, CDH3, SOX9, LIF, ALDHTAZ, SLCTIAT, OSRT, ITGBS, GATAZ, CYP26B1, NFIL3, ETVA, TWISTT, CD28, FNT, CDKI, IL6, TESC, BMIP2, PTGER3, LEF1, BRCAT, INHBA, CCRS, SFRPA
esponse 020923049 556941805 HMGB2, HNGB3, C3, FONA, C1QC, MARCO, GFP, MEFV, CLECAE, PYCARD, CLEC4A2, CLEGAD, CFI, PTX3, SPON2, CFD, NR1H4, MATK, C4B, BPIFAT, CFB, PADI4, C1QA, C1QB, TRIMS9, SLPI, TREMZ, C1ST, CD14
acute-phase response 021936186 681438751 L6, SAAS, REG3G, UGTIAT, FNT, CD163
‘apoplotic process 022976377 441788439 WNTSA, STIL, FIGNLT, UNG, ARNTZ, FHLZ, AURKA, SOX9, INSLG, W1, IL10, TIMP1, OSR1, NAIPT, HHIP, NR1H4, HELLS, SPP1, FNT, TWISTT, KIF 14, CDKT, IL6, CENPF, LEF, IGF1, BIRC5, GAST, AMIGOZ, PROK2, MADZL1, SFRPT, PLKT, SERPINB2, NGFR, PIDD1, BARDT, TEXTT
vascular fastor production 234951 473970705 C3ART, CYP1BT, C3, GATAd, BRCAT
urine volume 24849449 135731252 PTGER3, EDNT, HASZ,
lllar response to folicle-stimu 24849449 135731252 ____INHBA, GATA4, EFNAS, PPARGCTA
protein importinto nucleus, translocation 24849449 135731252 ____CDKI, IL6, IGF1, BRCAT
24849449 135731252 ___KIF14, KIF2C, KIF18A, KIF188
fat 025337432 067865626 BMP2, ZBTBIC, SFRP1, SFRPZ, IGF1, FRZB, TPH1
negative regulation of cell migration 025733638 228543698 WNT4, SLURP1, PODN, CYP1B1, SFRP1, CCRS, SFRP2, PTN, PTPRU, CHRD, ADIPOQ
[embryonic imb 026504694 726991668 FRAS1, WNT5A, ALDH1A2, CYP26B1, LEF 1, PRRX2, FBNZ, TWIST1
metabolc process 027003449 484237366 ___BCAT1, ALPPL, UNG, ENPP3, ARSI, RAGT, ALDH1L2, ALDHBAT, MTHFDZ, ALDHTAZ, UGT1A9, UGTIATC, UGTAZ, UGT1AGB, CHIL3, ALDHTA3, ACAATB, DCTD, CAWKIG, ACOXL, NEIL3, FBP1, NPL, UGTTAT, UGTTATO, FMGCS2, DNPHT, RRM1, CEMIP, ZRANB3, GLBTL3, TPHT
profferation 027311027 482442062 WNTSA, PRRX2, GAS1, SOX9, TBX18, CHRD
027311027 482442062 ____BMPZ, WNT4, OSR1, FAM20C, CD276, FBNZ
in meiotic cell cycle 028604631 73752060 CCNE2, CCNET, RADST
ossification 028604631 73752969 CTSK,_COLTAT, MVIP2
Guplication 028604631 73752060 KIFC5B, KIFCT, CONF

regulation of branching involved in mammary gland 028604631 73752969 CAV3, WNTGA, ETVA

gasiric acid secretion 028604631 73752060 PTGER3, GPR39, OXTR
celular 028604631 73752969 ___UGT1A2 UGTIAS, UGTIAT

mplement activation 030011125 26682502 ___C4B, C3, CFB, C1ST

T taxis 030011125 726682502 WNT5A, CCRY, CXCLT3, TNFSF14

reguiation of double-strand break repair via homologous 030011125 726682502 RAD51AP, FIGNL1, CHEKI, RADST
t 030011125 726682502 WNT5A, PRG4, SFRP2, WNTZ28
emotaxis 030011125 726682502 CXCL5, CXCL13, P4, CXCL10

mitotic cell ycle 030285636 39079885 RN, CENPF, KIF188, CENPW, CENPE, AURKA
response to steroid hormone 030734383 129819112 ___HGB2, ADH1, ADRATB, OXTR, SPPT

JAK-STAT cascade 030734383 129819112____IL6, CYPIB1, IL5, CXCLS, 110

fbrobast profferation 03082618 643084232 CCNB1, E2F 1, WNT5A, CDC6, IGF1, NGFR, CCNAZ, FNT
negative regulation of cel growth 031351362 0616057 INHEA, SFRPT, CDKN2C, SFRP2, TRO, PSRC1, FBPT, BDKRBT, GAST, FRZB, WT1, DCSTAMP

profferation 032245816 4150441 C3AR1, IL6, WISP1, HMIOX1, EDN1, SKPZ, IGF1, ORCT, PPARGCIA
activty 03479316 97686284 PSRCT, CKS2
celllar response to interleukin-4 03479316 97686284 ARG, LEF1, MCM2, NFIL3, DCSTANP
microtubule bundle formation 03479316 97686284 CAPNG, PRCT, PLK, PSRCT, KIF20A
in forebrain 035690659 36676484 KIF14, DIXDC1, RRM1, FABPT

negative regulation of smooth muscle cell migration 035690659 36876484 NDRGA, IGFBP3, PPARGCTA, ADIPOQ
[DNA-dependent DNA repication 035690659 36676484 RFC5, RFC4, POLEZ, POLQ
inner cell mass cellproferation 035690659 36876484 GINST, NCAPG2, BRCA2, CHEKT

038155426 5264775 BMP2, WNT4, SFRP2, FAM20C, CD276, IGF1, FBNZ, IFI204

development 038155426 52647757 AL} A1, H2AFX, CDH2, TACC3, MOK, ASPM
progentor 03865399: 19133250 FRP1, KCP, ANLN, COLZ4AT, TOPZA, SMIPD3, ESCOZ, PTPRQ
negative regulation of cytokinesis 03882734 203596878 RKE
[glomeruar visce 0388273 203506878 ]
strand invasion 0388275 203596678  RADST
protein localization to chromatin 0388273 203506878 02
fevelopment 0388275 203596678 W

Ubiquitn protein igase activity 0388275 203506878 ___PLK1, CDC20, UBEZS
copper ion import 0388275 203596878 STEAPA, STEAPT, ATPTB

mitotic bly checkpoint 0388273 203596878 1AD2L1, GEN1, NDCBO

041492221 477399663 2F1, TSNAXIPT, RADSTC, HVMGBZ, INSLG, SOXS, WT1, GLIT, GATA4, RPLISL, CYP2681, H2AFX, CCNAT, ASPW, TRIP13, BRCAZ, BRIPT, _CDCZ5C, RACGAPT, CONB1, PROK2, CLGN, SPATATS, MYCBPAP, CHTF18, CIT, ADAMTSZ
mplement activation. 041675197 733189376 1QA, C10B, C4B, 3, CFI, C151, C1QC

neural crest 041880472 052955149 LDH1A2, EDNT, CYPZ6AT, SOX9




fation of 41880472 05285514 SFRP1, SFRPZ, 1GF1, ERRFIT
non-canonical Wnt signaiing patiway 041880472 05295514 WNTSA, WWNT4, SFRP, FRZB
41880472 05295514 "CACNATI, CACNAIG, DOCZB, SCAWPS
icium ion 043493714 886322784 GYGL1, GAVS MGHR1, G3PR1, PTGER?, GRS, CXCLT, PVCH, CXCLY, EDNT, ADRATS, GAGNATG, OXTR
i 79841 0259642 E2F7, E2FB, LEF1, ESMT, L
mitotic collcycle checkpoint 43798484 59644 MAD2LT, KNTCT, TTK, CHEK1 P
44917824 SOz AT, SFRPT, CRB2, SFRP2, ROR2, LEFT TBX18
pidy- 45469758 126243503____LIF, 16, 1L5 [GF1, CD4, EFNAS, TRENZ, ADIPOQ, THBSA
ldase actvi 0460649 019022677 WFI CSTo, CD100, SERPINGZ, SLPI, COL2BAT, BIRCS, NAIPT, TINPT
response o toxic substance 46496397 247389935 CDK1, TYMS, CYP1B1, CYPZF2, CYPTAT ARNT2, PONT, INMIT, RAD5T
celuiar 46542922 19725001 SERPINFT, LGALST, GATA4, MLXIPL, AQP4, IGFT, CMAT, PPARGCIA
ative reguiation oUAK sTAr s 48144752 99651991 ASPN, FLRT2, PODN, DCN, LRRC15, NYX
48584125 50684189 WNT5A, BMIP2, PTGER3, C3, IQGAP3, CHEKZ, SOXS, ADIPOQ, NTRKT, FNDC1, GATAA, CLIP3, GPNMB, CD6, KNDCT
&dean\a echeckpum 7454 579176564 ___E2F1, CLSPN, CHEKI, HOAFX, CHEKZ
49580485 386117708 5A, BMP2, WNT4, SOX12, ROR2, GAST, SOX0, WNTZB
corobelar cortex development 050200236 053147268 ___KIF14, DIXDC1, EZHZ
050200236 1a7: GATA4, FOXAT
ative reguiation of retinoic acid receptor 050200236 053147268 ___DHRS3, CYP26B1, EZHZ
inflammatory response 050200236 147: L6, ADAMB, AOC3
process 050200236 053147268  NVIES, DCK
[astrocyte cell migration 050200236 053147268 CL2, INPT4
ransport 050200236 053147268 . AOC3
‘mitolc spindle microtubues (o kinelochore 050200236 1a7: CB0. CENPE
050200236 053147268 2, LINTA
pathway 053987305 163719255 CL2, TREN?Z, CDB, CD14
coluar response to ionizing radiation 053987305 463719255 ___RADSIAPT, BLM, FIGNLT, ECT2, RAD5T
054686328 617368489 COLTBAT, CYP1B1, CCL2, MMP19, CSPGA, CCDCBO, ESMI, MMP14, MMP2, EPHBT, EPHBZ, NRCAM, PROKZ, CCL1Z, HMOXT, TGFBI. ADAME, FNT
retinoid metaboic process 055746959 521065135 ALDHIAZ ADHT, APOE
[oocyte maturation 055746959 21065133 CCNB1, FEXO5, BRCAZ, TRIPTS
ative regulation of GAMP bios yniheti process 055746959 521065133 ___PTGER3, EDN1, ADRAZA, APLPT
ule development 055746959 21065133 GATAA, KIF18A, BRIPTWT1
response o nicotine 056712251 863341251 ___LYPD1, DHFR, NTRK1, HMOX1, EDNT. ABAT
mitotc cellcycle 059521645 355478020 CCNB1, CDK1, FOXAT, BRCAZ BIRCH
response to axon injury 059521645 SSTR0Z  ARGT, GDKT,FOLRI, LGALST, NTRKT
‘G1S transiton of mitolic cell cycle 059521645 355478029 LFNO, EZH2, GPNMB, GSG2
heart development 062432073 3184 BMPz coum‘ FBNT. EDNT, OXTR, CENPF, SPARC, SOX9, MMP13 MMP2, DNAHS, WT1, ALDH1AZ, OSR1, GATAZ, CCDCT5T, PTN, VCAN, ZFPVZ
process 062504478 158353127 CYP1AT, INWIT, AOC3
from miosk 062504478 168353127 ___BIRCS, UBEZC, CDCAS
{toxin metabolc process. 062504478 158353127 CYP1B1, CYPIAT FMOT
lung Gevelopment 062504478 168353127 (GF 1, ERRFIT
ANIP melaboic process 062504478 8353127 Fa, CXCLTO
reguiation of 062504478 168353127 IKio?7, BUBT
tylat 062504478 8353127 RCAT TWISTT
ative reguiation of coﬂagen bios)yntheic process 062504478 168353127 B R
mioic 062504478 158353127 RADS!
posit i adhesion 063395946 295011876 WN sxccu CCRS roxiE
@ ‘melabolic process 063395946 5011876 MKIG7, TOP2A, TK1, RADST
ol axon guidance 063395946 295011576 NRCAN, EFNAS, EPHB1, EPHBZ
P 064639857 7739014 BMP2, CCL2, CYPTAT, ARNTZ, EDNT, EGLNS, MMP14, TACC3, ADIPOQ, MMPZ, ALDHBAT, HVOXT. ABAT, CYGB, LOXLZ
release of sequestered calcium ion into cyiosol 065345321 253796876 ____F2RL3, GPR39, CEMIP, BOKRBT, CXCLT0
reguiation of lotc process. 065345321 253796876 KIF14, GABRB3, EGLN3, ESRZ, FAMZ
apoptotic process 065961955 AT4ATTOG2 NP2 LD, GYPS1, ESRY, R, EGT WPZ W', ALDWTAZ, SR, BOK, SPRP2, ALDF1AS, FROXT SFRPs, FYGARD, PR, NGFR, CLPS, IGFBFS, TOPZ, MELK, BARDYT
reguiation of blood pressure 61 16034 _C3ART, HMOX1, EDNT, COL1A2, NPR3, AOC:
col-matrix adhesion 70406776 202570193 waaa, COLSM,MSLN, NID2, ADANTS12, ADAVS, COL5A3, FNT
response (o hormone 1096772 3824 VIMPT9, MSIT, ADRATB, FHL2, MMP14, TIPT
phagocytos’s 1096772 684362423 ____SLCT1AT, CCR7, FCGR2B, C3, PYCARD, PTX3
T celact 1454293 158096968 IL6, CDBA, CD276, CD4, CD28
ative regulation of ossfcation 1500509 090487501 ___CALCA, SFRP1, TPH1, SOX9
tormination of adultfespan 5005, 875 WEG3, RAD54B, RADBAL, ANKLET
Em Signaing pathway 072629655 613150001 WNTSA, DIXDCT, TRABDZB, LEF 1, CELAT, FRZB, WNT2B, CPZ, DKKZ CCNET, WNT4, WISP1, SFRP1, SFRPZ, SFRP4, RORZ
074658516 344793 ASPN, CAV3, FLRT2, IL6, PODN, FABP4, DCN, LRRC15, NYX
process 075890703 442517815____DCTD_TYMS, DRFR
[anaphase-pro process 075890703 442517815 CDC20, UBE2C, UBE2S
artery smooth muscle contraction 075890703 442517815 ____EDN1, CACNAIG, SMPD3.
regulation of mi or 075890703 54425178’ A3, SKAZ, SKAT
Tormation 076296697 629509108 LFX2, EDN1. GAST, FHIP, CHRD, GLIT
sive reguiation of T cell prolferation 076425569 88346 ‘CCRY7, 1L6, CD276, CD4, CDb, PDCDILGZ, CD28
reguiation of transcription from RNA polymerase Il promoter 076809457 406427063 ____FINIGB2, EZH2, FHL2, MYBL1, MYBLZ, SOX9, WT1. MSX3, GATAZ, NR1H4, BATF3, WAFB, SOX12, FOXAT, MLXIPL, BRIPT, LEF1, UCP1, SNAIT, INHBA, BNCT. CKS2, 5P6, NFEZL3, ZFP367, IFI204
077843726 7865626 BAT, BOKRB1, ADIPOQ
[oxtraceluar matrix disassemt 080042563 904556251 MPT3_MWP12
interleukin-1 beta secraton 080042563 55625 " CCRB, PYCARD
response to cytokine 082508761 120993519 TYNS, ALDH1A2, COL3AT, SERPINASI, OXTR, SPARC, SCGBIAT, TINPT
[growth 5080: 71 GDF3, INHBA, BMP2, CCNB2, GDF6
inner ear development 085853634 27T65TE1S__CT0B BUF IGF1, SPARC, LGRS, FZ0% LN
protein complex assemb) 085853634 277657813 CCNB1. CDK1, LGN, GMNN, MGP. PFa, S
088060531 298326754 STK33, NEK2, PASK, FAM20C, DCK, TTK, AURKA CHEKT, AURKB, CHEKZ, [TPKA, EPHBT, EPHB2, TK1, SPEG, BUBT. MASTL, DCLKT, WATK, CDCT, CKI, CAWKIG, AKS, PBK, GSG2, NEKT1, WEET, NMEA, PLKA, PLK1, MAPK, NTRK1, MAP3KT9, RORZ, BUBTB, CIT, MELK
cochlea 089002827 3479203 WINT5A, FRZB, SOX9, TBX18
muscle cell proferation 089002627 734792936 ___CCNBT, COKT, GATAd, ZFPNZ
ventricular cardiac muscle cel development 899764 834377 CCNB1, CDKI, FHLZ
ative regulation of immune response 089978 85683437 FCGR2B. COL3AT, FCRLB
reguiation of cel 0899784 85683437 ‘CCNEZ, WNT5A, CONET
ke rceplo 4 g pahwey 089978 85683437 NRiH4, CD14, TNIP3
path 0899784 85683437 1POQ. NRHE
ok s i recoptor signaing pathway 089978 85683437 COH3, 1GFBP3
skin 0899784 85683437 72, COLTAT, ERRFIT
hepatocyte differentiation 089978 85683437 AT, E2FT, E2F
interleukin 1 beta production 0899784 85683437 AQP4, ERRFIT
089978 85683437 1C, BRCA2, RADST
899784 5683437 . CSPGA,
ative regulation of cysteine- activity involved in apoptofic process 09079692 29: FRPZ RAGT, IGF T, LEF, BIRCE, NAPT
3 production 09085992 47505038 LEF1, SCGBIA
assembly 09085992 47505038 KIF23, RACGAPT
fantigen d presentation of peplide antigen via MHC class I 09085092 47505038 ____PYCARD, TREMZ
N i 09085992 47505938 E2FT, EoF¢
ureter urothelum development 09085092 47505938 1,50
forebrain neuroblast division 09085992 47505938 LEFT. ASPM
[GUMP biosynthets 09085992 47505038____DCTD, DUT
09085992 47505038 CCL24, ADAMS.
spindie assembly involved in T 09085092 47505038 ____FBXO05, AUR)
minus-end-drected vesicke along microtubule 09085992 47505038 KIFCSB KIFCT
TGFbela matrix 09085092 47505038 FBNT, FENZ
ative regulation of endodermal cell diferentiation 09085992 47505938 COLGA2, COLGAT
reguiation o neuron diferentiaton 09085092 47505038 SFRPT, SFRPZ
[flavone metabolic process 09085992 47505038 ____PPARGCIA, UGTIAT
centrosome separation 09085092 47505038 NEK2, CNTROB
posterior mesonephric tubule development 09085992 47505038 ____OSR1, W1
across 09085092 47505038 ____CCR7, CXCLT3
mitotic fork processing 09085992 5059: BRCAZ RADS1
celuiar 091441025 902035052 ARG, IL6, CCL2, SERPINF1, ERRFIT
reguiation of mitotc cell cycle 091441025 902035052 ___CKS1B, PLKT, CKSZ, FBXO5, BIRCS
base-excision repar 091441025 902035052 NEIL3, LIGT, UNG, POLQ FENT
mma production 093085247 477891467 WNTSA, SLCTIAT, ULBP1, PYCARD, CD14, RAETTE
protein tyrosine pathwa, 093949549 2755: DOK2, NTRKT, CSPG4, RORZ, SHC2, EPHBT, EPHBZ, SHCA, WATK
response o ethanol 023 835475161 ___CDK1, TYMS, CCLZ NTRK1, TNG, ABAT, SPARC, ADIPOQ, CD14, CARS
sperm moti 095891259 0667878 LRRC6, CCDCA40, CACNATI, ENOG, INSL6, WT1. DNAHS
middie ear 096361064 STo1T6s64  OSRT, EDNT PRRXZ, GASI
involved in 098361064, 579176564
enobiotic metabolc process 096361064 579176564 ch1B1 cvrzsm cvrzsm OV
celuiar radation 098361064 579176564 ____HPAFX, CHEK?, DDIAS, R




I synaplic transmission, 0.098361064 3579176564 NTRKT, OXTR, ROR2, NGFR

[protein kinase B signaiing 0.098635776 2825665708 COL12, LINGOT, CCL2, IGF1, SOX9




