[image: C:\Users\Elaine.Scott\Documents\LaTex\____TEST____Frontiers_LaTeX_Templates_V2.5\Frontiers LaTeX (Science, Health and Engineering) V2.5 - with Supplementary material (V1.2)\logo1.jpg]		
		Supplementary Material
Supplementary Material

Table S1. Microbial phyla (presence in %) detected in H. dromedarii over a year.
	Phylum
	19.Mar
	19.Apr
	19.May
	19.Jun
	19.Jul
	19.Sep
	19.Oct
	19.Nov
	19.Dec
	20.Jan

	Acidobacteria
	0.16%
	0.00%
	0.00%
	0.00%
	0.00%
	0.00%
	0.27%
	0.00%
	0.00%
	0.10%

	Actinobacteria
	20.84%
	4.83%
	32.28%
	40.42%
	4.60%
	2.31%
	40.50%
	4.06%
	22.77%
	55.04%

	Bacteroidetes
	0.00%
	0.88%
	0.29%
	0.57%
	0.20%
	0.87%
	2.01%
	0.58%
	0.99%
	1.80%

	Chloroflexi
	0.02%
	0.00%
	0.05%
	0.01%
	0.14%
	0.00%
	2.27%
	0.00%
	0.01%
	0.00%

	Planctomycetes
	0.00%
	0.00%
	0.01%
	0.00%
	0.00%
	0.00%
	0.07%
	0.07%
	0.00%
	0.03%

	Proteobacteria
	34.82%
	80.60%
	38.47%
	4.46%
	20.75%
	84.86%
	21.68%
	83.73%
	13.58%
	21.03%

	Spirochaetes
	0.00%
	0.29%
	0.01%
	0.00%
	0.11%
	0.00%
	0.00%
	0.00%
	0.00%
	0.00%

	Cyanobacteria/Chloroplast
	0.00%
	0.05%
	0.06%
	0.07%
	0.15%
	0.16%
	0.12%
	0.13%
	0.00%
	0.01%

	Firmicutes
	44.10%
	12.86%
	28.69%
	54.47%
	73.90%
	11.30%
	32.87%
	11.28%
	62.50%
	21.71%



Table S2. Microbial classes (presence in %) detected in H. dromedarii over a year.
	Class
	19.Mar
	19.Apr
	19.May
	19.Jun
	19.Jul
	19.Sep
	19.Oct
	19.Nov
	19.Dec
	20.Jan

	Actinobacteria
	20.84%
	4.83%
	32.28%
	40.42%
	4.60%
	2.31%
	40.50%
	4.06%
	22.77%
	55.04%

	Bacteroidia
	0.00%
	0.84%
	0.06%
	0.01%
	0.18%
	0.17%
	0.20%
	0.52%
	0.99%
	0.76%

	Sphingobacteriia
	0.00%
	0.01%
	0.05%
	0.02%
	0.02%
	0.23%
	1.57%
	0.01%
	0.00%
	0.54%

	Thermomicrobia
	0.02%
	0.00%
	0.04%
	0.01%
	0.00%
	0.00%
	1.10%
	0.00%
	0.00%
	0.00%

	Alphaproteobacteria
	0.12%
	0.30%
	0.90%
	0.24%
	0.27%
	2.96%
	1.48%
	79.14%
	0.86%
	1.46%

	Betaproteobacteria
	0.20%
	0.20%
	9.66%
	0.39%
	0.00%
	1.01%
	0.18%
	0.15%
	1.50%
	1.31%

	Gammaproteobacteria
	34.50%
	80.00%
	27.86%
	3.83%
	20.48%
	80.65%
	20.02%
	4.44%
	11.04%
	18.27%

	Bacilli
	43.60%
	11.46%
	24.89%
	54.31%
	62.60%
	9.29%
	7.70%
	10.87%
	60.47%
	13.22%

	Clostridia
	0.50%
	1.23%
	3.47%
	0.15%
	11.30%
	1.77%
	23.42%
	0.36%
	1.94%
	6.55%

	Erysipelotrichia
	0.00%
	0.13%
	0.32%
	0.01%
	0.00%
	0.25%
	0.08%
	0.04%
	0.04%
	1.56%

	Negativicutes
	0.00%
	0.00%
	0.01%
	0.00%
	0.00%
	0.00%
	1.67%
	0.00%
	0.00%
	0.37%



Table S3. Microbial orders (presence in %) detected in H. dromedarii over a year.
	Order
	19.Mar
	19.Apr
	19.May
	19.Jun
	19.Jul
	19.Sep
	19.Oct
	19.Nov
	19.Dec
	20.Jan

	Actinomycetales
	20.84%
	4.83%
	32.28%
	40.42%
	4.31%
	2.26%
	39.54%
	3.96%
	22.77%
	54.73%

	Bacteroidales
	0.00%
	0.84%
	0.06%
	0.01%
	0.18%
	0.17%
	0.20%
	0.52%
	0.99%
	0.76%

	Sphingobacteriales
	0.00%
	0.01%
	0.05%
	0.02%
	0.02%
	0.23%
	1.57%
	0.01%
	0.00%
	0.54%

	Sphaerobacterales
	0.02%
	0.00%
	0.04%
	0.01%
	0.00%
	0.00%
	1.10%
	0.00%
	0.00%
	0.00%

	Rickettsiales
	0.00%
	0.00%
	0.00%
	0.00%
	0.00%
	2.13%
	0.00%
	0.00%
	0.00%
	0.00%

	Neisseriales
	0.12%
	0.02%
	9.14%
	0.34%
	0.00%
	0.80%
	0.02%
	0.00%
	1.13%
	0.38%

	Enterobacteriales
	0.19%
	33.85%
	0.14%
	1.04%
	0.05%
	0.16%
	0.14%
	0.34%
	1.20%
	0.33%

	Chromatiales
	0.00%
	0.00%
	0.01%
	0.01%
	2.52%
	0.00%
	0.00%
	0.00%
	0.00%
	0.62%

	Pseudomonadales
	23.48%
	13.09%
	14.55%
	1.46%
	0.13%
	0.45%
	1.36%
	0.02%
	0.46%
	2.25%

	Thiotrichales
	10.67%
	32.86%
	12.43%
	0.50%
	17.63%
	79.42%
	18.12%
	3.94%
	9.37%
	14.66%

	Bacillales
	42.01%
	10.28%
	23.04%
	53.42%
	62.08%
	8.17%
	5.69%
	10.38%
	59.62%
	10.16%

	Lactobacillales
	1.59%
	1.17%
	1.85%
	0.88%
	0.51%
	1.12%
	2.01%
	0.49%
	0.85%
	3.06%

	Clostridiales
	0.50%
	1.23%
	3.46%
	0.15%
	11.30%
	1.77%
	23.42%
	0.36%
	1.94%
	6.55%

	Erysipelotrichales
	0.00%
	0.13%
	0.32%
	0.01%
	0.00%
	0.25%
	0.08%
	0.04%
	0.04%
	1.56%
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Table S4. Microbial families (presence in %) detected in H. dromedarii over a year.
	Family
	19.Mar
	19.Apr
	19.May
	19.Jun
	19.Jul
	19.Sep
	19.Oct
	19.Nov
	19.Dec
	20.Jan

	Actinomycetaceae
	0.00%
	0.00%
	0.00%
	0.23%
	0.00%
	0.00%
	21.09%
	0.02%
	7.00%
	0.16%

	Corynebacteriaceae
	19.87%
	3.22%
	20.50%
	31.60%
	4.08%
	1.24%
	16.83%
	3.80%
	13.28%
	38.17%

	Dermabacteraceae
	0.26%
	0.24%
	1.51%
	0.03%
	0.01%
	0.00%
	0.03%
	0.00%
	0.00%
	8.22%

	Dermacoccaceae
	0.00%
	0.00%
	0.00%
	0.00%
	0.10%
	0.02%
	0.00%
	0.00%
	0.12%
	0.00%

	Micrococcaceae
	0.58%
	0.88%
	4.80%
	7.41%
	0.03%
	0.39%
	0.54%
	0.02%
	0.29%
	6.31%

	Rickettsiaceae
	0.00%
	0.00%
	0.00%
	0.00%
	0.00%
	2.13%
	0.00%
	0.00%
	0.00%
	0.00%

	Neisseriaceae
	0.12%
	0.02%
	9.14%
	0.34%
	0.00%
	0.80%
	0.02%
	0.00%
	1.13%
	0.38%

	Enterobacteriaceae
	0.19%
	33.85%
	0.14%
	1.04%
	0.05%
	0.16%
	0.14%
	0.34%
	1.20%
	0.33%

	Moraxellaceae
	6.89%
	10.27%
	14.13%
	1.29%
	0.13%
	0.25%
	1.29%
	0.02%
	0.46%
	1.55%

	Pseudomonadaceae
	16.59%
	2.82%
	0.42%
	0.18%
	0.00%
	0.20%
	0.07%
	0.00%
	0.00%
	0.70%

	Francisellaceae
	10.67%
	32.86%
	12.43%
	0.50%
	17.63%
	79.42%
	18.12%
	3.94%
	9.37%
	14.66%

	Bacillaceae 
	1.12%
	0.84%
	4.74%
	8.49%
	8.80%
	1.34%
	0.57%
	0.70%
	57.00%
	2.49%

	Planococcaceae
	0.95%
	0.30%
	2.04%
	0.72%
	0.09%
	0.27%
	0.14%
	0.00%
	0.08%
	0.97%

	Staphylococcaceae
	39.92%
	9.08%
	13.83%
	44.18%
	53.11%
	6.24%
	4.88%
	9.66%
	2.52%
	6.17%

	Aerococcaceae
	0.03%
	0.00%
	0.51%
	0.06%
	0.04%
	0.01%
	1.48%
	0.06%
	0.41%
	2.07%

	Clostridiales
	0.19%
	0.00%
	0.68%
	0.09%
	11.21%
	0.00%
	11.57%
	0.08%
	1.62%
	2.60%



Table S5. Microbial genera (presence in %) detected in H. dromedarii over a year.
	Genus
	19.Mar
	19.Apr
	19.May
	19.Jun
	19.Jul
	19.Sep
	19.Oct
	19.Nov
	19.Dec
	20.Jan

	Trueperella
	0.00%
	0.00%
	0.00%
	0.23%
	0.00%
	0.00%
	19.18%
	0.00%
	7.00%
	0.00%

	Corynebacterium
	19.87%
	3.22%
	20.50%
	31.60%
	4.08%
	1.24%
	16.83%
	3.80%
	13.28%
	38.17%

	Brachybacterium
	0.26%
	0.24%
	1.51%
	0.03%
	0.01%
	0.00%
	0.03%
	0.00%
	0.00%
	8.22%

	Arthrobacter
	0.46%
	0.63%
	3.60%
	7.34%
	0.03%
	0.38%
	0.50%
	0.01%
	0.29%
	5.59%

	Rickettsia
	0.00%
	0.00%
	0.00%
	0.00%
	0.00%
	2.13%
	0.00%
	0.00%
	0.00%
	0.00%

	Uruburuella
	0.12%
	0.00%
	9.14%
	0.34%
	0.00%
	0.04%
	0.00%
	0.00%
	1.13%
	0.15%

	Acinetobacter
	2.19%
	10.20%
	14.04%
	0.68%
	0.00%
	0.09%
	0.20%
	0.02%
	0.36%
	0.72%

	Moraxella
	4.00%
	0.00%
	0.02%
	0.60%
	0.00%
	0.01%
	0.00%
	0.00%
	0.11%
	0.59%

	Pseudomonas
	16.59%
	2.82%
	0.42%
	0.18%
	0.00%
	0.20%
	0.07%
	0.00%
	0.00%
	0.00%

	Francisella
	10.67%
	32.86%
	12.43%
	0.50%
	17.63%
	79.42%
	18.12%
	3.94%
	9.37%
	14.66%

	Bacillus
	1.12%
	0.84%
	4.72%
	8.49%
	8.80%
	1.34%
	0.57%
	0.70%
	57.00%
	2.49%

	Staphylococcus
	39.79%
	8.61%
	12.53%
	44.00%
	53.10%
	6.12%
	4.83%
	9.64%
	2.52%
	6.16%

	Anaerococcus
	0.00%
	0.00%
	0.35%
	0.00%
	9.01%
	0.00%
	6.56%
	0.00%
	0.63%
	0.71%

	Peptoniphilus
	0.02%
	0.00%
	0.00%
	0.00%
	0.65%
	0.00%
	3.61%
	0.00%
	0.81%
	0.25%

	Murdochiella
	0.00%
	0.00%
	0.00%
	0.00%
	0.00%
	0.00%
	7.53%
	0.00%
	0.00%
	0.01%
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Table S6. Correlation matrix shows pairwise Pearson’s r correlations between genera (bottom) and their associated significance (top).
[image: ]



	




2

3

image2.png
Staphylococai Carnimonas  Corynebacter Acinetobacte: Psychrobacte: Francisella

Staphylococal
Camimonas  -0.29352
Corynebacter -0.18962
Acinetobacte: -0.20438
Psychrobacte: -0.23532
Francisella 084302
Kiebsiella  -0.16314
Streptococcu 0.082194
Pseudomonas 0.60166
Ignatzschiner -0.012486
Bacillus  -0.22781
Trueperella  0.99083
Enterococcus -0.30555
Massilia  -035419
Proteus 096621

0.52288

-0.54798
0.28169
043339
-0.20456
-0.66234
-0.42419
0.16855
0.22063
-0.15642
-0.34594
0.024451
0.032255
-0.42066

0.68384
0.20286

-0.33318
-0.3832
-0.1641
0.29659
0.69662
-0.58398
-0.38292
-0.39409
-0.10902
0045431
0.071422
0.022903

0.66024
0.54054
046524

-0.043211
-0.25241
-0.49508
-0.27197
0.13321
09577
0.59677
-0.17668
-0.29695
0.68992
-0.26794

061148
033136
039615
0.92671

0.26064

-0.29328
-0.26493
0.56342

0.091079
-0.21379
-0.21563
0.72608

0.053067
-0.21772

0017201
0.65995
072515
0.58502
057239

-0.29067
0.15565
083617
0.023646
-0.42046
087572
0.092567
-0.28933
08754

Klebsiella
0.72672
0.10501
051834
0.25863
052325
052713

0.18573

-0.51454
-0.57355
033833

-0.18969
0.039171
-0.34656
-0.14726

Streptococcu: Pseudomonas Ignatzschiner Bacillus

0.86093
034287
0.082024
055518
056586
0.73896
069011

-0.22956
-0.22252
-0.30664
0.15754

-0.34767
-0.39685
0.19314

0.15294
071791
0.16861
0.77585
0.18779
0.019064
0.23737
0.62048

038817
-0.13369
061778
0.19982
-0.034201
0.56182

0.9788
06345
039652
0.00069077
0.84602
0.95987
0.17821
063152
0.38952

0.50555
0.031183
-0.22654
0.64022
-0.060447

0.62321
0.73769
038169
0.1572

0.64529
034759
045794
0.50355
0.77507
0.24708

-0.25629
-0.31079
027213

-0.35339

Trueperella
1.5395E-05
044721
081602
0.70471
0.64238
00097704
068373
073585
013931
0.94709
057905

-0.27644
-0.29649
0.98526

Enterococcus Massilia

0.50516
09585
092295
051781
0.064656
0.84353
093355
044479
0.6675
06252
0.49749
0.54843

0.29839
-0.17489

043571
0.94527
0.87906
0.086281
0.91004
052911
044635
037806
0.94197
0.12141
055493
051849
051569

-0.26222





image1.png
’ frontiers




image3.jpeg
’ frontiers




