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Figure S5.  KEGG enrichment of the DEGs in K58 under different drought stress time. The Y-axis 
represents the KEGG pathway. The X-axis represent the gene number enriched in each pathway. (A) 
Up-regulated genes at 7 days of drought stress. (B) Up-regulated genes at 14 days of drought stress.   
(C) Down-regulated genes at 7 days of drought stress. (D) Down-regulated genes at 14 days of 
drought stress.
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