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mt ori582 cox2-751 MH0S93740
mt orf582 cox2-751_ KY626327
mt orf582 cow2-751_KX595276 Ucod
mt orfS82 cox2-751 MEDE95E86 Ucod
mt_orf542_cox2-751_MK0D69587_Ucod
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mt orfSe8 nad3-216 KT428794 Upr2
mt orf568_nad3-216 KU161104 Upr3
mt orf329 nad3-216 KU155740 Uli
mt_orfl8é_nad3-216_MI179358 Uspd
mt_or£582_nad3-216_MT179359_Uri
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Fig. S2 The conserved RYADD catalytic motif in RT domains from 63 group 11B
introns in Ulva organelle genomes.



