	PCR Oligonucleotide i.d.
	Sequence 5’-3’
	Amplified sequence lenght

	RolB for
	5’ - ATG GAT CCC AAA TTG CTA TTC CTT CCA CGA - 3’
	776 bp

	RolB rev
	5’ - TTA GGC TTC TTT CTT CAG GTT TAC TGC AGC - 3’
	

	RolC for
	5’ - TGT GAC AAG CAG CGA TGA GC - 3’
	487 bp

	RolC rev
	5’ - GAT TGC AAA CTT GCA CTC GC - 3’
	

	VirC1 for
	5’ - AAT GCG TCT CTC TCG TGC AT - 3’
	425 bp

	VirC1 rev
	5’ - AAA CCG ACC ACT AAC GCG AT - 3’
	

	PhAN4 for
	5’ - ATG AAA ACT TCT GTT TTT ACG TCG TC - 3’
	768 bp

	PhAN4rev
	5’ - TTA TAG TAA TTC CCA GAG GTC AGC ATC - 3’
	

	AN4_FW
	5’ -GGGGACAAGTTTGTACAAAAAAGCAGGCTGGATCCGAAAAAAATGGGTA - 3’
	

	AN4_RV
	5’ - GGGGACCACTTTGTACAAGAAAGCTGGGTTCAGTGCAGTTCGTTCAACAA - 3’
	

	
	
	

	
	
	

	qPCR Oligonucleotide i.d.
	Sequence 5’-3’
	

	SlACT41for
	5’ - GCTCTTGACTATGAACAGGAAC - 3’
	126 bp

	SlACT41 rev
	5’ - AAGGACCTCAGGACACCG - 3’
	

	q PhAN4 for
	5’ - GCCGAAGTCGTGTCCAGAGACG - 3’
	105 bp

	q PhAN4 rev
	5’ - AAATGCTGAAGTGCTTTCAGTTG - 3’
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