Supplementary Table S1: The differentially expressed genes (DEGs) between A549 and A549RR cells.

external_gen

ensembl_gene_id 6 name gene_biotype |log2FC Pvalue FDR Style
ENSG00000115414 [FN1 protein_coding 1.812974433 0 Olup
ENSG00000198888 [MT-ND1 protein_coding| -1.149081251 0 Oldown
ENSG00000151632 [AKR1C?2 protein_coding 1.440208362 0 Olup
ENSG00000242265 [PEG10 protein_coding| -1.445619907 0 Oldown
ENSG00000164741 [DLC1 protein_coding 5.230839535 0 Olup
ENSG00000146674 [IGFBP3 protein_coding 3.305185721 0 Olup
ENSG00000145632 [PLK2 protein_coding| -2.208480014 0 Oldown
ENSG00000079805 [DNM?2 protein_coding 1.935355429 0 Olup
ENSG00000187134 [AKR1C1 protein_coding 1.151458072 0 Olup
ENSG00000096696 [DSP protein_coding 1.250156915 0 Olup
ENSG00000101871 [MID1 protein_coding | -1.253442434 0 Oldown
ENSG00000038427 [VCAN protein_coding 2.868039708 9.79E-308 4.89E-305{up
ENSG00000168209 [DDIT4 protein_coding 1.459208225 3.48E-268 1.55E-265]up
ENSG00000104419 [NDRG1 protein_coding 2.915950188 1.95E-264 8.22E-262|up
ENSG00000170004 [CHD3 protein_coding 1.018535388 8.49E-247 3.41E-244 up
ENSG00000170477 [KRT4 protein_coding 6.087528109 9.95E-230 3.64E-227|up
ENSG00000073756 [PTGS2 protein_coding| -1.961459707 9.89E-222 3.47E-219|down
ENSG00000064651 [SLC12A2 protein_coding| -1.350901239 9.38E-210 3.15E-207|down
ENSG00000131462 |[TUBG1 protein_coding| -1.318632715 2.00E-208 6.58E-206|down
ENSG00000018236 [CNTN1 protein_coding| -2.788665689 4.79E-207 1.55E-204|down
ENSG00000163735 [CXCL5 protein_coding| -1.630301375 1.75E-206 5.55E-204|down
ENSG00000170381 [SEMA3E protein_coding 2.645138019 1.21E-201 3.75E-199]up
ENSG00000128524 [ATP6V1F protein_coding| -1.035644921 5.95E-200 1.82E-197|down
ENSG00000215182 [MUCS5AC protein_coding 1.100288534 1.36E-198 4.07E-196{up
ENSG00000169851 [PCDH7 protein_coding 3.463465789 3.86E-196 1.14E-193]up
ENSG00000140538 [NTRK3 protein_coding| -2.382451434 4.14E-191 1.14E-188|down
ENSG00000086061 [DNAJA1 protein_coding| -1.292122653 9.86E-185 2.62E-182|down
ENSG00000004799 [PDK4 protein_coding| -2.199842764 3.22E-183 8.30E-181|down
ENSG00000091129 [NRCAM protein_coding| -1.172750607 2.54E-182 6.45E-180|down
ENSG00000228253 [MT-ATP8 protein_coding| -1.760330989 2.35E-167 5.24E-165|down
ENSG00000089289 [IGBP1 protein_coding 1.422093029 5.33E-155 1.07E-152]up
ENSG00000006453 [BAIAP2L1 protein_coding 1.561904658 7.32E-155 1.45E-152]up
ENSG00000003436 |TFPI protein_coding 1.537969731 2.22E-153 4.35E-151{up
ENSG00000183684 [ALYREF protein_coding| -1.532420265 1.69E-152 3.24E-150|down
ENSG00000106780 [MEGF9 protein_coding 1.167308609 1.16E-149 2.15E-147|up
ENSG00000000971 [CFH protein_coding 2.544592673 3.66E-148 6.70E-146]|up
ENSG00000167106 [FAM102A protein_coding 1.112703401 5.22E-142 9.14E-140]up
ENSG00000171345 [KRT19 protein_coding| -11.11129468 2.35E-141 4.08E-139|down
ENSG00000167468 [GPX4 protein_coding 1.047790352 1.65E-138 2.81E-136]up
ENSG00000075426 [FOSL2 protein_coding| -1.748148526 9.70E-134 1.57E-131|down
ENSG00000104805 [NUCB1 protein_coding 1.048088872 2.35E-130 3.76E-128|up
ENSG00000024422 [EHD?2 protein_coding 1.364238836 1.45E-129 2.28E-127|up
ENSG00000275395 [FCGBP protein_coding 2.287678397 1.22E-128 1.88E-126]up
ENSG00000066468 [FGFR?2 protein_coding 5.05342897 1.48E-128 2.26E-126]|up
ENSG00000139289 [PHLDA1 protein_coding -1.25575449 1.25E-127 1.89E-125|down
ENSG00000108106 [UBE2S protein_coding| -1.457048091 1.26E-127 1.88E-125|down
ENSG00000171867 |[PRNP protein_coding -1.40532443 1.37E-127 2.03E-125|down
ENSG00000124429 [POF1B protein_coding 1.878842227 2.26E-127 3.32E-125|up
ENSG00000142798 [HSPG2 protein_coding 1.088696756 2.59E-124 3.74E-122|up
ENSG00000105825 [TFPI2 protein_coding| -1.389093962 3.62E-124 5.19E-122|down
ENSG00000146374 [RSPO3 protein_coding| -2.050445578 3.66E-123 5.20E-121|down




ENSG00000184226 |PCDH9 protein_coding 1.949503663 1.26E-120 1.73E-118|up
ENSG00000118898 |PPL protein_coding 2.594773046 1.35E-120 1.84E-118|up
ENSG00000103275 |UBE2I protein_coding [ -1.322440801 /.82E-117 9.98E-115[down
ENSG00000168453 |HR protein_coding | 2.614675975 1.71E-115 2.13E-113|up
ENSG00000005889 |ZFX protein_coding | -2.487167295 1.74E-114 2.16E-112|down
ENSG000002/72398 |CD24 protein_coding 1.226573797 3.61E-114 4.44E-112|up
ENSG00000065054 |SLC9A3R2 protein_coding | 2.385492093 4.03E-113 4.81E-111|up
ENSG00000076864 |RAP1GAP protein_coding 1.279363366 1.54E-112 1.81E-110)up
ENSG00000163811 |WDR43 protein_coding | -1.208142621 5.20E-112 6.03E-110[{down
ENSG00000130985 |UBA1 protein_coding -1.00818327 8.80E-111 1.01E-108|down
ENSG00000146166 |LGSN protein_coding | 2.567108557 /.51E-107 8.31E-105]|up
ENSG00000138061 |CYP1B1 protein_coding | -1.728914064 1.75E-106 1.90E-104|down
ENSG00000102172 |SMS protein_coding [ -1.195905401 1.07E-105 1.15E-103|down
ENSG00000152818 JUTRN protein_coding 1.072703956 3.00E-105 3.19E-103|up
ENSG00000171617 |ENC1 protein_coding | -2.066302674 9.57E-105 1.01E-102|down
ENSG00000107984 |DKK1 protein_coding 1.148211919 /.57E-104 /.89E-102|up
ENSG00000164032 |H2AFZ protein_coding [ -1.058405687 2.40E-103 2.49E-101[down
ENSG00000102317 |RBM3 protein_coding | -1.206260673 6.83E-103 7.04E-101[down
ENSG00000182809 |CRIP2 protein_coding| 3.778664372 4.53E-102 4.63E-100]up
ENSG00000131470 |PSMC3IP protein_coding | -2.526515456 5.19E-102 5.28E-100|down
ENSG00000156510 |HKDC1 protein_coding | -1.438468212 4.41E-101 4.46E-99|down
ENSG00000153922 |CHD1 protein_coding | -1.130413145 9.75E-101 9.80E-99]|down
ENSG00000132561 |MATN2 protein_coding | 2.585834245 1.27E-100 1.27E-98|up
ENSG00000158856 |DMTN protein_coding 1.730801274 1.27E-99 1.26E-97]up
ENSG00000100504 |PYGL protein_coding 1.165935641 1.74E-99 1.70E-97]up
ENSG00000112877 |CEP/2 protein_coding| -3.271132791 2.48E-99 2.42E-97[down
ENSG00000182621 |PLCB1 protein_coding | 2.900262882 3.50E-98 3.39E-96[up
ENSG00000108691 |CCL2 protein_coding | -2.760606138 3.65E-98 3.51E-96]|down
ENSG00000152661 |GJA1 protein_coding 1401894225 5.63E-98 5.36E-96[up
ENSG00000130204 |TOMM40 protein_coding | -1.037499525 6.75E-97 6.35E-95[down
ENSG000001/1848 |RRM2 protein_coding | -1.812273407 1.22E-95 1.14E-93[down
ENSG00000123384 |LRP1 protein_coding 1.201921001 3.38E-93 3.09E-91[up
ENSG00000144057 |ST6GALZ protein_coding | 5.142744802 4.11E-92 3.74E-90[up
ENSG00000169925 |BRD3 protein_coding 1.17/0146237 7.54E-92 6.82E-90[up
ENSG00000198840 |[MT-ND3 protein_coding | -1.397059793 4.43E-91 3.99E-89]|down
ENSG00000111799 |COL12A1 protein_coding 2.25710107 4.10E-90 3.63E-88[up
ENSG00000157214 |STEAP2 protein_coding | -1.851767939 1.34E-88 1.16E-86[down
ENSG00000242372 |EIF6 protein_coding | -1.511975547 1.60E-88 1.38E-86[down
ENSG00000131018 |SYNE1 protein_coding 1.284372877 1.73E-88 1.49E-86|up
ENSG00000033170 |FUT8 protein_coding [ -1.879003085 4.12E-88 3.52E-86]|down
ENSG00000072422 |RHOBTB1 protein_coding 1.458890739 1.44E-87 1.22E-85|up
ENSG00000197170 |PSMD12 protein_coding | -1.126830491 2.23E-86 1.87E-84[down
ENSG00000141564 |RPTOR protein_coding [ -1.335902446 4.30E-86 3.56E-84|down
ENSG00000130725 |UBE2M protein_coding | -1.337517162 8.50E-86 7.00E-84|down
ENSG00000111275 |ALDH2 protein_coding 1.100351203 3.90E-85 3.19E-83[up
ENSG00000168646 |AXINZ protein_coding -2.17842378 7/.56E-85 6.13E-83[down
ENSG000001/3848 |NET1 protein_coding 1.055808406 1.48E-84 1.19E-82|up
ENSG00000138162 |TACC2 protein_coding 1.197/638077 2.61E-84 2.08E-82[up
ENSG00000178996 |SNX18 protein_coding | -2.292768139 4.42E-84 3.50E-82|down
ENSG00000240694 |PNMA2 protein_coding 1.5356245 5.17E-83 4.01E-81|up
ENSG00000117983 |[MUCSB protein_coding 1.85084503 6.34E-83 4.90E-81|up
ENSG00000088247 |KHSRP protein_coding | -1.094316712 3.41E-82 2.61E-80[{down
ENSG00000186350 |RXRA protein_coding 1.353522892 4.50E-82 3.42E-80[up
ENSG00000088826 |SMOX protein_coding| -1.570974857 5.11E-82 3.86E-80]down




ENSG00000117139 |KDM5B protein_coding 1.057079741 2.29E-81 1.69E-79[up
ENSG00000169410 |PTPN9 protein_coding 1.347525887 2.30E-81 1.69E-79[up
ENSG000001/5756 |AURKAIP1 protein_coding [ -1.325195525 3.09E-81 2.27E-79[down
ENSG00000006118 |TMEM132A |protein_coding | -2.073666487 3.65E-81 2.66E-79[down
ENSG00000164338 |UTP15 protein_coding [ -2.085022362 1.25E-80 8.87E-79]|down
ENSG00000090924 |PLEKHGZ protein_coding 1.689283552 1.52E-79 1.06E-77]up
ENSG00000101040 |ZMYND8 protein_coding 1.319603084 1.23E-7/8 8.41E-77{up
ENSG00000103888 |CEMIP protein_coding | -1.343430334 1.46E-7/8 9.88E-77]|down
ENSG00000141510 |TP53 protein_coding 1.17395472 2.69E-78 1.81E-76]up
ENSG00000101004 [NINL protein_coding 1.346276624 [.26E-78 4.84E-76]up
ENSG00000088038 |CNOT3 protein_coding 1.018996461 2.54E-77 1.68E-75|up
ENSG00000151892 |GFRA1 protein_coding 2.16257467 3.35E-77 2.20E-75[up
ENSG00000187634 |SAMD11 protein_coding | 2.618894224 S5.14E-77 3.36E-75[up
ENSG00000121073 |SLC35B1 protein_coding | -2.043477118 [.54E-T77 4.91E-75|down
ENSG00000141013 |GAS8 protein_coding 1.468097009 3.58E-76 2.31E-74{up
ENSG00000115946 |PNO1 protein_coding | -1.534101149 8.63E-76 5.51E-74[down
ENSG00000154305 |MIA3 protein_coding 1.12519653 1.49E-74 9.36E-73[up
ENSG00000138193 |PLCE1 protein_coding 1.796102759 5.25E-74 3.28E-72[up
ENSG00000103111 |MON1B protein_coding 1.26625193 /.89E-73 4.85E-71]up
ENSG00000167306 |MYO5B protein_coding | -3.622748507 1.03E-72 6.30E-71[down
ENSG00000130508 |PXDN protein_coding | -9.841388793 2.30E-72 1.39E-70[{down
ENSG00000108375 |RNF43 protein_coding | -1.386936613 3.83E-72 2.30E-70[down
ENSG00000119812 |FAM98A protein_coding| -1.675177294 5.20E-72 3.10E-70]|down
ENSG00000155545 |MIER3 protein_coding | -2.598117642 2.53E-71 1.50E-69[down
ENSG00000115993 |TRAK2 protein_coding 1.668948042 3.65E-71 2.15E-69[up
ENSG00000041353 |RAB27B protein_coding | -1.385976368 5.61E-71 3.28E-69]|down
ENSG00000092853 |CLSPN protein_coding | -1.623399178 1.43E-70 8.31E-69|down
ENSG00000165323 |FAT3 protein_coding | 3.755287128 2.69E-70 1.55E-68|up
ENSG00000074416 |[MGLL protein_coding 1.329678033 1.27E-69 /.29E-68[up
ENSG00000081041 |CXCL2 protein_coding | -4.868457036 1.36E-69 7.75E-68]|down
ENSG00000171604 |CXXC5 protein_coding 1.592173118 4.31E-69 2.45E-67[up
ENSG00000088992 |TESC protein_coding | -1.354746553 7.02E-69 3.95E-67]|down
ENSG00000198722 |UNC13B protein_coding 1.350015936 1.07/E-68 5.99E-67[up
ENSG00000162627 |SNXY protein_coding 1.944000798 2.92E-68 1.62E-66|up
ENSG00000164647 |STEAP1 protein_coding | -1.187822478 5.42E-68 3.01E-66]|down
ENSG00000119326 |CTNNAL1 protein_coding | -1.424026241 5.73E-68 3.17E-66]down
ENSG00000184347 |SLIT3 protein_coding | 2.481452111 7.24E-68 3.99E-66[up
ENSG00000117394 |SLC2A1 protein_coding 1.184286129 8.74E-68 4.80E-66]up
ENSG00000125356 |[NDUFA1 protein_coding | -1.222249177 1.86E-67 1.02E-65[down
ENSG00000177200 |CHD9 protein_coding 1.07/881863 4.27E-67 2.32E-65[up
ENSG00000072071 |ADGRL1 protein_coding | 2.313269452 6.19E-67 3.35E-65[up
ENSG00000186395 |KRT10 protein_coding | -1.825646056 1.03E-66 5.56E-65[down
ENSG00000125835 |SNRPB protein_coding| -1.011371559 1.94E-66 1.04E-64[down
ENSG00000172927 |[MYEQV protein_coding | -1.989142413 2.7/8E-66 1.48E-64[down
ENSG00000114374 |USP9Y protein_coding 1.73470647 3.65E-66 1.94E-64|up
ENSG00000078061 |ARAF protein_coding | -2.592533322 3.95E-66 2.09E-64[down
ENSG00000174446 |SNAPCS protein_coding | -2.499282816 4.08E-66 2.15E-64[down
ENSG00000079215 |SLC1A3 protein_coding| -3.176373041 5.09E-66 2.67E-64[down
ENSG00000116574 |[RHOU protein_coding | 4.977193384 1.01E-65 5.26E-64[up
ENSG00000196526 |AFAP1 protein_coding 1.32731823 3.69E-65 1.92E-63|up
ENSG00000159593 |NAE1 protein_coding | -1.219448434 2.30E-64 1.17E-62[down
ENSG00000166938 |DIS3L protein_coding | -1.083175465 2.97E-64 1.51E-62[down
ENSG00000012174 |[MBTPS2 protein_coding | -1.491202438 3.14E-64 1.59E-62[down
ENSG00000186871 |ERCC6EL protein_coding| -2.178267229 5.72E-64 2.88E-62[down




ENSG00000106355 |LSM5 protein_coding | -1.122556109 6.81E-64 3.41E-62|down
ENSG00000163683 |SMIM14 protein_coding 1.605312267 2.7/4E-63 1.36E-61|up
ENSG00000132639 |SNAP25 protein_coding | 2.000675783 1.51E-62 /.38E-61[up
ENSG00000123131 |PRDX4 protein_coding| -1.611190969 1.71E-62 8.37E-61|down
ENSG00000196704 |AMZ2 protein_coding [ -1.080900476 1.80E-62 8.77E-61|down
ENSG00000162734 |PEA1S protein_coding [ -1.544228603 3.7/5E-62 1.82E-60[{down
ENSG00000065882 |TBC1D1 protein_coding 1.093553109 3.79E-62 1.84E-60]up
ENSG000000/8018 |MAP2 protein_coding | 2.629819993 4.01E-62 1.94E-60]up
ENSG00000169174 |PCSK9 protein_coding| 2.110746819 6.19E-62 2.97E-60[up
ENSG00000067798 |NAV3 protein_coding | -1.696683782 6.68E-62 3.20E-60]|down
ENSG00000155097 |ATP6VIC1  |protein_coding| -1.448066358 1.25E-61 5.91E-60[{down
ENSG00000104760 |FGL1 protein_coding | 2.342778131 1.76E-61 8.29E-60[up
ENSG00000141698 |NT5C3B protein_coding | -1.033737356 1.80E-61 8.49E-60|down
ENSG00000120063 |GNA13 protein_coding [ -1.193495037 2.68E-61 1.25E-59[down
ENSG00000103202 |[NME4 protein_coding | -1.312399931 3.16E-61 1.47E-59[down
ENSG00000100292 |[HMOX1 protein_coding | -1.395951341 5.70E-61 2.64E-59[down
ENSG00000186660 |ZFP91 protein_coding | -1.428533559 6.34E-61 2.93E-59[down
ENSG00000058729 |RIOK2 protein_coding [ -1.964428403 [42E-61 3.41E-59]|down
ENSG00000115183 |TANC1 protein_coding 1.374874923 9.16E-61 4.19E-59]up
ENSG00000146574 |CCZ1B protein_coding | 2.462391955 1.05E-60 4.78E-59]up
ENSG000001/73918 |C1QTNF1 protein_coding [ -8.300820412 1.13E-60 5.13E-59[down
ENSG00000112992 |NNT protein_coding | -3.087013521 1.31E-60 5.91E-59[down
ENSG00000109133 |TMEMS33 protein_coding | -1.243715241 1.47E-60 6.65E-59[down
ENSG00000130433 |CACNG6 protein_coding | 3.028027097 1.69E-60 /.61E-59[up
ENSG00000095321 |CRAT protein_coding 1.389243468 6.81E-59 2.98E-57[up
ENSG00000213918 |DNASE1 protein_coding 1.914651482 1.14E-58 5.00E-57[up
ENSG00000140284 |SLC27A2 protein_coding| -1.787219818 1.27E-58 5.55E-57[down
ENSG00000136950 |ARPC5L protein_coding | -2.798575709 1.85E-58 8.03E-57]|down
ENSG00000130158 |DOCK6 protein_coding 1.663867008 1.89E-58 8.17E-57{up
ENSG00000164244 |PRRC1 protein_coding -1.35211926 3.65E-58 1.57E-56[down
ENSG00000186472 |PCLO protein_coding 1.566831124 3.81E-58 1.63E-56|up
ENSG00000104765 |BNIP3L protein_coding 1.08454425 4.06E-58 1.74E-56]up
ENSG00000163170 |BOLAS protein_coding | -1.888694508 5.98E-58 2.55E-56[{down
ENSG00000143315 |PIGM protein_coding | -8.210622603 1.25E-57 5.28E-56[{down
ENSG00000141456 |PELP1 protein_coding | -1.099700789 /.81E-57 3.27E-55]|down
ENSG00000123358 |NR4A1l protein_coding [ -2.335652983 1.20E-56 4.99E-55|down
ENSG00000130165 |ELOF1 protein_coding -2.86477172 3.73E-56 1.54E-54[down
ENSG00000130707 |ASS1 protein_coding 1.520682343 4.64E-56 1.91E-54|up
ENSG00000168090 |COPS6 protein_coding | -1.251764915 6.65E-56 2.72E-54[down
ENSG00000264364 |DYNLL2 protein_coding | -1.204587361 7.35E-56 3.00E-54|down
ENSG00000164638 |SLC29A4 protein_coding | 2.223721303 /.43E-56 3.02E-54[up
ENSG00000196872 |KIAA1211L |protein_coding| 3.444013426 8.92E-56 3.61E-54[up
ENSG00000120800 |UTP20 protein_coding | -1.019933674 1.51E-55 6.04E-54[down
ENSG00000158528 |PPP1R9A protein_coding 1.045023868 1.53E-55 6.11E-54|up
ENSG00000081087 |OSTM1 protein_coding | -2.456471282 1.54E-55 6.15E-54[down
ENSG00000175592 |FOSL1 protein_coding -2.37190351 2.21E-55 8.77E-54|down
ENSG00000119048 |UBE2B protein_coding | -2.991751528 3.03E-55 1.20E-53[down
ENSG00000172175 |MALT1 protein_coding [ -1.080802502 6.13E-55 2.41E-53[down
ENSG00000132326 |PER? protein_coding 1.542734063 8.35E-55 3.28E-53[up
ENSG00000125434 |SLC25A35 protein_coding [ -3.029015796 8.97E-55 3.51E-53|down
ENSG00000118596 |SLC16A7 protein_coding 1.99411/169 1.02E-54 3.99E-53[up
ENSG00000173674 |EIF1AX protein_coding | -1.186246643 1.66E-54 6.41E-53[down
ENSG00000049167 |ERCC8 protein_coding [ -2.494056153 2.27E-54 8.77E-53|down
ENSG00000141232 |TOB1 protein_coding| -1.187301932 2.59E-54 9.97E-53|down




ENSG00000090905 |TNRC6A protein_coding [ -1.095619935 3.08E-54 1.18E-52[down
ENSG00000145050 |MANF protein_coding | -1.269662119 4.49E-54 1.72E-52[down
ENSG000001/8971 |CTC1 protein_coding 1.135601229 7.02E-54 2.68E-52[up
ENSG00000144290 |SLC4A10 protein_coding | 8.977193384 8.60E-54 3.26E-52[up
ENSG00000107890 |ANKRD26 protein_coding [ -1.838523459 1.79E-53 6.76E-52[down
ENSG00000086548 |CEACAMG6 protein_coding [ -2.186036964 2.65E-53 9.98E-52|down
ENSG000000/2832 |CRMP1 protein_coding 1.76423317/8 3.08E-53 1.16E-51|up
ENSG00000124882 |EREG protein_coding | -1.225062121 3.83E-53 1.44E-51[down
ENSG00000150990 |DHX37 protein_coding [ -1.209070483 3.87E-53 1.45E-51[down
ENSG00000111880 |RNGTT protein_coding | -2.307605016 4.14E-53 1.54E-51[down
ENSG00000163739 |CXCL1 protein_coding -3.09596162 4.79E-53 1.77E-51[down
ENSG00000141560 |FN3KRP protein_coding [ -1.906764802 5.94E-53 2.19E-51[down
ENSG00000241119 JUGT1A9 protein_coding | 3.300521832 6.74E-53 2.48E-51[up
ENSG00000130635 |COLSA1 protein_coding 1.377445809 8.89E-53 3.26E-51fup
ENSG00000100139 |MICALL1 protein_coding 1.408753992 9.94E-53 3.64E-51[up
ENSG00000121749 |TBC1D15 protein_coding | -1.396283956 1.23E-52 4.50E-51|down
ENSG00000168393 |DTYMK protein_coding | -1.237017546 1.47E-52 5.33E-51[down
ENSG00000101811 |CSTF2 protein_coding | -1.910701884 1.49E-52 5.38E-51[down
ENSG00000108826 |MRPL27 protein_coding | -1.401856732 1.59E-52 5.70E-51[down
ENSG00000103326 |CAPN15 protein_coding | -2.057007986 1.81E-52 6.49E-51[down
ENSG00000136925 |TSTD2 protein_coding | -2.560760327 2.20E-52 7.88E-51|down
ENSG00000004468 |CD38 protein_coding 1.653118757 3.21E-52 1.14E-50]up
ENSG00000110104 |CCDC86 protein_coding [ -1.132085066 4.16E-52 1.47E-50[{down
ENSG00000124766 |SOX4 protein_coding | -1.290206278 4.96E-52 1.75E-50{down
ENSG00000139625 |MAP3K12 protein_coding 1.474540561 5.23E-52 1.84E-50]up
ENSG00000163814 |CDCP1 protein_coding [ -1.586780665 5.52E-52 1.94E-50[{down
ENSG00000181143 |MUC16 protein_coding | 2.525393538 6.20E-52 2.17E-50[up
ENSG00000116096 |SPR protein_coding | -1.721960978 8.18E-52 2.85E-50[{down
ENSG00000106541 |AGR2 protein_coding 1.40653872 8.66E-52 3.01E-50{up
ENSG00000224877 |NDUFAF8 protein_coding | -1.204979527 9.15E-52 3.18E-50]|down
ENSG00000181381 |DDX60L protein_coding | -2.665231838 9.95E-52 3.45E-50]|down
ENSG00000183098 |GPC6 protein_coding | 2.178395859 1.05E-51 3.64E-50{up
ENSG00000113657 |DPYSL3 protein_coding 1.13180867 2.15E-51 7.40E-50{up
ENSG00000148677 |ANKRD1 protein_coding | 2.240692859 2.32E-51 7.96E-50{up
ENSG00000166619 |BLCAP protein_coding | -1.859885137 5.94E-51 2.04E-49[down
ENSG00000174840 |PDE12 protein_coding| -1.916733918 6.41E-51 2.19E-49[down
ENSG00000171453 |POLRIC protein_coding | -2.155899416 6.70E-51 2.28E-49[down
ENSG00000048649 |RSF1 protein_coding 1.036620683 6.71E-51 2.28E-49[up
ENSG00000147475 |ERLINZ protein_coding 1177447329 8.13E-51 2.75E-49[up
ENSG00000163870 |TPRA1 protein_coding -2.60181336 9.39E-51 3.17E-49]down
ENSG00000111775 |COX6A1 protein_coding 1.513403936 4.56E-50 1.53E-48|up
ENSG00000135338 |LCAS protein_coding | 2.887267168 5.08E-50 1.70E-48|up
ENSG00000117528 |ABCD3 protein_coding 1.162100193 9.31E-50 3.10E-48[up
ENSG00000136854 |STXBP1 protein_coding 1.078346603 1.38E-49 4.57E-48]up
ENSG00000169231 |THBS3 protein_coding 1.95373584 2.68E-49 8.78E-48[up
ENSG00000164543 |STK17A protein_coding | -1.346881243 3.92E-49 1.28E-47[down
ENSG00000140961 |OSGIN1 protein_coding | -1.476526902 4.77E-49 1.54E-47[down
ENSG00000135111 |TBX3 protein_coding| -1.168117874 4.82E-49 1.56E-47[down
ENSG00000137492 |THAP12 protein_coding | -1.169340676 5.77E-49 1.85E-47[down
ENSG00000106804 |C5 protein_coding | 2.384679286 7.43E-49 2.38E-47[up
ENSG00000113916 |BCL6 protein_coding 1.96022976 7.51E-49 2.40E-47[up
ENSG00000117155 |SSX2IP protein_coding | -1.267453314 1.08E-48 3.44E-47]|down
ENSG00000173599 |PC protein_coding 1.39412455 1.59E-48 5.04E-47{up
ENSG00000103528 |SYT17 protein_coding 2405293407 1.74E-48 5.52E-47{up




ENSG00000079112 |CDH17 protein_coding| 4.166785138 2.55E-48 8.06E-47[up
ENSG00000134762 |DSC3 protein_coding 2.709626376 3.29E-48 1.04E-46]up
ENSG00000184992 |BRI3BP protein_coding | -1.022618752 4.62E-48 1.45E-46[down
ENSG00000163346 |PBXIP1 protein_coding 1.296546094 /. /8E-48 2.44E-46[up
ENSG00000113621 |TXNDC15 protein_coding -1.18292848 9.29E-48 2.89E-46[down
ENSG00000069011 |PITX1 protein_coding | -1.518965862 1.81E-47 5.60E-46[down
ENSG00000127324 |TSPANS protein_coding | 8.743573708 2.7E-47 8.57E-46[up
ENSG00000100154 |TTC28 protein_coding 1.27/8186233 2./9E-47 8.62E-46[up
ENSG00000126767 |ELK1 protein_coding | -1.871762442 2.85E-47 8.79E-46]|down
ENSG00000152700 |SAR1B protein_coding | -1.324793623 3.04E-47 9.34E-46]down
ENSG00000123178 |SPRYD7Y protein_coding | -2.180791854 4.10E-47 1.25E-45[down
ENSG00000233276 |GPX1 protein_coding | -1.287961866 5.96E-47 1.81E-45[down
ENSG00000065559 |MAP2K4 protein_coding | -1.342071319 6.37E-47 1.93E-45[down
ENSG00000184922 |FMNL1 protein_coding | -1.032273413 6.76E-47 2.05E-45[down
ENSG00000101911 |PRPS2 protein_coding [ -1.525029979 8.61E-47 2.60E-45[down
ENSG00000185344 |ATP6VOA2  |protein_coding| -1.773701985 1.39E-46 4.18E-45]|down
ENSG00000114861 |FOXP1 protein_coding 1.524533912 1.95E-46 5.87E-45[up
ENSG00000169896 |ITGAM protein_coding | 7.537989574 2.55E-46 7.63E-45[up
ENSG00000101868 |POLA1 protein_coding | -1.133866977 3.03E-46 9.04E-45]|down
ENSG000001/72716 |SLFN11 protein_coding | -9.011313794 3.55E-46 1.06E-44[down
ENSG00000151690 |[MFSD6 protein_coding 1.22869197 3.63E-46 1.08E-44|up
ENSG000001/7971 [IMP3 protein_coding | -1.278240654 5.34E-46 1.58E-44[down
ENSG00000049323 |LTBP1 protein_coding | -7.818668717 5.41E-46 1.59E-44[down
ENSG00000167302 |TEPSIN protein_coding | -3.511240191 [.25E-46 2.13E-44[down
ENSG00000141741 |MIEN1 protein_coding| -1.725911576 [A4T7E-46 2.19E-44[down
ENSG00000269343 |ZNF587B protein_coding| -1.815157251 8.21E-46 2.41E-44[down
ENSG00000112110 |MRPL18 protein_coding -1.22705744 8.35E-46 2.44E-44[down
ENSG00000135241 |PNPLA8 protein_coding 1.61335113 9.23E-46 2.70E-44|up
ENSG00000173141 |MRPL57 protein_coding -1.33490035 1.20E-45 3.46E-44|down
ENSG00000196562 |SULF2 protein_coding 1.200372327 1.30E-45 3.75E-44[up
ENSG00000221823 |PPP3R1 protein_coding | -1.050364072 2.02E-45 5.79E-44[down
ENSG00000150347 |ARIDSB protein_coding | 2.096454731 3.71E-45 1.06E-43|up
ENSG00000102753 |KPNA3 protein_coding | -1.434763534 4.06E-45 1.15E-43[down
ENSG00000198157 |[HMGNS protein_coding | 2.238675596 5.63E-45 1.59E-43|up
ENSG00000103534 |TMC5 protein_coding | -2.518441486 6.76E-45 1.90E-43[down
ENSG00000257365 |FNTB protein_coding| -3.063781214 6.77E-45 1.90E-43[down
ENSG00000004866 |ST/ protein_coding [ -3.003660222 7.96E-45 2.23E-43[down
ENSG00000167767 |KRT80 protein_coding 1.206880416 8.63E-45 2.41E-43[up
ENSG00000144560 |VGLL4 protein_coding 1.070013249 2.03E-44 5.63E-43[up
ENSG00000160953 |[MUM1 protein_coding | -1.589736656 2.06E-44 5.69E-43[down
ENSG00000103494 |RPGRIP1L protein_coding | -1.732864336 3.31E-44 9.10E-43|down
ENSG00000179348 |GATA2 protein_coding [ -3.980452831 3.36E-44 9.24E-43|down
ENSG00000126107 |HECTD3 protein_coding 1.814540229 4.94E-44 1.35E-42|up
ENSG00000068438 |FTSJ1 protein_coding | -1.772909055 5.16E-44 1.40E-42[down
ENSG00000133739 |LRRCC1 protein_coding [ 2.503903295 7/.55E-44 2.05E-42[up
ENSG00000166548 |TK2 protein_coding 1.859050925 8.60E-44 2.33E-42[up
ENSG00000174442 |ZWILCH protein_coding | -1.250419226 1.09E-43 2.94E-42[down
ENSG00000166333 |ILK protein_coding 1.277005908 2.22E-43 5.90E-42[up
ENSG00000101493 |ZNF516 protein_coding | 2.320498889 2.69E-43 7.12E-42{up
ENSG00000048028 |USP28 protein_coding | -1.098828161 2.74E-43 7.25E-42]|down
ENSG00000196782 |[MAML3 protein_coding 1.155119808 3.16E-43 8.36E-42[up
ENSG00000102287 |GABRE protein_coding 1.711393302 3.17E-43 8.36E-42[up
ENSG00000100124 |ANKRD54 protein_coding | -4.352350712 5.47E-43 1.43E-41[down
ENSG00000095015 |[MAP3K1 protein_coding | -1.721620467 5.63E-43 1.47E-41|{down




ENSG00000143512 |HHIPL2 protein_coding 1.048200789 6.18E-43 1.61E-41|up
ENSG00000132963 |POMP protein_coding [ -1.238278946 1.36E-42 3.53E-41|down
ENSG00000166165 |CKB protein_coding 1.668510759 1.37E-42 3.53E-41[up
ENSG00000065361 |ERBB3 protein_coding | 4.246074048 2.03E-42 5.22E-41[up
ENSG00000197555 |SIPA1L1 protein_coding 1.338199306 2.20E-42 5.66E-41[up
ENSG00000117114 |ADGRL2 protein_coding 1.211282429 241E-42 6.18E-41[up
ENSG00000099977 |DDT protein_coding 1.821240201 2.12E-42 6.97E-41[up
ENSG00000161249 |DMKN protein_coding 2.88740948 3.35E-42 8.56E-41[up
ENSG00000100889 |PCK2 protein_coding 1.831800891 3.48E-42 8.87E-41[up
ENSG00000155465 |SLC7A7Y protein_coding 1.903848539 4.28E-42 1.09E-40]up
ENSG00000143971 |ETAAL protein_coding | -1.498184038 4.31E-42 1.09E-40[{down
ENSG00000167394 |ZNF668 protein_coding | -2.764975677 4.49E-42 1.14E-40[{down
ENSG00000182197 |EXT1 protein_coding 1.30447531 4.56E-42 1.16E-40]up
ENSG00000083544 |TDRD3 protein_coding 1.821915159 5.68E-42 1.44E-40]up
ENSG00000108984 |[MAP2K6 protein_coding [ -2.442292838 6.12E-42 1.54E-40[{down
ENSG00000184232 |OAF protein_coding -3.99893007 8.64E-42 2.16E-40[down
ENSG00000117751 |PPP1R8 protein_coding| -1.611091174 9.68E-42 2.41E-40[down
ENSG00000121931 |LRIF1 protein_coding | -2.143044493 9.82E-42 2.44E-40[down
ENSG00000235162 |C120rf75 protein_coding [ -1.549499524 1.02E-41 2.52E-40[down
ENSG00000171492 |LRRC8D protein_coding | -1.452491431 1.35E-41 3.35E-40]|down
ENSG00000162409 |PRKAA2 protein_coding 1.477498848 1.42E-41 3.50E-40{up
ENSG00000197296 |FITM2 protein_coding 1.773568448 1.42E-41 3.50E-40{up
ENSG00000107815 |TWNK protein_coding | -1.273966874 1.66E-41 4.09E-40]|down
ENSG00000188375 |H3F3C protein_coding | -1.743940453 1.97E-41 4.85E-40|down
ENSG00000185561 |TLCD2 protein_coding | 2.295558886 2.18E-41 5.35E-40[up
ENSG00000214706 |IFRD2 protein_coding | -1.768457271 3.10E-41 7.58E-40]|down
ENSG00000122643 |NT5C3A protein_coding | -1.849001977 3.92E-41 9.51E-40]|down
ENSG00000121064 |SCPEP1 protein_coding -2.60171838 412E-41 9.98E-40]|down
ENSG00000187678 |SPRY4 protein_coding | -2.887401191 447E-41 1.08E-39[down
ENSG00000184220 |CMSS1 protein_coding | -1.241672526 4.90E-41 1.18E-39[down
ENSG00000160190 |SLC37A1 protein_coding [ -5.909868531 6.95E-41 1.67E-39[down
ENSG00000090565 |RAB11FIP3  |protein_coding | -1.298246468 1.04E-40 2.49E-39[down
ENSG00000065485 |PDIAS protein_coding 1.338688925 1.88E-40 4.49E-39]up
ENSG00000072135 |PTPN18 protein_coding | -1.865040061 1.92E-40 4.57E-39|down
ENSG00000167112 |TRUB2 protein_coding 1.06762706 2.14E-40 5.10E-39[up
ENSG00000164307 |ERAP1 protein_coding [ -2.584230954 2.38E-40 5.66E-39[down
ENSG00000151726 |ACSL1 protein_coding | -1.368969072 3.39E-40 8.03E-39]|down
ENSG00000137700 |SLC37A4 protein_coding 1.578584973 3.70E-40 8.74E-39[up
ENSG00000163882 |POLR2H protein_coding | -2.633731144 4.87E-40 1.15E-38[down
ENSG00000107331 |ABCA2 protein_coding 1117171933 4.87E-40 1.15E-38|up
ENSG00000064309 |CDON protein_coding 1.457455689 4.96E-40 1.17E-38|up
ENSG00000149182 |ARFGAP2 protein_coding | -2.154981029 5.48E-40 1.28E-38[down
ENSG00000115902 |SLC1A4 protein_coding | -2.037227795 8.03E-40 1.87E-38[down
ENSG00000247077 |PGAMS protein_coding| -1.174188031 1.46E-39 3.39E-38|down
ENSG00000188158 |NHS protein_coding | -2.463751266 1.61E-39 3.72E-38|down
ENSG00000225973 |PIGBOS1 protein_coding [ -3.343889134 1.66E-39 3.83E-38|down
ENSG00000255112 |CHMP1B protein_coding| -1.111859788 2.15E-39 4.93E-38|down
ENSG00000149212 |SESN3 protein_coding | 3.203005326 2.29E-39 5.25E-38|up
ENSG00000136828 |RALGPS1 protein_coding 2.26497108 2.78E-39 6.34E-38[up
ENSG00000083099 |LYRM?2 protein_coding | -2.112036383 2.82E-39 6.44E-38[down
ENSG00000065325 |GLP2R protein_coding 1.792373006 3.01E-39 6.85E-38[up
ENSG00000115289 |PCGF1 protein_coding [ -3.336153485 3.13E-39 7.12E-38|down
ENSG00000163898 |LIPH protein_coding 2.337581348 3.26E-39 7.42E-38[up
ENSG00000095794 |CREM protein_coding| -1.792479193 3.39E-39 7.69E-38]|down




ENSG00000264230 |ANXASL1 protein_coding 1.496297553 3.50E-39 7.92E-38|up
ENSG00000116809 |ZBTB17 protein_coding | -4.011313794 4.25E-39 9.59E-38|down
ENSG00000100836 |PABPN1 protein_coding [ -1.735260442 4.58E-39 1.03E-37[down
ENSG00000176406 |RIMS2 protein_coding | 2.979771929 4.68E-39 1.05E-37]|up
ENSG00000067533 |RRP15 protein_coding | -1.217607043 1.14E-38 2.55E-37[down
ENSG00000166106 |ADAMTS1S5 |protein_coding | 4.436064673 1.26E-38 2.82E-37{up
ENSG00000146670 |CDCAS protein_coding [ -1.479804498 1.44E-38 3.21E-37|down
ENSG00000086200 |IPO11 protein_coding [ -1.340388603 1.61E-38 3.58E-37|down
ENSG00000119673 |ACOT?2 protein_coding | -2.173405706 1.78E-38 3.95E-37|down
ENSG00000145908 |ZNF300 protein_coding 1.786741567 2.94E-38 6.50E-37[up
ENSG00000169519 |METTL15 protein_coding [ -2.590845331 2.96E-38 6.53E-37[down
ENSG00000136897 |MRPL50 protein_coding | -1.037464776 3.80E-38 8.35E-37|down
ENSG00000088356 |PDRG1 protein_coding | -3.020497117 4.7/3E-38 1.04E-36[down
ENSG00000006327 |TNFRSF12A |protein_coding| -1.813528989 5.52E-38 1.21E-36[down
ENSG00000197696 |[NMB protein_coding -4.19188604 6.22E-38 1.36E-36[down
ENSG00000183421 |RIPK4 protein_coding | 2.357105361 6.29E-38 1.37E-36]up
ENSG00000185201 |IFITM2 protein_coding | -6.395977645 6.49E-38 1.41E-36[{down
ENSG00000011638 |TMEM159 protein_coding | 2.808226666 8.95E-38 1.94E-36|up
ENSG00000086504 |MRPL28 protein_coding | -1.345526513 9.37E-38 2.02E-36[{down
ENSG00000167720 |SRR protein_coding | -3.202845252 9.84E-38 2.13E-36[{down
ENSG00000122696 |SLC25A51 protein_coding| -2.617173636 1.05E-37 2.25E-36[down
ENSG00000082074 |FYB1 protein_coding 1.445851644 1.11E-37 2.38E-36[up
ENSG00000118985 |ELL2 protein_coding -1.48801765 1.18E-37 2.54E-36[down
ENSG00000166046 |TCP11L2 protein_coding | 2.419684096 1.36E-37 2.90E-36[up
ENSG00000163125 |RPRD2 protein_coding 1.067027657 1.36E-37 2.90E-36[up
ENSG00000161204 |ABCF3 protein_coding [ -1.588502343 1.40E-37 2.97E-36[down
ENSG00000128274 |A4GALT protein_coding 1.680642452 1.54E-37 3.27E-36[up
ENSG00000185989 |RASA3 protein_coding 1.30555289 1.61E-37 3.41E-36[up
ENSG00000139133 |ALG10 protein_coding | 2.077815064 1.78E-37 3.77E-36[up
ENSG00000143553 |SNAPIN protein_coding | -1.824994355 2.21E-37 4.68E-36|down
ENSG00000111412 |C120rf49 protein_coding | -1.147154224 2.59E-37 5.46E-36[{down
ENSG00000187187 |ZNF546 protein_coding | 2.828107218 2.59E-37 5.46E-36[up
ENSG00000123892 |RAB38 protein_coding | 3.572843406 3.22E-37 6.77E-36[up
ENSG00000059145 JUNKL protein_coding | -1.477798059 3.27E-37 6.87E-36[down
ENSG00000175221 |MED16 protein_coding | -2.604349596 3.38E-37 7.10E-36]|down
ENSG00000239306 |RBM14 protein_coding | -1.067943505 3.80E-37 7.96E-36]|down
ENSG00000106077 |ABHD11 protein_coding | -4.608942707 3.96E-37 8.27E-36]|down
ENSG00000172893 |DHCRY protein_coding [ -1.022995599 4.18E-37 8.73E-36|down
ENSG00000178695 |KCTD12 protein_coding | 2.925777039 4.76E-37 9.91E-36[up
ENSG00000158122 |AAED1 protein_coding [ -2.405803916 4.79E-37 9.95E-36]|down
ENSG00000102098 |SCML2 protein_coding | -2.523212833 4.84E-37 1.01E-35[down
ENSG00000133731 |IMPA1 protein_coding | -1.726505155 5.21E-37 1.08E-35[down
ENSG00000171365 |CLCNS protein_coding | -2.682691047 6.97E-37 1.44E-35[down
ENSG00000225828 |FAM229A protein_coding | 2.997814995 8.02E-37 1.65E-35|up
ENSG00000106066 |CPVL protein_coding 1.530579984 8.41E-37 1.73E-35|up
ENSG00000125734 |GPR108 protein_coding 1.285096947 9.33E-37 1.91E-35|up
ENSG00000073350 |LLGL2 protein_coding 1.373513117 1.08E-36 2.21E-35[up
ENSG00000113790 |EHHADH protein_coding | 7.144453144 1.11E-36 2.27E-35[up
ENSG00000102265 |TIMP1 protein_coding | -1.022135288 1.12E-36 2.29E-35[down
ENSG00000107281 |[NPDC1 protein_coding 1.882550121 1.35E-36 2.75E-35[up
ENSG00000181638 |ZFP41 protein_coding | -3.832110979 1.89E-36 3.82E-35]|down
ENSG00000182568 |SATB1 protein_coding | 8.274955168 2.04E-36 4.11E-35]up
ENSG00000109321 |AREG protein_coding | -1.952234562 2.04E-36 4.11E-35|down
ENSG00000111860 |CEP85L protein_coding 1.875170591 3.10E-36 6.22E-35[up




ENSG00000184897 |HI1FX protein_coding | -1.059110783 3.20E-36 6.40E-35[down
ENSG00000102103 |POBP1 protein_coding [ -1.024444469 3.27E-36 6.52E-35[down
ENSG00000005249 |PRKARZB protein_coding | -6.322515483 3.38E-36 6.72E-35[down
ENSG00000164284 |GRPEL2 protein_coding | -1.411704518 3.40E-36 6.76E-35[down
ENSG00000170836 |PPM1D protein_coding [ -2.122240945 3.7/7E-36 7.49E-35|down
ENSG00000165175 |[MID1IP1 protein_coding | -1.468424612 3.95E-36 7.83E-35|down
ENSG00000139344 |AMDHD1 protein_coding | -2.871136136 4.08E-36 8.07E-35|down
ENSG00000182512 |GLRX5 protein_coding -1.12401231 4.55E-36 8.99E-35|down
ENSG00000038295 |TLL1 protein_coding -8.56020704 4.92E-36 9.71E-35|down
ENSG00000204304 |PBX2 protein_coding 1.652808244 4.97E-36 9.79E-35[up

ENSG00000129521 |EGLN3 protein_coding 1.647/358392 5.13E-36 1.01E-34|up

ENSG00000148339 |SLC25A25 protein_coding 1421645613 5.23E-36 1.03E-34|up

ENSG00000123395 |ATG101 protein_coding [ -1.630550598 5.32E-36 1.05E-34[down
ENSG00000090520 |DNAJB11 protein_coding | -1.221322491 5.61E-36 1.10E-34[down
ENSG00000012171 |SEMASB protein_coding | 2.932607532 6.27/E-36 1.23E-34|up

ENSG00000127152 |BCL11B protein_coding 249846121 6.73E-36 1.31E-34|up

ENSG00000104472 |CHRAC1 protein_coding | -1.452177281 /41E-36 1.44E-34[down
ENSG00000170500 |LONRF2 protein_coding | -1.097227697 /.59E-36 1.48E-34[down
ENSG00000110427 |KIAA1549L |protein_coding| -8.541828511 1.14E-35 2.20E-34[down
ENSG00000056998 |GYG2 protein_coding | -3.890632312 1.92E-35 3.70E-34|down
ENSG00000137038 |DMAC1 protein_coding [ -2.980452831 2.10E-35 4.03E-34|down
ENSG00000169136 |ATF5 protein_coding | -4.104423199 2.12E-35 4.06E-34|down
ENSG00000168944 |CEP120 protein_coding -1.57129963 2.28E-35 4.35E-34|down
ENSG00000132612 |VPS4A protein_coding [ -1.985264006 2.29E-35 4.37E-34|down
ENSG00000152413 |HOMER1 protein_coding | -7.364950749 2.72E-35 5.18E-34[down
ENSG00000104886 |PLEKHJ1 protein_coding | -2.496253307 2.96E-35 5.62E-34[down
ENSG00000074855 |ANOS8 protein_coding | 4.743573708 2.99E-35 5.66E-34[up

ENSG00000197779 |ZNF81 protein_coding | -3.706459213 3.22E-35 6.10E-34[down
ENSG00000184831 |APOO protein_coding | -3.706459213 3.22E-35 6.10E-34[down
ENSG00000139278 |GLIPR1 protein_coding | -1.918608295 3.46E-35 6.53E-34[down
ENSG00000151883 |PARP8 protein_coding 1.791119292 4.69E-35 8.84E-34[up

ENSG00000105879 |CBLL1 protein_coding | -1.125554067 5.23E-35 9.84E-34|down
ENSG00000254093 |PINX1 protein_coding | -2.311334633 5.37E-35 1.01E-33[down
ENSG00000074590 |NUAK1 protein_coding 1.72320591 5.78E-35 1.08E-33|up

ENSG00000151304 |SRFBP1 protein_coding | -1.952032857 5.83E-35 1.09E-33[down
ENSG00000261236 |BOP1 protein_coding | -1.023062753 5.95E-35 1.11E-33[down
ENSG00000164442 |CITED2 protein_coding 1.941987266 6.36E-35 1.19E-33|up

ENSG00000156304 |SCAF4 protein_coding | -1.109043859 6.72E-35 1.25E-33[down
ENSG00000101076 |HNF4A protein_coding | 2.556642281 1.38E-34 2.57E-33[up

ENSG00000072840 |EVC protein_coding 1.247499636 1.39E-34 2.58E-33[up

ENSG00000138031 |ADCY3 protein_coding | -1.042830819 1.58E-34 2.92E-33[down
ENSG00000095303 |PTGS1 protein_coding| 8.178201935 1.71E-34 3.18E-33[up

ENSG00000186193 |SAPCD2 protein_coding 1.174972179 1.89E-34 3.49E-33[up

ENSG00000178074 |C20rf69 protein_coding | -1.845961523 2.02E-34 3.72E-33|down
ENSG00000124333 |[VAMP/ protein_coding | -1.310022301 2.04E-34 3.76E-33|down
ENSG00000033327 |GAB2 protein_coding 1.903569592 2.07E-34 3.81E-33[up

ENSG00000168679 |SLC16A4 protein_coding 1.278064162 2.20E-34 4.05E-33|up

ENSG00000155592 |ZKSCAN2 protein_coding | -2.079961141 2.61E-34 4.79E-33|down
ENSG00000142784 |WDTC1 protein_coding 1.833894315 2.91E-34 5.33E-33[up

ENSG00000159314 |ARHGAP27 |protein_coding| -1.761800528 3.11E-34 5.68E-33[down
ENSG00000273611 |ZNHIT3 protein_coding | -2.199842764 3.20E-34 5.85E-33[down
ENSG00000117748 |RPAZ protein_coding | -1.874664948 3.67E-34 6.69E-33[down
ENSG00000124243 |BCAS4 protein_coding | -3.015418193 3.99E-34 7.26E-33|down
ENSG00000160799 |CCDC12 protein_coding | -2.347028841 4.60E-34 8.36E-33|down




ENSG00000188807 |TMEM?201 protein_coding | -2.183575727 4.73E-34 8.57E-33|down
ENSG00000104142 |VPS18 protein_coding [ -1.554866034 7.00E-34 1.26E-32[down
ENSG000001/9912 |[RSHDM2 protein_coding 1.181565192 8.35E-34 1.50E-32|up
ENSG00000008513 |ST3GAL1 protein_coding 1.144035205 9.19E-34 1.65E-32|up
ENSG00000125731 |SH2D3A protein_coding | 3.459780742 9.98E-34 1.79E-32|up
ENSG00000189180 |ZNF33A protein_coding [ -1.393308099 1.01E-33 1.81E-32[down
ENSG00000087266 |SH3BP2 protein_coding 1.963140085 1.04E-33 1.87E-32|up
ENSG00000058668 |ATP2B4 protein_coding 1.203005326 1.39E-33 247E-32[up
ENSG00000172671 |ZFAND4 protein_coding | -3.648743715 1.54E-33 2.73E-32[down
ENSG00000087510 |TFAP2C protein_coding 1.285195074 1.71E-33 3.02E-32[up
ENSG000001/72795 |DCP2 protein_coding | -1.510999119 1.72E-33 3.04E-32|down
ENSG00000106537 |TSPAN13 protein_coding 1.996993025 2.24E-33 3.93E-32[up
ENSG00000125375 |ATP5S protein_coding 1.926098746 2.28E-33 4.00E-32]up
ENSG00000134490 |TMEM?241 protein_coding [ -4.900282482 2.40E-33 4.19E-32|down
ENSG00000117305 |[HMGCL protein_coding 1.845935425 2.43E-33 4.25E-32]up
ENSG00000115457 |IGFBP2 protein_coding [ -1.264600224 2.89E-33 5.04E-32[down
ENSG00000150977 |RILPL2 protein_coding | -3.362625696 3.48E-33 6.05E-32[down
ENSG00000198920 |KIAAQ753 protein_coding 1.097819523 4.31E-33 7.49E-32[up
ENSG00000122490 |POLC1 protein_coding | 3.173561548 4.48E-33 /. 7/8E-32[up
ENSG00000121964 |GTDC1 protein_coding -6.17528953 5.67E-33 9.81E-32|down
ENSG00000075407 |ZNF37A protein_coding | -2.329405738 8.48E-33 1.46E-31[down
ENSG00000165240 |ATP7A protein_coding 1.046022795 8.98E-33 1.55E-31|up
ENSG00000132359 |RAP1GAP2  |protein_coding 1.948688138 1.19E-32 2.04E-31[up
ENSG00000110200 JANAPC15 protein_coding 1.4585422 1.38E-32 2.36E-31[up
ENSG00000124383 |MPHOSPH10 |protein_coding | -1.117263545 1.46E-32 2.49E-31[down
ENSG00000249992 |TMEM158 protein_coding | -8.375367365 1.58E-32 2.69E-31[down
ENSG00000162852 |CNST protein_coding | -1.409161532 1.89E-32 3.21E-31|down
ENSG00000174989 |FBXWS protein_coding 1.448330721 1.90E-32 3.23E-31fup
ENSG000001/8502 |KLHL11 protein_coding | -2.075185978 2.12E-32 3.59E-31|down
ENSG00000005194 |CIAPIN1 protein_coding| -1.368217118 2.60E-32 4.37E-31|down
ENSG00000079308 |TNS1 protein_coding | 4.203005326 2.82E-32 4.75E-31|up
ENSG00000111885 |MAN1A1 protein_coding | -2.416082958 2.84E-32 4.78E-31|down
ENSG00000205413 |SAMD9 protein_coding | -5.151244056 3.22E-32 5.39E-31[down
ENSG00000015532 |XYLT?2 protein_coding| -1.171750985 3.23E-32 5.42E-31[down
ENSG00000134108 |ARL8B protein_coding | -1.057458216 3.34E-32 5.58E-31[down
ENSG00000100625 |SIX4 protein_coding 1.870245511 3.84E-32 6.41E-31fup
ENSG00000129925 |[TMEMS8A protein_coding | -2.046972927 4.21E-32 7.00E-31|down
ENSG00000154240 |CEP112 protein_coding | -1.444630027 4.31E-32 7.16E-31|down
ENSG00000006757 |PNPLA4 protein_coding | -8.343889134 5.78E-32 9.58E-31|down
ENSG00000162378 |ZYG11B protein_coding | -1.314818087 5.98E-32 9.89E-31|down
ENSG00000146067 |FAM193B protein_coding | -2.666302086 6.14E-32 1.01E-30[{down
ENSG00000181004 |BBS12 protein_coding | 2.458932846 6.35E-32 1.05E-30]up
ENSG00000143850 |PLEKHAG protein_coding 1.182315468 6.52E-32 1.08E-30]up
ENSG00000095777 |[MYO3A protein_coding | 2.980612905 6.72E-32 1.10E-30]up
ENSG00000005486 |RHBDD2 protein_coding | -1.431512999 6.79E-32 1.12E-30[{down
ENSG00000170653 |ATFY protein_coding 1.352515071 /.55E-32 1.24E-30]up
ENSG00000136159 |NUDT15 protein_coding [ -2.303292897 /.87E-32 1.29E-30[{down
ENSG00000112651 |MRPL2 protein_coding| -1.478818714 8.18E-32 1.34E-30[{down
ENSG00000185499 |[MUC1 protein_coding | 4.184146299 8.36E-32 1.37E-30]up
ENSG00000088876 |ZNF343 protein_coding | -3.256426292 9.66E-32 1.57E-30[{down
ENSG00000104447 |TRPS1 protein_coding | 2.001976665 9.69E-32 1.58E-30]up
ENSG00000088538 |DOCK3 protein_coding 1.650464303 9.85E-32 1.60E-30]up
ENSG00000166526 |ZNF3 protein_coding 1.397248959 1.22E-31 1.98E-30]up
ENSG00000172273 |HINFP protein_coding 1.904807749 1.23E-31 2.00E-30fup




ENSG00000197043 |ANXAG protein_coding 1.22308691 1.36E-31 2.19E-30|up
ENSG00000198331 |HYLS1 protein_coding [ -1.444053295 1.45E-31 2.35E-30[down
ENSG00000142039 |CCDC97 protein_coding [ -1.289386491 1.54E-31 2.49E-30[down
ENSG00000033011 |ALG1 protein_coding [ -2.395324398 1.56E-31 2.51E-30[{down
ENSG00000186814 |ZSCANS0 protein_coding | 2.300950377 1.71E-31 2.7/5E-30[up
ENSG00000166166 |TRMT61A protein_coding | -1.580370733 1.72E-31 2.77E-30[down
ENSG00000134070 |IRAK2 protein_coding | -1.352310727 1.94E-31 3.11E-30|down
ENSG00000162522 |KIAA1522 protein_coding 1.075803466 2.01E-31 3.23E-30fup
ENSG00000101945 |SUV39H1 protein_coding | -1.746529607 2.40E-31 3.83E-30|down
ENSG00000167118 |URM1 protein_coding 1176749427 2.49E-31 3.97E-30[up
ENSG00000121957 |GPSM2 protein_coding 1.258146881 2.54E-31 4.05E-30]up
ENSG00000144645 |OSBPL10 protein_coding 1.373361408 2.92E-31 4.64E-30]up
ENSG00000163743 |RCHY1 protein_coding -2.2003317/3 3.09E-31 4.91E-30|down
ENSG00000135365 |PHF21A protein_coding 1.065501803 3.17E-31 5.03E-30fup
ENSG00000160113 |NR2F6 protein_coding 1.239410318 3.28E-31 5.19E-30[up
ENSG00000176371 |ZSCAN2 protein_coding | -2.961298257 3.29E-31 5.20E-30[{down
ENSG00000127580 |[WDR24 protein_coding [ -8.300820412 3.29E-31 5.21E-30[{down
ENSG00000005108 |THSD7A protein_coding 1.2276073 3.38E-31 5.33E-30[up
ENSG00000205208 |C4orf46 protein_coding | 2.022997074 3.58E-31 5.65E-30[up
ENSG00000137100 |DCTN3 protein_coding [ -1.399384246 3.73E-31 5.87E-30[down
ENSG00000149476 |TKFC protein_coding 1.199638475 4.18E-31 6.56E-30[up
ENSG000001/1103 |TRMT61B protein_coding | -1.721649549 4.87E-31 7.63E-30|down
ENSG00000142327 |RNPEPL1 protein_coding 1.392408392 5.08E-31 7.95E-30[up
ENSG00000107951 |MTPAP protein_coding | -1.494005117 5.69E-31 8.88E-30|down
ENSG00000165757 |JCAD protein_coding | -6.076605255 5.81E-31 9.04E-30]|down
ENSG00000166582 |CENPV protein_coding | -1.775155095 6.06E-31 9.42E-30|down
ENSG00000086712 |TXLNG protein_coding | -1.324292323 /.01E-31 1.09E-29[down
ENSG00000188343 |FAM92A protein_coding | -3.172902937 /.28E-31 1.13E-29[down
ENSG00000005075 |POLR2] protein_coding | -1.976648623 /.33E-31 1.14E-29[down
ENSG00000136933 |RABEPK protein_coding -1.93123541 /.37E-31 1.14E-29[down
ENSG00000185404 |SP140L protein_coding | -4.792479193 /.38E-31 1.14E-29[down
ENSG00000163950 |SLBP protein_coding | -1.043732172 1.35E-30 2.07E-29[down
ENSG00000154122 |ANKH protein_coding 1.307702705 1.56E-30 2.38E-29[up
ENSG00000135698 |MPHOSPHG6 |protein_coding | -1.332636859 1.61E-30 2.46E-29[down
ENSG00000119862 |LGALSL protein_coding | -4.541828511 1.64E-30 2.50E-29[down
ENSG00000047457 |CP protein_coding 1.125821272 1.67E-30 2.54E-29[up
ENSG00000146950 |SHROOM?2  |protein_coding | -8.256426292 1.90E-30 2.89E-29[down
ENSG00000139437 |TCHP protein_coding | -1.611020576 2.32E-30 3.50E-29]|down
ENSG00000135315 |CEP162 protein_coding | 2.390463958 2.40E-30 3.61E-29[up
ENSG00000197961 |ZNF121 protein_coding | -1.180546327 2.43E-30 3.66E-29]|down
ENSG00000008282 |SYPL1 protein_coding | -1.082609476 2.49E-30 3.75E-29]|down
ENSG00000198856 |OSTC protein_coding| -1.010921811 2.55E-30 3.83E-29]|down
ENSG00000185920 |PTCH1 protein_coding 1.649530218 2.67E-30 4.00E-29]up
ENSG00000112294 |ALDH5A1 protein_coding [ -2.098244624 2.92E-30 4.36E-29|down
ENSG00000160446 |ZDHHC12 protein_coding [ -1.580458975 3.04E-30 4.54E-29|down
ENSG00000175854 |SWIS protein_coding 1.387792794 3.06E-30 4.56E-29]up
ENSG00000161980 |POLR3K protein_coding | -2.145867917 3.36E-30 5.00E-29[down
ENSG00000102109 |PCSK1N protein_coding [ -3.008988741 3.39E-30 5.04E-29[down
ENSG00000163611 |SPICE1 protein_coding 1.140178489 3.63E-30 5.40E-29[up
ENSG00000162664 |ZNF326 protein_coding| -1.374189873 3.78E-30 5.61E-29[down
ENSG00000187051 |RPS19BP1 protein_coding| -1.041311436 3.89E-30 5.76E-29[down
ENSG00000166398 |KIAA0355 protein_coding 1.060732558 4.54E-30 6.72E-29[up
ENSG00000152078 |TMEMS6 protein_coding 1.203005326 4.87E-30 7.18E-29[up
ENSG00000164938 |TP53INP1 protein_coding 1.527469657 5.32E-30 7.82E-29{up




ENSG00000007047 |MARK4 protein_coding 2.220011752 6.82E-30 9.99E-29|up

ENSG00000140006 |WDR89 protein_coding | -1.961183306 6.92E-30 1.01E-28[down
ENSG00000160199 |PKNOX1 protein_coding [ -3.188407869 /.93E-30 1.16E-28[down
ENSG00000181472 |ZBTB2 protein_coding [ -2.502405534 9.73E-30 1.42E-28[down
ENSG00000184368 |MAP/7D2 protein_coding | -8.210622603 1.11E-29 1.62E-28[down
ENSG00000198298 |ZNF485 protein_coding [ -4.504353806 1.14E-29 1.65E-28[down
ENSG00000140326 |CDAN1 protein_coding | -5.426351294 1.22E-29 1.78E-28[down
ENSG00000213246 |SUPT4H1 protein_coding | -1.227397244 1.32E-29 1.91E-28[down
ENSG00000148481 |[MINDY3 protein_coding 1.615566095 1.33E-29 1.93E-28|up

ENSG00000108439 |PNPO protein_coding | -1.171537395 1.61E-29 2.33E-28[down
ENSG00000117143 |UAP1 protein_coding | -1.728178183 1.72E-29 2.47E-28[down
ENSG00000180884 |ZNF/792 protein_coding | 2.281993623 1.73E-29 2.49E-28[up

ENSG00000146834 |MEPCE protein_coding -1.01525132 1.78E-29 2.55E-28[down
ENSG00000263528 |IKBKE protein_coding [ -1.904498837 1.87E-29 2.68E-28[down
ENSG00000166313 |APBB1 protein_coding 1.674311045 2.13E-29 3.04E-28[up

ENSG00000135537 |AFGIL protein_coding | 4.267135664 2.56E-29 3.65E-28[up

ENSG00000086015 |MAST?2 protein_coding [ -1.229899998 2.68E-29 3.82E-28|down
ENSG00000204264 |PSMB8 protein_coding -8.18716363 2.70E-29 3.84E-28|down
ENSG00000124787 |RPP40 protein_coding | -1.710992156 2.7/3E-29 3.87E-28|down
ENSG00000163082 |SGPP2 protein_coding| -1.576183288 3.22E-29 4.57E-28|down
ENSG00000165521 |EMLS protein_coding [ -3.865235535 3.31E-29 4.69E-28|down
ENSG00000164221 |CCDC112 protein_coding | -3.063781214 3.43E-29 4.85E-28|down
ENSG00000100479 |POLEZ2 protein_coding | -2.400017146 3.82E-29 5.39E-28[down
ENSG00000133619 |KRBA1 protein_coding -8.17528953 4.21E-29 5.92E-28[down
ENSG00000157625 |TAB3 protein_coding | -1.285638213 4.40E-29 6.17E-28[down
ENSG00000048471 |SNX29 protein_coding 1.731082764 4.57E-29 6.42E-28[up

ENSG00000092094 |OSGEP protein_coding 1.120784238 5.08E-29 /.11E-28[up

ENSG00000162757 |Clorf74 protein_coding| 3.773321051 5.35E-29 7.48E-28[up

ENSG00000174136 |RGMB protein_coding | -2.357030233 5.44E-29 7.60E-28|down
ENSG00000105849 |TWISTNB protein_coding | -1.521129518 6.34E-29 8.84E-28|down
ENSG00000163993 |S100P protein_coding | 2.000482011 6.56E-29 9.14E-28[up

ENSG00000155893 |PXYLP1 protein_coding| -8.163316888 6.57E-29 9.15E-28]|down
ENSG00000186767 |SPIN4 protein_coding | -1.830541411 7.96E-29 1.10E-27[down
ENSG00000113739 |STC2 protein_coding | -1.094903732 7.96E-29 1.10E-27[down
ENSG00000140481 |CCDC33 protein_coding 1.756551562 8.07E-29 1.12E-27]up

ENSG00000104369 |JPH1 protein_coding | 2.831036549 8.50E-29 1.17E-27]up

ENSG00000179085 |DPM3 protein_coding [ -3.205442364 8.63E-29 1.19E-27[down
ENSG00000130881 |LRP3 protein_coding -1.65111073 9.94E-29 1.37E-27|down
ENSG00000232388 |SMIM26 protein_coding | -8.151244056 1.03E-28 1.41E-27[{down
ENSG00000114631 |PODXL2 protein_coding | -1.416002605 1.03E-28 1.42E-27[{down
ENSG00000122687 |[MRM2 protein_coding | -1.421600894 1.16E-28 1.59E-27[down
ENSG00000136237 |RAPGEFS protein_coding | 3.893320827 1.25E-28 1.71E-27]up

ENSG00000074047 |GLI2 protein_coding -1.05251705 1.49E-28 2.02E-27[down
ENSG00000103249 |CLCN7 protein_coding [ -1.019250054 1.60E-28 2.18E-27[down
ENSG00000166225 |FRS2 protein_coding | -1.012152815 1.67E-28 2.26E-27[down
ENSG00000122741 |DCAF10 protein_coding 1.222896033 2.03E-28 2.75E-27{up

ENSG00000172977 |KATS protein_coding| -1.611091174 2.16E-28 2.92E-27[down
ENSG00000014914 |[MTMR11 protein_coding | 2.230198289 2.18E-28 2.95E-27{up

ENSG00000273542 |HIST1H4K protein_coding [ -1.940496938 2.20E-28 2.98E-27[down
ENSG00000181751 |C50rf30 protein_coding [ -1.698430839 2.88E-28 3.88E-27]|down
ENSG00000181481 |RNF135 protein_coding 1.069647481 3.01E-28 4.06E-27]up

ENSG00000117620 |SLC35A3 protein_coding -1.98512427 3.60E-28 4.82E-27|down
ENSG00000153485 |[TMEM251 protein_coding [ -5.928851634 3.66E-28 4.90E-27|down
ENSG00000112130 |RNF8 protein_coding 1.162577927 3.81E-28 5.09E-27{up




ENSG00000119686 |FLVCR?2 protein_coding -4.95686601 4.09E-28 5.45E-27[down
ENSG00000104332 |SFRP1 protein_coding [ -2.569842887 4.37E-28 5.80E-27[down
ENSG00000062725 |APPBP2 protein_coding | -1.135473945 4.65E-28 6.18E-27[down
ENSG00000188811 |NHLRC3 protein_coding | 2.341475264 5.23E-28 6.92E-27{up
ENSG00000138073 |PREB protein_coding [ -1.250028521 5.76E-28 7.62E-27]|down
ENSG00000156374 |PCGF6 protein_coding | -2.467930397 5.93E-28 7.81E-27]|down
ENSG00000002549 |LAP3 protein_coding | -1.120149029 6.26E-28 8.23E-27]|down
ENSG00000164597 |COGS protein_coding | -1.262969138 6.44E-28 8.45E-27]|down
ENSG00000273079 |GRINZB protein_coding 1.913498709 6.69E-28 8./7E-27{up
ENSG00000122707 |RECK protein_coding | -2.220625571 6.95E-28 9.11E-27|down
ENSG00000119231 |SENP5S protein_coding [ -1.189582543 /.03E-28 9.19E-27|down
ENSG00000205903 |ZNF316 protein_coding | -1.739748531 /.66E-28 1.00E-26[{down
ENSG00000189057 |FAM111B protein_coding | -2.613978297 8.64E-28 1.13E-26[down
ENSG00000203950 |RTL8A protein_coding | -2.142558328 9.46E-28 1.23E-26[down
ENSG00000130054 |FAM155B protein_coding | -3.691812437 1.09E-27 1.41E-26[{down
ENSG00000157191 |NECAP2 protein_coding 1.387031858 1.09E-27 1.42E-26]up
ENSG00000140365 |COMMDA4 protein_coding | -2.057117484 1.64E-27 2.11E-26[{down
ENSG00000049883 |PTCD2 protein_coding | -1.853070598 1.65E-27 2.12E-26[{down
ENSG00000169129 |AFAP1L2 protein_coding 1.800906883 1.66E-27 2.13E-26[up
ENSG00000135919 |SERPINEZ protein_coding [ -1.000245557 1.70E-27 2.19E-26[down
ENSG00000101935 |JAMMECR1  |protein_coding 1409836311 1.86E-27 2.39E-26[up
ENSG00000144034 |TPRKB protein_coding | -1.646885769 2.16E-27 2.75E-26[down
ENSG00000131094 |C10QL1 protein_coding | -8.063781214 2.40E-27 3.05E-26]down
ENSG00000152782 |PANK1 protein_coding [ -3.338220383 2.46E-27 3.13E-26]|down
ENSG00000164144 |ARFIP1 protein_coding | -1.706739266 247E-27 3.14E-26]|down
ENSG00000197959 |DNM3 protein_coding [ -2.544002882 2.51E-27 3.19E-26]|down
ENSG00000144802 |NFKBIZ protein_coding 1.487734803 2.54E-27 3.22E-26[up
ENSG00000089199 |CHGB protein_coding | -3.267653548 2.88E-27 3.64E-26]|down
ENSG00000148926 |ADM protein_coding 1.070895061 2.89E-27 3.65E-26[up
ENSG00000001167 |NFYA protein_coding | -1.240234259 3.07E-27 3.88E-26]|down
ENSG00000130304 |SLC2/7A1 protein_coding| 2.818861835 3.12E-27 3.93E-26[up
ENSG00000149260 |CAPNS protein_coding 1.991501221 3.27E-27 4.11E-26]up
ENSG00000156650 |KAT6B protein_coding | -1.005916719 4.45E-27 5.58E-26[{down
ENSG00000176454 |LPCAT4 protein_coding 1.197178863 4.45E-27 5.57E-26[up
ENSG00000169756 |LIMS1 protein_coding | -1.092163016 4.59E-27 5.74E-26[down
ENSG00000142408 |CACNGS protein_coding 1.16/808367 5.12E-27 6.41E-26[up
ENSG00000169696 |ASPSCR1 protein_coding | -1.993391886 6.18E-27 7.70E-26]down
ENSG00000100982 |PCIF1 protein_coding 1.041689288 6.68E-27 8.31E-26[up
ENSG00000165449 |SLC16A9 protein_coding 1.995636996 6.76E-27 8.40E-26[up
ENSG00000275221 |HIST1IH2AK |protein_coding| -1.307565141 (.27E-27 9.02E-26]|down
ENSG00000156103 |MMP16 protein_coding | 2.573648706 /.80E-27 9.64E-26[up
ENSG00000149792 |MRPL49 protein_coding | -1.015972259 7.90E-27 9.76E-26]|down
ENSG00000219545 |UMAD1 protein_coding | -4.885782912 9.80E-27 1.21E-25[down
ENSG00000119616 |FCF1 protein_coding [ -1.096249267 1.07E-26 1.32E-25[down
ENSG00000166377 |ATP9B protein_coding 1.24420769 1.12E-26 1.37E-25|up
ENSG00000139835 |GRTP1 protein_coding [ 3.958586599 1.30E-26 1.59E-25|up
ENSG00000145740 |SLC30A5 protein_coding | -1.148244641 1.36E-26 1.66E-25[down
ENSG00000168268 |[NT5DC2 protein_coding 1.117/355179 1.36E-26 1.67E-25|up
ENSG00000147316 |[MCPH1 protein_coding | -1.337780987 1.56E-26 1.90E-25[down
ENSG00000167384 |ZNF180 protein_coding | -1.878863498 1.64E-26 2.00E-25[down
ENSG00000187098 |MITF protein_coding | -2.397288828 1.66E-26 2.02E-25[down
ENSG00000179562 |GCC1 protein_coding 1.192474659 1.82E-26 2.22E-25[up
ENSG00000182472 |CAPN12 protein_coding 1.872856725 1.91E-26 2.32E-25[up
ENSG00000119950 |MXI1 protein_coding 1.615249611 2.00E-26 2.42E-25[up




ENSG00000113593 |PPWD1 protein_coding | -1.424267979 2.23E-26 2.70E-25[down
ENSG00000197483 |ZNF628 protein_coding | -7.997893279 2.34E-26 2.82E-25[down
ENSG00000176896 |TCEANC protein_coding 4.35238295 2.34E-26 2.82E-25[up
ENSG00000130958 |SLC35D2 protein_coding 1.243242457 2.34E-26 2.82E-25[up
ENSG00000105520 |PLPPR2 protein_coding [ -3.997893279 241E-26 2.90E-25[down
ENSG00000164187 |LMBRD2 protein_coding 1.304288662 2.45E-26 2.94E-25[up
ENSG00000167969 |ECI1 protein_coding 1.245599867 247E-26 2.97E-25[up
ENSG00000117115 |PADI2 protein_coding 1.654829496 2.48E-26 2.98E-25[up
ENSG00000064652 |SNX24 protein_coding [ -1.997893279 2.56E-26 3.07E-25|down
ENSG00000186318 |BACE1 protein_coding 1.27/0820711 2.89E-26 3.46E-25[up
ENSG00000196182 |STK40 protein_coding | -2.710992156 3.49E-26 4.16E-25|down
ENSG00000204389 |HSPA1A protein_coding | -1.141866528 3.60E-26 4.30E-25|down
ENSG00000164086 |DUSP7 protein_coding | -7.984346747 3.70E-26 4.41E-25|down
ENSG000001/71729 |TMEMb51 protein_coding | -1.470021765 3.74E-26 4.45E-25|down
ENSG00000110057 JUNC93B1 protein_coding 1121115778 3.76E-26 4.47E-25]up
ENSG000001/7103 |DSCAML1 protein_coding| 7.686088213 4.09E-26 4.85E-25]up
ENSG00000139977 |NAA30 protein_coding | -1.169145967 4.10E-26 4.86E-25|down
ENSG00000239264 |TXNDC5 protein_coding -2.47587143 4.23E-26 5.00E-25[down
ENSG00000131732 |ZCCHC9 protein_coding -2.1963053 4.24E-26 5.01E-25[down
ENSG00000182952 |HMGN4 protein_coding 1407118232 4.98E-26 5.87E-25[up
ENSG00000018699 |TTC27 protein_coding| -1.270710518 5.22E-26 6.15E-25[down
ENSG00000139618 |BRCA2 protein_coding | -1.029332768 5.25E-26 6.19E-25[down
ENSG000001/79532 |DNHD1 protein_coding [ -1.835288593 6.15E-26 7.25E-25|down
ENSG00000147905 |ZCCHCY protein_coding 1.015378323 6.24E-26 7.34E-25[up
ENSG00000167447 |SMG8 protein_coding | -1.318155282 6.55E-26 7.69E-25|down
ENSG00000099956 |SMARCB1 protein_coding | -1.242686236 /.20E-26 8.45E-25|down
ENSG000001/3805 |HAP1 protein_coding [ -4.549208042 /.67E-26 8.99E-25|down
ENSG00000101052 |IFT52 protein_coding | -1.389825418 8.00E-26 9.35E-25]|down
ENSG00000168591 |TMUB2 protein_coding | -2.490891546 8.14E-26 9.51E-25|down
ENSG00000115947 |ORC4 protein_coding -1.10213955 8.16E-26 9.52E-25|down
ENSG00000158234 |FAIM protein_coding | -1.805764883 8.32E-26 9.70E-25]|down
ENSG00000136770 |DNAJC1 protein_coding [ -1.354829996 9.20E-26 1.07E-24[down
ENSG00000177548 |RABEP2 protein_coding -2.0026697 1.06E-25 1.23E-24[down
ENSG00000157107 |FCHO? protein_coding 1.026436323 1.09E-25 1.26E-24|up
ENSG00000198799 |LRIGZ protein_coding | -1.761850028 1.11E-25 1.29E-24[down
ENSG00000151287 |TEX30 protein_coding | -2.762317222 1.17/E-25 1.35E-24[down
ENSG00000161847 |RAVER1 protein_coding -1.29409671 1.34E-25 1.54E-24[down
ENSG00000204271 |SPIN3 protein_coding | -2.089776423 1.36E-25 1.56E-24[down
ENSG00000120334 |CENPL protein_coding | -1.782972107 1.39E-25 1.59E-24[down
ENSG00000146083 |RNF44 protein_coding 1.186091943 1.56E-25 1.79E-24|up
ENSG00000213213 |CCDC183 protein_coding | 2.463021541 1.72E-25 1.96E-24|up
ENSG00000170439 |METTL/B protein_coding | 2.463021541 1.72E-25 1.96E-24|up
ENSG00000034677 |RNF19A protein_coding 1.048823061 1.74E-25 1.99E-24|up
ENSG00000119681 |LTBP2 protein_coding 1.381388091 1.80E-25 2.06E-24[up
ENSG00000142252 |GEMIN7 protein_coding [ -1.938529951 1.82E-25 2.07E-24[down
ENSG00000135253 |KCP protein_coding | 7.638391471 2.05E-25 2.33E-24[up
ENSG00000042317 |SPATA7Y protein_coding | 2.255219531 2.22E-25 2.51E-24{up
ENSG00000157036 |EXOG protein_coding | -1.946741793 2.23E-25 2.53E-24[down
ENSG00000115363 |EVALA protein_coding | -7.928851634 2.34E-25 2.65E-24[down
ENSG00000111087 |GLI1 protein_coding 1.636020567 241E-25 2.7/3E-24{up
ENSG00000198780 |[FAM169A protein_coding | -1.665988661 2.67E-25 3.02E-24|down
ENSG00000173163 |COMMD1 protein_coding [ -2.093995827 2.74E-25 3.10E-24|down
ENSG00000180992 |MRPL14 protein_coding | -1.519460698 2.93E-25 3.30E-24|down
ENSG00000167771 |RCOR?2 protein_coding 7.626216757 3.06E-25 3.45E-24{up




ENSG00000148908 |RGS10 protein_coding 1.141415592 3.25E-25 3.65E-24[up
ENSG00000116641 |DOCK7 protein_coding -1.0516065 3.43E-25 3.86E-24|down
ENSG00000102543 |CDADC1 protein_coding | 2.941513085 3.52E-25 3.95E-24[up
ENSG00000196776 |CD47 protein_coding | -1.064474985 3.64E-25 4.08E-24|down
ENSG00000125398 |SOX9 protein_coding 1.004497367 3.69E-25 4.13E-24]up
ENSG00000104936 |DMPK protein_coding [ -1.594007651 4.10E-25 4.59E-24|down
ENSG00000162512 |SDC3 protein_coding 1.574597536 4.12E-25 4.61E-24]up
ENSG00000127528 |KLF2 protein_coding | 7.613938427 4.59E-25 5.13E-24[up
ENSG00000145919 |BOD1 protein_coding | -1.191134832 4.63E-25 5.16E-24[down
ENSG00000156928 |[MALSU1 protein_coding | -1.202987033 5.44E-25 6.05E-24[down
ENSG00000146833 |TRIM4 protein_coding 1.148901996 6.61E-25 /.33E-24[up
ENSG00000135333 |EPHAY protein_coding | 7.601554703 6.89E-25 7.64E-24[up
ENSG00000117009 |KMO protein_coding 6.49846121 /.98E-25 8.82E-24[up
ENSG00000240184 |PCDHGC3 protein_coding [ -2.256426292 9.01E-25 9.94E-24|down
ENSG00000187522 |HSPA14 protein_coding | -1.184440179 9.60E-25 1.06E-23[down
ENSG00000166575 |TMEM135 protein_coding | -1.427471834 9.70E-25 1.07E-23[down
ENSG00000056558 |TRAF1 protein_coding | -6.764220932 1.07E-24 1.17E-23[down
ENSG00000184203 |PPP1R2 protein_coding 1.093078047 1.30E-24 1.42E-23|up
ENSG00000084764 |MAPRE3 protein_coding| -1.181081167 1.38E-24 1.51E-23[down
ENSG000001/9761 |PIPOX protein_coding| 7.576463722 1.56E-24 1.69E-23|up
ENSG00000188959 |C9orfl52 protein_coding| 7.576463722 1.56E-24 1.69E-23|up
ENSG00000204435 |CSNK2B protein_coding | -5.147197223 1.65E-24 1.79E-23[down
ENSG00000183605 |SFXN4 protein_coding [ -1.500095373 1.66E-24 1.80E-23[down
ENSG00000106031 |HOXA13 protein_coding | 4.254535627 1.80E-24 1.96E-23|up
ENSG00000196976 |LAGE3 protein_coding | -1.726372133 1.94E-24 2.10E-23[down
ENSG000001/8966 |RMI1 protein_coding | -1.660148478 2.24E-24 2.42E-23[down
ENSG00000108963 |DPH1 protein_coding | -1.815853701 2.28E-24 2.46E-23[down
ENSG000001/71877 |FRMDS protein_coding | -2.710602185 2.35E-24 2.53E-23[down
ENSG00000137338 |PGBD1 protein_coding | -7.856339134 2.39E-24 2.58E-23[down
ENSG00000130193 |THEM®6 protein_coding | -2.435749992 2.55E-24 2.75E-23[down
ENSG00000120149 |MSX2 protein_coding | -2.435749992 2.55E-24 2.75E-23[down
ENSG00000001461 |NIPAL3 protein_coding 1.476526239 2.56E-24 2.75E-23[up
ENSG00000165169 |DYNLT3 protein_coding [ -1.935906392 2.56E-24 2.75E-23[down
ENSG00000100304 |TTLL12 protein_coding | -1.157551042 2.82E-24 3.02E-23|down
ENSG00000137764 |[MAP2K5 protein_coding 1.145090067 2.86E-24 3.06E-23[up
ENSG00000107821 |KAZALD1 protein_coding 1.8534914 2.90E-24 3.10E-23[up
ENSG00000139926 |FRMD6 protein_coding 1.197164448 3.40E-24 3.63E-23[up
ENSG00000125347 |IRF1 protein_coding | -1.032461451 3.44E-24 3.67E-23|down
ENSG00000197362 |ZNF/86 protein_coding | -1.978892317 3.45E-24 3.68E-23|down
ENSG00000130224 |LRCH? protein_coding 7.55092863 3.52E-24 3.75E-23[up
ENSG00000206190 |ATP10A protein_coding 1494345101 3.80E-24 4.04E-23]up
ENSG00000142347 |MYO1F protein_coding | 4.886531662 3.91E-24 4.16E-23]up
ENSG00000102580 |DNAJC3 protein_coding [ -1.050354125 3.99E-24 4.24E-23|down
ENSG00000185504 |FAAP100 protein_coding | -2.819362487 4.26E-24 4.53E-23|down
ENSG00000138030 |KHK protein_coding 1.155834122 4.31E-24 4.57E-23]up
ENSG00000166261 |ZNF202 protein_coding 1.11/871542 4.55E-24 4.83E-23|up
ENSG00000128596 |CCDC136 protein_coding -1.90551913 4.63E-24 4.91E-23|down
ENSG00000165821 |SALL2 protein_coding | 3.016592202 4.65E-24 4.92E-23|up
ENSG00000197299 |BLM protein_coding -1.20093118 4.77E-24 5.05E-23[down
ENSG00000140104 |CLBA1 protein_coding | -3.195025748 4.88E-24 5.17E-23[down
ENSG00000198522 |GPN1 protein_coding [ -1.492054541 5.10E-24 5.39E-23[down
ENSG00000117461 |PIK3R3 protein_coding | -5.682691047 5.17E-24 5.46E-23[down
ENSG00000170293 |CMTM8 protein_coding| -6.715857911 5.44E-24 5.74E-23[down
ENSG00000157350 |ST3GALZ protein_coding| -1.191228026 6.34E-24 6.68E-23[down




ENSG00000171560 |FGA protein_coding 2.182146721 6.76E-24 7.12E-23[up
ENSG00000145781 |COMMD10 |protein_coding| -1.921762209 /.05E-24 7.41E-23|down
ENSG00000165376 |CLDN2 protein_coding 1.064273454 [.28E-24 7.64E-23[up
ENSG00000170852 |KBTBD2 protein_coding | -1.076558488 [.52E-24 7.89E-23|down
ENSG00000135473 |PANZ2 protein_coding 1.361703072 8.85E-24 9.25E-23[up
ENSG00000128283 |CDC42EP1  |protein_coding | -2.239148301 9.35E-24 9.77E-23|down
ENSG00000140983 |RHOT?2 protein_coding [ -1.339639661 1.02E-23 1.06E-22[down
ENSG00000145780 |FEM1C protein_coding -1.27632585 1.07E-23 1.11E-22[down
ENSG00000121297 |TSHZ3 protein_coding 2.26344118 1.12E-23 1.17E-22|up
ENSG00000103274 |NUBP1 protein_coding | -1.144284787 1.1/E-23 1.22E-22[down
ENSG00000188643 |S100A16 protein_coding | -1.276436253 1.40E-23 1.45E-22[down
ENSG00000171067 |Cllorf24 protein_coding | -1.401299922 1.52E-23 1.58E-22[down
ENSG00000176532 |PRR15 protein_coding | -7.795585103 1.57E-23 1.62E-22[down
ENSG00000180537 |RNF182 protein_coding | -7.795585103 1.57E-23 1.62E-22[down
ENSG00000104825 |NFKBIB protein_coding [ -1.052123009 1.60E-23 1.66E-22[down
ENSG00000159167 |STC1 protein_coding 1.818460919 1.64E-23 1.69E-22|up
ENSG00000101333 |PLCB4 protein_coding | -1.212924654 1.65E-23 1.70E-22[down
ENSG00000130558 |OLFM1 protein_coding 1.291585072 1.72E-23 1.77E-22|up
ENSG00000073169 |SELENOO protein_coding | -2.173964132 1.78E-23 1.83E-22[down
ENSG00000165152 |TMEM?246 protein_coding 1.033611215 1.94E-23 1.99E-22|up
ENSG00000204681 |GABBR1 protein_coding -2.53799665 2.13E-23 2.18E-22[down
ENSG00000114200 |BCHE protein_coding | 2.865564232 2.13E-23 2.18E-22[up
ENSG00000132825 |PPP1R3D protein_coding 6.4017/8519 2.13E-23 2.18E-22[up
ENSG00000161999 |IMJD8 protein_coding | -1.280810451 2.15E-23 2.20E-22[down
ENSG00000118894 |EEF2KMT protein_coding | -1.241159536 2.16E-23 2.21E-22[down
ENSG00000196605 |ZNF846 protein_coding | 4.471494162 2.18E-23 2.22E-22|up
ENSG00000141759 |TXNL4A protein_coding -1.18349477 2.26E-23 2.30E-22[down
ENSG00000125352 |RNF113A protein_coding [ -2.205200969 2.42E-23 2.46E-22[down
ENSG00000142396 |ERVKS3-1 protein_coding | -2.283907029 2.44E-23 2.48E-22[down
ENSG00000184470 |TXNRD2 protein_coding | -2.704886793 2.60E-23 2.64E-22[down
ENSG00000141994 |DUSSL protein_coding | -1.567424827 2.61E-23 2.65E-22[down
ENSG00000075234 |TTC38 protein_coding | -2.303119528 2.78E-23 2.81E-22[down
ENSG00000180773 |SLC36A4 protein_coding | -1.260384306 2.87E-23 2.90E-22[down
ENSG00000198947 |DMD protein_coding | 2.542315499 2.96E-23 2.99E-22[up
ENSG00000106392 |C1GALT1 protein_coding| -1.347191756 3.46E-23 3.49E-22|down
ENSG00000169093 |ASMTL protein_coding 1.350904021 3.52E-23 3.56E-22[up
ENSG00000115421 |PAPOLG protein_coding | -1.147554228 3.81E-23 3.84E-22|down
ENSG00000104154 |SLC30A4 protein_coding [ -3.385709309 3.91E-23 3.94E-22|down
ENSG00000189144 |ZNF573 protein_coding | -7.764220932 4.04E-23 4.06E-22|down
ENSG00000109065 |NAT9 protein_coding | -1.776683104 4.20E-23 4.22E-22|down
ENSG00000103148 |NPRL3 protein_coding | -1.431200693 4.23E-23 4.25E-22|down
ENSG00000204220 |PFDNG6 protein_coding | -1.607500733 5.25E-23 5.26E-22[down
ENSG00000126062 |TMEM115 protein_coding | -1.782495104 5.30E-23 5.30E-22[down
ENSG00000168286 |THAP11 protein_coding | -1.468729896 5.64E-23 5.64E-22[down
ENSG00000129535 |NRL protein_coding | 7.457819225 6.29E-23 6.25E-22[up
ENSG00000134668 |SPOCD1 protein_coding | 7.457819225 6.29E-23 6.25E-22[up
ENSG00000137726 |FXYD6 protein_coding | 7.457819225 6.29E-23 6.25E-22[up
ENSG00000104856 |RELB protein_coding | -2.028351725 6.31E-23 6.27E-22[down
ENSG00000184304 |PRKD1 protein_coding 1.132345552 6.65E-23 6.60E-22[up
ENSG00000134285 |FKBP11 protein_coding -2.51738637 6.80E-23 6.73E-22[down
ENSG00000125848 |FLRT3 protein_coding 1.48342181 6.95E-23 6.88E-22[up
ENSG00000166897 |ELFN2 protein_coding 1.553242496 7.07E-23 6.99E-22[up
ENSG00000164219 |PGGT1B protein_coding | -1.420312377 .44E-23 7.34E-22]|down
ENSG00000185730 |ZNF696 protein_coding | -4.665817228 7.62E-23 7.51E-22]|down




ENSG00000133302 |SLF1 protein_coding [ -1.455548934 /. [4E-23 7.62E-22|down
ENSG00000139343 |SNRPF protein_coding [ -1.166444925 8.01E-23 7.89E-22|down
ENSG00000198824 |CHAMP1 protein_coding | -1.104423199 8.07E-23 7.94E-22|down
ENSG00000068078 |FGFR3 protein_coding| 4.163112599 8.14E-23 7.99E-22[up
ENSG00000113838 |TBCCD1 protein_coding 1.783730834 8.99E-23 8.81E-22[up
ENSG00000239857 |GET4 protein_coding | 2.559861755 9.06E-23 8.88E-22[up
ENSG00000125247 |TMTC4 protein_coding [ -2.097728546 9.24E-23 9.05E-22|down
ENSG00000144677 |CTDSPL protein_coding 1.380137405 9.40E-23 9.20E-22[up
ENSG00000109771 |LRP2BP protein_coding | 7.444013426 9.52E-23 9.31E-22[up
ENSG00000038532 |CLEC16A protein_coding -1.0630091 1.02E-22 9.96E-22|down
ENSG00000011198 |ABHDS protein_coding | -7.732159723 1.05E-22 1.02E-21[down
ENSG00000058866 |DGKG protein_coding | -1.415462978 1.13E-22 1.10E-21[down
ENSG00000187123 |LYPD6 protein_coding | 2.679033456 1.30E-22 1.27E-21up
ENSG00000135093 |USP30 protein_coding 1.901114985 1.31E-22 1.27E-21up
ENSG00000128059 |PPAT protein_coding -1.09596162 1.32E-22 1.29E-21[down
ENSG00000114315 |HES1 protein_coding 1.203799981 1.37E-22 1.33E-21|up
ENSG00000137273 |FOXF2 protein_coding | -1.162417732 1.50E-22 1.46E-21[down
ENSG00000151151 |IPMK protein_coding 1.036981763 1.54E-22 1.49E-21|up
ENSG00000148153 |INIP protein_coding 1.243839044 1.56E-22 1.51E-21up
ENSG00000100342 |APOL1 protein_coding 1.871329255 1.60E-22 1.54E-21|up
ENSG00000170684 |ZNF296 protein_coding| -7.715857911 1.68E-22 1.62E-21[down
ENSG00000243147 |MRPL33 protein_coding -1.0952715 1.73E-22 1.67E-21[down
ENSG00000184564 |SLITRK6 protein_coding | 3.926795532 1.81E-22 1.73E-21]up
ENSG00000141562 |NARF protein_coding | -1.252368076 1.82E-22 1.75E-21[down
ENSG00000141569 |TRIM65 protein_coding| -1.537327119 1.84E-22 1.76E-21[down
ENSG00000143772 |ITPKB protein_coding | -5.578354387 1.97E-22 1.89E-21[down
ENSG00000103343 |ZNF1/4 protein_coding 1.701138441 1.99E-22 1.91E-21|up
ENSG00000186951 |PPARA protein_coding 1.470404925 2.03E-22 1.94E-21|up
ENSG00000079257 |LXN protein_coding 1.879839398 2.20E-22 2.10E-21fup
ENSG00000095539 |SEMA4G protein_coding 1.011952334 2.23E-22 2.13E-21[up
ENSG00000132275 |RRP8 protein_coding | -1.129734287 2.91E-22 2.77E-21[down
ENSG00000012211 |PRICKLE3 protein_coding [ -2.004239269 3.00E-22 2.85E-21[down
ENSG00000163053 |SLC16A14 protein_coding 740178519 3.32E-22 3.15E-21{up
ENSG00000119508 |NR4A3 protein_coding | -4.343889134 3.46E-22 3.27E-21|down
ENSG00000086827 |ZW10 protein_coding 1.143753248 3.49E-22 3.30E-21{up
ENSG00000163703 |CRELD1 protein_coding 1.974899254 3.56E-22 3.36E-21[up
ENSG00000174917 |C190rf70 protein_coding [ -2.458060153 3.56E-22 3.36E-21|down
ENSG00000178307 |TMEM11 protein_coding -1.1963053 3.67E-22 3.46E-21|down
ENSG00000168282 |MGAT2 protein_coding | -1.192795186 4.03E-22 3.80E-21|down
ENSG00000165655 |ZNF503 protein_coding | -1.473524414 4.23E-22 3.98E-21|down
ENSG00000197763 |TXNRD3 protein_coding 1473159772 4.25E-22 4.00E-21]up
ENSG00000104643 |[MTMR9 protein_coding | -1.358649801 4.54E-22 4.26E-21]down
ENSG00000156860 |FBRS protein_coding [ -1.120503804 4.86E-22 4.56E-21]down
ENSG00000186897 |C10L4 protein_coding | -2.866479774 5.14E-22 4.82E-21|down
ENSG00000276234 |TADA2A protein_coding | -1.451305221 5.22E-22 4.90E-21|down
ENSG00000169242 |EFNA1 protein_coding 1.968204601 5.46E-22 5.11E-21fup
ENSG00000006756 |ARSD protein_coding | -1.395900711 5.87E-22 5.48E-21[down
ENSG00000135842 |FAM129A protein_coding | -1.569584178 6.01E-22 5.60E-21[down
ENSG00000124098 |FAM210B protein_coding 1.382358908 6.04E-22 5.62E-21[up
ENSG00000218891 |ZNF579 protein_coding | -1.939236116 6.30E-22 5.86E-21[down
ENSG00000120833 |SOCS2 protein_coding 2.05135762 6.44E-22 5.99E-21[up
ENSG00000162959 |MEMO1 protein_coding | -7.665817228 /.10E-22 6.59E-21[down
ENSG00000053108 |FSTL4 protein_coding | -7.665817228 7.10E-22 6.59E-21[down
ENSG00000180354 |[MTURN protein_coding 3.226656594 [.22E-22 6.69E-21{up




ENSG00000171823 |FBXL14 protein_coding | -2.167889618 7.32E-22 6.78E-21[down
ENSG00000090097 |PCBP4 protein_coding -6.56020704 /.63E-22 7.06E-21|down
ENSG00000138942 |RNF185 protein_coding | -3.764220932 [.82E-22 7.22E-21|down
ENSG00000141873 |SLC39A3 protein_coding | -3.764220932 [.82E-22 7.22E-21|down
ENSG00000099203 |TMED1 protein_coding | -1.446087512 7.96E-22 7.35E-21|down
ENSG00000196659 |TTC30B protein_coding 1.336334579 8.64E-22 /.98E-21[up
ENSG00000107537 |PHYH protein_coding [ -1.105804429 9.39E-22 8.66E-21|down
ENSG00000164306 |PRIMPOL protein_coding | -2.758926633 9.74E-22 8.96E-21|down
ENSG00000021574 |SPAST protein_coding -1.11353425 9.74E-22 8.95E-21|down
ENSG00000197785 |ATAD3A protein_coding | -1.041220412 1.04E-21 9.55E-21|down
ENSG00000189339 |SLC35EZB protein_coding 1.075226312 1.08E-21 9.88E-21[up
ENSG00000103381 |CPPED1 protein_coding [ -1.038960042 1.11E-21 1.02E-20[{down
ENSG00000144591 |GMPPA protein_coding 1.111588716 1.15E-21 1.05E-20]up
ENSG00000204967 |PCDHA4 protein_coding | -2.218951587 1.16E-21 1.06E-20[{down
ENSG00000183873 |SCNSA protein_coding | 7.358283552 1.1/E-21 1.07E-20]up
ENSG00000154743 |TSEN2 protein_coding | -1.297195898 1.18E-21 1.08E-20[{down
ENSG00000197565 |COL4A6 protein_coding [ -2.055168084 1.30E-21 1.18E-20[{down
ENSG00000153294 |ADGRF4 protein_coding | -6.541828511 1.33E-21 1.21E-20[{down
ENSG00000164970 |[FAM219A protein_coding | -1.517190524 1.37E-21 1.24E-20[{down
ENSG00000177380 |PPFIA3 protein_coding 1.743573708 1.50E-21 1.36E-20]up
ENSG00000115594 |IL1R1 protein_coding 1.13934118 1.51E-21 1.36E-20]up
ENSG000001/73275 |ZNF449 protein_coding 1.863312952 1.61E-21 1.45E-20]up
ENSG00000158805 |ZNF276 protein_coding 1.156512741 1.81E-21 1.63E-20|up
ENSG00000021826 |CPS1 protein_coding | -7.631465724 1.86E-21 1.68E-20[{down
ENSG00000102078 |SLC25A14 protein_coding | 2.541529932 1.96E-21 1.76E-20]|up
ENSG00000213762 |ZNF134 protein_coding | -1.401084535 2.25E-21 2.02E-20[{down
ENSG000001/3898 |SPTBN2 protein_coding [ -1.906239937 2.33E-21 2.09E-20[{down
ENSG00000008324 |SS18L2 protein_coding [ -3.489087049 2.36E-21 2.11E-20[{down
ENSG00000132740 |IGHMBP2 protein_coding -2.34131519 2.55E-21 2.28E-20[down
ENSG00000167216 |KATNALZ protein_coding | 2.391862144 2.60E-21 2.33E-20[up
ENSG00000185753 |CXorf38 protein_coding | -2.109877629 2.63E-21 2.35E-20[{down
ENSG0000007/8596 |ITM2A protein_coding | 7.328536208 2.72E-21 2.42E-20[up
ENSG00000198517 |MAFK protein_coding | -1.219693741 2.80E-21 2.50E-20[{down
ENSG00000084636 |COL16A1 protein_coding | -3.732159723 2.86E-21 2.55E-20[down
ENSG00000186638 |KIF24 protein_coding 1.002578237 2.86E-21 2.55E-20[up
ENSG00000102984 |ZNF821 protein_coding 4.34348655 2.88E-21 2.56E-20[up
ENSG00000178538 |CA8 protein_coding [ -1.495892227 297E-21 2.64E-20[down
ENSG00000182544 |MFSD5 protein_coding | -1.382874628 3.44E-21 3.04E-20|down
ENSG00000197852 |FAM212B protein_coding| 3.677685772 3.44E-21 3.04E-20{up
ENSG00000169439 |SDC2 protein_coding | 2.294983649 3.59E-21 3.17E-20{up
ENSG00000142619 |PADI3 protein_coding | 2.058084331 4.24E-21 3.74E-20[up
ENSG00000167272 |POPS protein_coding | -1.464153326 4.39E-21 3.87E-20]|down
ENSG00000183778 |B3GALTS protein_coding | -7.596276295 4.92E-21 4.32E-20|down
ENSG00000108379 |WNT3 protein_coding | -7.596276295 4.92E-21 4.32E-20|down
ENSG00000211445 |GPX3 protein_coding | -7.596276295 4.92E-21 4.32E-20|down
ENSG00000081791 |KIAA0141 protein_coding | -1.215321089 5.33E-21 4.67E-20|down
ENSG00000141447 |OSBPL1A protein_coding 1.111795455 6.11E-21 5.34E-20[up
ENSG00000125454 |SLC25A19 protein_coding [ -1.696998884 6.19E-21 5.40E-20[{down
ENSG000001/8700 |DHFR2 protein_coding 1.661735416 6.41E-21 5.599E-20[up
ENSG00000115825 |PRKD3 protein_coding -1.05219324 6.70E-21 5.84E-20[{down
ENSG000001/6978 |DPP7 protein_coding 1.125821272 7.05E-21 6.14E-20[up
ENSG00000077152 |UBE2T protein_coding | -1.049754329 7.16E-21 6.23E-20{down
ENSG00000149636 |DSN1 protein_coding| -1.161851479 7.32E-21 6.36E-20{down
ENSG00000198026 |ZNF335 protein_coding| -1.012292092 /. 70E-21 6.69E-20{down




ENSG00000105793 |GTPBP10 protein_coding [ -1.796994674 /. /3E-21 6.71E-20[down
ENSG00000176399 |DMRTA1 protein_coding 5.219307139 7.80E-21 6.77E-20[up
ENSG00000165997 |ARLSB protein_coding -1.06293282 8.13E-21 7.05E-20]|down
ENSG00000283526 |PRRT1B protein_coding | 3.831036549 8.15E-21 /.05E-20{up
ENSG00000142655 |PEX14 protein_coding | -2.163316888 8.74E-21 7.56E-20]|down
ENSG00000183323 |CCDC125 protein_coding | -1.936167018 8.93E-21 7.71E-20|down
ENSG00000241635 |UGT1A1 protein_coding | 3.267135664 9.32E-21 8.05E-20{up
ENSG00000165490 |DDIAS protein_coding | -1.462010426 1.14E-20 9.81E-20|down
ENSG00000135643 |KCNMB4 protein_coding [ -6.465879658 1.24E-20 1.06E-19[down
ENSG00000165675 |ENOX2 protein_coding | -1.712308844 1.28E-20 1.10E-19[down
ENSG00000137727 |ARHGAP20 |protein_coding -7.56020704 1.30E-20 1.12E-19[down
ENSG00000169031 |COL4A3 protein_coding | 2.328536208 1.41E-20 1.20E-19]up
ENSG00000148090 |AUH protein_coding 1422556118 1.42E-20 1.22E-19|up
ENSG00000076053 |RBMY7 protein_coding 1.495387066 1.70E-20 1.45E-19|up
ENSG00000101940 |WDR13 protein_coding [ -1.530459697 1.72E-20 1.46E-19[down
ENSG00000180694 |TMEMG64 protein_coding | -1.077102593 1.89E-20 1.61E-19[down
ENSG00000119938 |PPP1R3C protein_coding 1.664963873 1.91E-20 1.63E-19|up
ENSG00000101928 |MOSPD1 protein_coding | -1.369320349 2.00E-20 1.70E-19[down
ENSG00000213096 |ZNF254 protein_coding | -1.521887436 2.05E-20 1.74E-19[down
ENSG00000136870 |ZNF189 protein_coding 1.320362277 2.10E-20 1.78E-19|up
ENSG00000187556 |NANOS3 protein_coding | 7.251368348 2.27E-20 1.92E-19|up
ENSG00000108001 |EBF3 protein_coding | 7.251368348 2.27E-20 1.92E-19|up
ENSG00000164615 |CAMLG protein_coding | -2.437756057 2.36E-20 1.99E-19[down
ENSG00000130511 |SSBP4 protein_coding 1.470889132 2.37E-20 2.00E-19[up
ENSG00000135439 |AGAP2 protein_coding [ -4.504353806 2.54E-20 2.14E-19[down
ENSG00000162065 |TBC1D24 protein_coding 1.7691088 2.57E-20 2.17E-19[up
ENSG00000116885 |OSCP1 protein_coding | -5.426351294 2.67E-20 2.25E-19[down
ENSG00000144659 |SLC25A38 protein_coding | -1.270410522 2.71E-20 2.28E-19[down
ENSG00000158458 |NRG2 protein_coding -3.07842799 2.85E-20 2.39E-19[down
ENSG00000185085 |INTSS protein_coding 1.09011127 2.97E-20 2.49E-19[up
ENSG00000196814 |MVB12B protein_coding | -1.648743715 3.02E-20 2.53E-19[down
ENSG00000234602 |[MCIDAS protein_coding | 7.235426804 3.48E-20 2.90E-19[up
ENSG00000159674 |SPONZ2 protein_coding | 7.235426804 3.48E-20 2.90E-19[up
ENSG00000110237 |ARHGEF17  |protein_coding 1.059660924 3.63E-20 3.03E-19{up
ENSG00000136826 |KLF4 protein_coding -3.32055663 3.66E-20 3.05E-19]down
ENSG00000174106 |LEMD3 protein_coding | -1.340084221 3.86E-20 3.21E-19]|down
ENSG00000121067 |SPOP protein_coding | -1.004118293 3.94E-20 3.28E-19]|down
ENSG00000136878 |USP20 protein_coding 1.826035868 4.03E-20 3.35E-19[up
ENSG00000166435 |XRRA1 protein_coding | 2.123716417 4.08E-20 3.38E-19[up
ENSG00000184979 |USP18 protein_coding -4.86128835 4.16E-20 3.45E-19]|down
ENSG000001/7888 |ZBTB41 protein_coding | -1.132851607 4.26E-20 3.53E-19]|down
ENSG00000154832 |CXXC1 protein_coding | -1.413967569 4.33E-20 3.59E-19]|down
ENSG00000183401 |CCDC159 protein_coding | 4.267135664 4.38E-20 3.62E-19[up
ENSG00000035115 |SH3YL1 protein_coding 1.725116803 4.57E-20 3.78E-19[up
ENSG00000007376 |RPUSD1 protein_coding [ -1.950323165 4.58E-20 3.78E-19]|down
ENSG00000256087 |ZNF432 protein_coding | 2.098106468 4.86E-20 4.01E-19]up
ENSG00000168116 |KIAA1586 protein_coding | 2.098106468 4.86E-20 4.01E-19]up
ENSG00000087995 |METTL2A protein_coding | -1.209261184 5.19E-20 4.27E-19|down
ENSG00000132570 |PCBD2 protein_coding -2.09292756 5.33E-20 4.38E-19|down
ENSG00000171033 |PKIA protein_coding | 3.991501221 5.63E-20 4.62E-19]up
ENSG00000111554 |MDM1 protein_coding | -1.578354387 6.06E-20 4.97E-19|down
ENSG00000107614 |TRDMT1 protein_coding 1.875485383 6.46E-20 5.29E-19[up
ENSG00000162236 |STX5 protein_coding 1.438034573 6.55E-20 5.36E-19[up
ENSG00000149564 |ESAM protein_coding 2.04982018 6.75E-20 5.53E-19fup




ENSG00000140092 |FBLNS protein_coding 2.754800963 /.60E-20 6.21E-19|up
ENSG00000069188 |SDK2 protein_coding 1.226742207 7.64E-20 6.24E-19|up
ENSG00000103932 |RPAP1 protein_coding | -1.650504173 /.88E-20 6.42E-19[down
ENSG00000188641 |DPYD protein_coding 2.55092863 8.02E-20 6.54E-19[up
ENSG00000106123 |EPHB6 protein_coding | 7.203005326 8.20E-20 6.67E-19[up
ENSG00000178927 |Cl70orf62 protein_coding | -1.008845539 8.91E-20 7.23E-19]|down
ENSG00000152684 |PELO protein_coding [ -1.265949066 9.02E-20 7.31E-19]|down
ENSG00000185000 |DGAT1 protein_coding | -7.485244983 9.32E-20 7.53E-19]|down
ENSG000001/3581 |CCDC106 protein_coding | -2.324597795 9.39E-20 7.59E-19]|down
ENSG00000257335 |[MGAM protein_coding 1.7126797 1.01E-19 8.14E-19[up
ENSG00000130584 |ZBTB46 protein_coding [ -2.349535697 1.06E-19 8.50E-19]|down
ENSG00000086300 |SNX10 protein_coding 1497817293 1.06E-19 8.57E-19[up
ENSG00000185347 |TEDC1 protein_coding | -1.786941009 1.08E-19 8.66E-19|down
ENSG00000132773 |TOE1 protein_coding [ -1.963644543 1.14E-19 9.19E-19]|down
ENSG00000108852 |[MPP2 protein_coding [ -2.855463978 1.18E-19 9.44E-19]|down
ENSG000001/8935 |ZNF552 protein_coding [ -6.385709309 1.18E-19 9.46E-19]|down
ENSG00000133687 |TMTC1 protein_coding| 6.118613139 1.19E-19 9.57E-19[up
ENSG00000155256 |ZFYVE2/7 protein_coding | -1.216533565 1.26E-19 1.01E-18[down
ENSG00000107077 |KDM4C protein_coding 1.165665965 1.31E-19 1.05E-18|up
ENSG00000197467 |COL13A1 protein_coding | -7.465879658 1.53E-19 1.22E-18[down
ENSG00000166321 |[NUDT13 protein_coding | 2.144453144 1.70E-19 1.35E-18|up
ENSG00000213066 |FGFR1OP protein_coding [ -5.364950749 1.71E-19 1.36E-18[down
ENSG00000198551 |ZNF627 protein_coding | -5.364950749 1.71E-19 1.36E-18[down
ENSG00000188070 |Cllorf95 protein_coding | -1.757620435 1.77/E-19 1.41E-18[down
ENSG00000107443 |CCNJ protein_coding | -1.620998725 1.89E-19 1.50E-18[down
ENSG000001/5895 |PLEKHF2 protein_coding [ -2.964245541 1.99E-19 1.58E-18[down
ENSG00000037757 |MRI1 protein_coding | -1.455070111 2.01E-19 1.59E-18[down
ENSG00000114423 |CBLB protein_coding 1.600833536 2.07E-19 1.63E-18|up
ENSG00000125744 |RTN2 protein_coding | 2.732258394 2.08E-19 1.65E-18|up
ENSG00000266714 |[MYO15B protein_coding | -1.669024746 2.13E-19 1.68E-18[down
ENSG00000126756 |UXT protein_coding | -1.028581315 2.22E-19 1.76E-18[down
ENSG00000240857 |RDH14 protein_coding [ -1.558545906 2.31E-19 1.82E-18[down
ENSG00000105671 |DDX49 protein_coding | -1.246965963 2.40E-19 1.89E-18[down
ENSG00000232112 |TMAY protein_coding | -1.338575334 2.93E-19 2.30E-18[down
ENSG00000162813 |BPNT1 protein_coding 1.0848239 3.03E-19 2.38E-18[up
ENSG00000128694 |OSGEPL1 protein_coding [ -2.025813364 3.04E-19 2.39E-18[down
ENSG00000006459 |KDMT7A protein_coding 1.482276442 3.14E-19 2.46E-18[up
ENSG00000164045 |CDC25A protein_coding [ -1.052892898 3.15E-19 2.47E-18[down
ENSG00000158092 |NCK1 protein_coding 1.220516338 3.18E-19 2.49E-18[up
ENSG00000116455 |[WDR77 protein_coding [ -2.224245887 3.32E-19 2.60E-18[down
ENSG00000166188 |ZNF319 protein_coding | -1.735594129 3.63E-19 2.83E-18[down
ENSG00000090776 |EFNB1 protein_coding | -6.343889134 3.67E-19 2.86E-18[down
ENSG00000108511 |HOXB6 protein_coding | -1.287014612 3.86E-19 3.01E-18]|down
ENSG00000186889 |TMEM17 protein_coding | -2.773001818 4.03E-19 3.14E-18|down
ENSG00000122574 |WIPF3 protein_coding | -7.426351294 4.13E-19 3.21E-18|down
ENSG00000172661 |WASHC2C  |protein_coding| -1.153773115 4.25E-19 3.30E-18]|down
ENSG00000196557 |CACNA1H protein_coding 1.219672733 4.61E-19 3.56E-18[up
ENSG00000007237 |GAS7 protein_coding 7.13589113 4.61E-19 3.56E-18[up
ENSG00000146205 |ANO7 protein_coding 7.13589113 4.61E-19 3.56E-18[up
ENSG00000146233 |CYP39A1 protein_coding 7.13589113 4.61E-19 3.56E-18[up
ENSG00000198719 |DLL1 protein_coding 7.13589113 4.61E-19 3.56E-18[up
ENSG00000137814 |HAUSZ2 protein_coding [ -1.554949783 4.66E-19 3.59E-18|down
ENSG00000135002 |RFK protein_coding | -1.056401684 4.69E-19 3.62E-18|down
ENSG00000141012 |GALNS protein_coding| -1.046579124 4.69E-19 3.62E-18]|down




ENSG00000122033 |MTIF3 protein_coding 1.141166073 4.75E-19 3.66E-18[up
ENSG00000079482 |OPHN1 protein_coding 1.687479146 4.87E-19 3.74E-18[up
ENSG00000121864 |ZNF639 protein_coding 1.392230884 4.91E-19 3.7/7E-18[up
ENSG000000/1575 |TRIB2 protein_coding [ -2.438629624 4.96E-19 3.81E-18|down
ENSG00000154146 |NRGN protein_coding [ -2.290914669 5.02E-19 3.85E-18|down
ENSG00000157538 |DSCR3 protein_coding | -1.637855399 5.16E-19 3.96E-18|down
ENSG00000079931 |[MOXD1 protein_coding | 6.065501803 5.17E-19 3.96E-18[up
ENSG00000152763 |[WDR78 protein_coding 3.401/8519 5.25E-19 4.01E-18]up
ENSG00000085433 |[WDR47 protein_coding 1.206857652 5.25E-19 4.02E-18]up
ENSG00000172264 |MACROD2  |protein_coding 4.55092863 5.35E-19 4.09E-18]up
ENSG00000188315 |C3orf62 protein_coding | -4.779988248 5.39E-19 4.11E-18|down
ENSG00000160753 |RUSC1 protein_coding | -1.816297812 5.51E-19 4.20E-18|down
ENSG00000005059 |[MCUB protein_coding 1.42065441 5.58E-19 4.26E-18]up
ENSG00000036054 |TBC1D23 protein_coding 1.121400128 5.99E-19 4.26E-18]up
ENSG00000122390 |NAAGO protein_coding | -1.373783243 5.87E-19 4.47E-18|down
ENSG00000147799 |ARHGAP39 |protein_coding| -1.558081992 6.04E-19 4.59E-18|down
ENSG00000167165 |UGT1A6 protein_coding | 4.186517204 6.68E-19 5.07E-18|up
ENSG00000170681 |CAVIN4 protein_coding | 2.901114985 6.79E-19 5.14E-18|up
ENSG00000131845 |ZNF304 protein_coding | -7.406173412 6.80E-19 5.15E-18[down
ENSG00000080224 |EPHAG protein_coding| 7.118613139 /.12E-19 5.38E-18|up
ENSG00000012124 |CD22 protein_coding | -2.758926633 /.38E-19 5.58E-18[down
ENSG00000198774 |RASSF9 protein_coding | 2.379883088 8.68E-19 6.53E-18[up
ENSG00000105053 |VRK3 protein_coding | -1.100410136 9.05E-19 6.80E-18[down
ENSG00000137075 |RNF38 protein_coding | -1.151988882 9.58E-19 7.19E-18]|down
ENSG00000185414 |MRPL30 protein_coding | -1.496253307 1.03E-18 7.72E-18|down
ENSG00000241484 |ARHGAP8 protein_coding| 7.101125712 1.10E-18 8.22E-18[up
ENSG00000167487 |KLHL26 protein_coding | -7.385709309 1.12E-18 8.39E-18]|down
ENSG00000275004 |ZNF280B protein_coding [ -2.988230181 1.19E-18 8.90E-18|down
ENSG00000214046 |SMIM7 protein_coding 1.059146308 1.21E-18 8.99E-18[up
ENSG00000166669 |ATF/IP2 protein_coding 1.435056532 1.22E-18 9.11E-18[up
ENSG000001417/38 |GRBY protein_coding | -4.385709309 1.25E-18 9.27E-18|down
ENSG00000112578 |BYSL protein_coding | -1.151380268 1.26E-18 9.34E-18|down
ENSG00000171488 |LRRC8C protein_coding | -2.355961966 1.26E-18 9.39E-18]|down
ENSG00000163026 |[WDCP protein_coding | -1.335652983 1.29E-18 9.60E-18|down
ENSG00000130940 |CASZ1 protein_coding| 3.521181286 1.32E-18 9.76E-18[up
ENSG00000125967 |NECAB3 protein_coding 1.504693164 1.39E-18 1.03E-17]up
ENSG00000173465 |SSSCA1 protein_coding | -2.384181839 1.41E-18 1.04E-17[down
ENSG00000116874 |WARS?2 protein_coding | -2.384181839 1.41E-18 1.04E-17[down
ENSG00000116670 |[MAD2L2 protein_coding | -1.227667299 1.42E-18 1.05E-17[{down
ENSG00000020129 |[NCDN protein_coding| -1.674037735 1.45E-18 1.07E-17[down
ENSG00000007255 |TRAPPC6A  |protein_coding | -4.104423199 1.63E-18 1.21E-17[{down
ENSG00000140406 |TLNRD1 protein_coding -1.57129963 1.70E-18 1.25E-17[{down
ENSG00000188177 |ZC3H6 protein_coding [ 2.806583505 1.81E-18 1.33E-17]up
ENSG00000169016 |E2F6 protein_coding | -1.180594879 1.83E-18 1.34E-17[{down
ENSG00000107175 |CREB3 protein_coding | -1.123159761 1.86E-18 1.37E-17[down
ENSG00000140057 |AK7Y protein_coding 1.879551377 1.88E-18 1.38E-17]up
ENSG00000128408 |RIBC2 protein_coding | 2.008276934 1.93E-18 1.41E-17]up
ENSG00000156050 |FAM161B protein_coding | -4.737552982 1.95E-18 1.43E-17[down
ENSG00000138613 |APH1B protein_coding 1.164902953 2.10E-18 1.54E-17]up
ENSG00000166780 |Cl60rf45 protein_coding | -1.063781214 2.15E-18 1.58E-17[down
ENSG00000109107 |ALDOC protein_coding 1.985331454 2.21E-18 1.62E-17]up
ENSG00000169570 |DTWD?2 protein_coding [ -4.364950749 2.39E-18 1.74E-17[{down
ENSG00000137310 |TCF19 protein_coding [ -1.305894969 2.40E-18 1.75E-17[{down
ENSG00000099624 |ATP5D protein_coding| -1.016533966 2.54E-18 1.85E-17[{down




ENSG00000143502 |SUSD4 protein_coding 7.065501803 2.63E-18 1.92E-17]up
ENSG00000154040 |CABYR protein_coding | -1.272136375 2.79E-18 2.03E-17[down
ENSG00000196110 |ZNF699 protein_coding | -7.343889134 3.07E-18 2.22E-17[down
ENSG00000266338 |NBPF15 protein_coding 1.035883036 3.24E-18 2.34E-17{up
ENSG00000154803 |FLCN protein_coding | -1.251337416 3.29E-18 2.38E-17[down
ENSG00000197951 |ZNF/1 protein_coding | -1.530601256 3.53E-18 2.54E-17[down
ENSG00000181404 |[WASHC1 protein_coding | -6.256426292 3.61E-18 2.60E-17[down
ENSG00000189283 |FHIT protein_coding | -4.715857911 3.71E-18 2.66E-17[down
ENSG00000108799 |EZH1 protein_coding 1.084383268 3.89E-18 2.7/9E-17{up
ENSG00000198556 |ZNF/89 protein_coding -2.33171442 3.90E-18 2.79E-17[down
ENSG00000124466 |LYPD3 protein_coding |  7.047354456 4.08E-18 2.92E-17{up
ENSG00000111328 |CDK2AP1 protein_coding | -1.005464719 4.19E-18 2.99E-17[down
ENSG00000081059 |TCF/ protein_coding | -1.628844158 4.34E-18 3.10E-17]|down
ENSG000001/5183 |CSRP2 protein_coding 1.864203413 4.34E-18 3.10E-17{up
ENSG00000198108 |CHSY3 protein_coding | 5.010360248 4.40E-18 3.14E-17{up
ENSG00000140451 |PIF1 protein_coding 1.396378854 4.59E-18 3.27E-17{up
ENSG00000095637 |SORBS1 protein_coding | 4.480539302 4.69E-18 3.34E-17{up
ENSG00000114904 |NEK4 protein_coding | -1.000587388 4.70E-18 3.35E-17]|down
ENSG00000173653 |RCE1 protein_coding [ -1.990032874 4.96E-18 3.52E-17]|down
ENSG00000103489 |XYLT1 protein_coding [ -1.990032874 4.96E-18 3.52E-17]|down
ENSG00000177943 |MAMDCA4 protein_coding| 2.781708837 5.00E-18 3.55E-17{up
ENSG00000175344 |CHRNAY protein_coding | -7.322515483 5.09E-18 3.60E-17]|down
ENSG00000216937 |CCDCY protein_coding 1.224005625 5.09E-18 3.61E-17{up
ENSG00000006015 |REX1BD protein_coding | -2.102255362 5.29E-18 3.74E-17]|down
ENSG00000147100 |SLC16A2 protein_coding | -1.266995534 5.38E-18 3.81E-17]|down
ENSG00000132716 |DCAF8 protein_coding | -1.031866034 5.80E-18 4.10E-17]down
ENSG00000154429 |CCSAP protein_coding [ -1.390282039 5.82E-18 4.11E-17]down
ENSG00000148450 |MSRB2 protein_coding 1.374339898 5.90E-18 4.16E-17]up
ENSG00000154822 |PLCL2 protein_coding | -1.707637404 6.29E-18 4.43E-17]down
ENSG00000074964 |ARHGEF10L |[protein_coding 1.04919999 6.70E-18 4.71E-17]up
ENSG00000254004 |ZNF260 protein_coding | -1.109584904 6.95E-18 4.87E-17|down
ENSG00000074370 |ATP2A3 protein_coding 1.983039642 7.08E-18 4.96E-17]up
ENSG00000106003 |LFNG protein_coding| 2.047907743 7.12E-18 4.99E-17]up
ENSG00000165443 |PHYHIPL protein_coding | -5.233706216 [.22E-18 5.06E-17[down
ENSG00000136169 |SETDB2 protein_coding | -1.932536681 /.55E-18 5.28E-17[down
ENSG00000102048 |ASB9 protein_coding| -1.061778861 /.63E-18 5.34E-17[down
ENSG00000196458 |ZNF605 protein_coding | -1.361059833 /.67E-18 5.36E-17[down
ENSG00000188878 |FBF1 protein_coding | -3.841388793 7.93E-18 5.54E-17[down
ENSG00000163040 |CCDC74A protein_coding| -2.811015144 8.19E-18 5.70E-17[down
ENSG00000139737 |SLAIN1 protein_coding 2.7691088 8.30E-18 5.77E-17{up
ENSG00000170915 |PAOQRS protein_coding | 3.203005326 8.40E-18 5.84E-17{up
ENSG000001/8726 |THBD protein_coding | -7.300820412 8.44E-18 5.86E-17[down
ENSG00000120057 |SFRP5 protein_coding | -7.300820412 8.44E-18 5.86E-17[down
ENSG00000243678 |[NME2 protein_coding [ -7.300820412 8.44E-18 5.86E-17[down
ENSG00000169548 |ZNF280A protein_coding [ -7.300820412 8.44E-18 5.86E-17[down
ENSG00000171723 |GPHN protein_coding | -1.231159534 8.65E-18 6.00E-17[{down
ENSG00000126768 |TIMM1/B protein_coding | -2.157648138 8.73E-18 6.05E-17[down
ENSG00000164684 |ZNF704 protein_coding 1.117698014 8.94E-18 6.19E-17{up
ENSG00000185100 JADSSL1 protein_coding | 2.328536208 9.22E-18 6.37E-17{up
ENSG00000157764 |BRAF protein_coding [ -1.010849084 9.47E-18 6.54E-17[down
ENSG00000115718 |PROC protein_coding | 3.634344638 9.50E-18 6.56E-17{up
ENSG00000007384 |RHBDF1 protein_coding [ -2.406985969 9.54E-18 6.58E-17[down
ENSG00000116128 |BCLY protein_coding | -1.426351294 9.56E-18 6.59E-17[{down
ENSG00000172530 |BANP protein_coding 1.107694239 9.60E-18 6.62E-17{up




ENSG00000129932 |DOHH protein_coding | -3.658524736 1.02E-17 7.03E-17]|down
ENSG00000057704 |TMCC3 protein_coding | 4.101125712 1.02E-17 7.04E-17{up
ENSG00000221886 |ZBED8 protein_coding 1.758220484 1.04E-17 /. 13E-17{up
ENSG00000024526 |DEPDC1 protein_coding | -1.034033871 1.13E-17 7.75E-17]|down
ENSG00000197223 |C1D protein_coding [ -4.043022654 1.16E-17 7.91E-17]|down
ENSG00000152953 |STK32B protein_coding | -1.647747723 1.18E-17 8.09E-17]|down
ENSG00000197037 |ZSCAN25 protein_coding [ -2.198940798 1.19E-17 8.15E-17]|down
ENSG00000167566 |NCKAPSL protein_coding 1.12657/7379 1.19E-17 8.15E-17{up
ENSG00000100221 (JOSD1 protein_coding | -1.051841601 1.22E-17 8.33E-17]|down
ENSG00000204175 |GPRINZ protein_coding 1.544854115 1.25E-17 8.52E-17{up
ENSG00000106004 |[HOXAS protein_coding [ -3.504353806 1.28E-17 8.69E-17|down
ENSG00000214087 |ARL16 protein_coding | -1.393929816 1.31E-17 8.89E-17|down
ENSG00000120616 |EPC1 protein_coding [ -1.004590093 1.39E-17 9.41E-17]|down
ENSG00000138641 |HERC3 protein_coding | -7.278794105 1.40E-17 9.52E-17]|down
ENSG00000183172 |SMDT1 protein_coding | -7.278794105 1.40E-17 9.52E-17]|down
ENSG00000236782 |AL391650.1 |protein_coding| -7.278794105 1.40E-17 9.52E-17]|down
ENSG00000179841 |AKAPS protein_coding | -7.278794105 1.40E-17 9.52E-17]|down
ENSG00000102967 |DHODH protein_coding| -1.076344676 1.46E-17 9.89E-17]|down
ENSG00000089847 |ANKRD24 protein_coding | 6.991501221 1.53E-17 1.03E-16]up
ENSG00000170703 |TTLL6 protein_coding | 5.933398267 1.63E-17 1.10E-16]up
ENSG00000156687 |[UNC5D protein_coding | -1.733239989 1.65E-17 1.11E-16[{down
ENSG00000132950 |ZMYMbS protein_coding 1.27/8705052 1.67/E-17 1.12E-16]up
ENSG00000115042 |FAHD2A protein_coding -1.04783967 1.70E-17 1.15E-16[{down
ENSG00000177981 |ASBS8 protein_coding 1.370205388 1.75E-17 1.18E-16]up
ENSG00000156136 |DCK protein_coding | -1.290373624 1.75E-17 1.18E-16[{down
ENSG00000221988 |PPT2 protein_coding | 4.083423711 1.7/E-17 1.19E-16]up
ENSG00000174652 |ZNF266 protein_coding | 2.626216757 1.87E-17 1.26E-16]up
ENSG00000099998 |GGTS protein_coding 1.86983748 1.91E-17 1.28E-16]up
ENSG00000147535 |PLPP5 protein_coding | -1.841388793 1.91E-17 1.28E-16[down
ENSG00000067992 |PDK3 protein_coding | -1.284549893 1.9/7E-17 1.32E-16[down
ENSG00000119242 |CCDC92 protein_coding 1.019547169 1.9/7E-17 1.32E-16]up
ENSG00000096092 |TMEM14A protein_coding | -1.813908057 1.99E-17 1.33E-16[{down
ENSG00000066735 |KIF26A protein_coding 1.851102172 2.09E-17 1.40E-16]up
ENSG00000215252 |GOLGASB protein_coding 1.13206942 2.13E-17 1.42E-16]up
ENSG00000185070 |FLRT2 protein_coding | 3.813963036 2.27E-17 1.51E-16]up
ENSG00000131196 |NFATC1 protein_coding 1.134449156 2.29E-17 1.53E-16]up
ENSG00000168306 |ACOX2 protein_coding | -7.256426292 2.34E-17 1.56E-16[down
ENSG00000105499 |PLA2G4AC protein_coding | -7.256426292 2.34E-17 1.56E-16[down
ENSG00000073670 |ADAM11 protein_coding | -7.256426292 2.34E-17 1.56E-16[{down
ENSG00000244274 |DBNDD2 protein_coding | 6.972392398 2.38E-17 1.59E-16]up
ENSG00000205754 |SLCO1BY protein_coding | 6.972392398 2.38E-17 1.59E-16]up
ENSG00000011009 |LYPLA2 protein_coding | -1.423076162 2.48E-17 1.65E-16[{down
ENSG00000147471 |PLPBP protein_coding | -1.095732239 2.56E-17 1.70E-16[{down
ENSG00000119328 |FAMZ206A protein_coding -2.35040244 2.67E-17 1.77E-16[{down
ENSG00000126821 |SGPP1 protein_coding [ -1.105308559 2.67E-17 1.77E-16[{down
ENSG00000187994 |RINL protein_coding | 5.913498709 2.69E-17 1.78E-16]up
ENSG00000171262 |FAM98B protein_coding [ -1.003524992 2.87E-17 1.90E-16[{down
ENSG00000091157 |WDRY protein_coding| -1.136317626 2.92E-17 1.94E-16[{down
ENSG00000214029 |ZNF891 protein_coding| -1.631717613 297E-17 1.97E-16[{down
ENSG00000104774 |MAN2B1 protein_coding 1.195641938 3.09E-17 2.04E-16[up
ENSG00000125089 |SH3TC1 protein_coding 1419444705 3.19E-17 2.11E-16[up
ENSG00000143469 |SYT14 protein_coding | -4.278794105 3.23E-17 2.13E-16[{down
ENSG00000175155 |YPEL2 protein_coding 1.354438072 3.33E-17 2.20E-16[up
ENSG00000175866 |BAIAP2 protein_coding | -1.284995444 3.40E-17 2.24E-16[{down




ENSG00000116678 |LEPR protein_coding 2.669573126 3.44E-17 2.27E-16[up
ENSG00000106484 |MEST protein_coding | -1.602201129 3.45E-17 2.28E-16[down
ENSG00000180318 |ALX1 protein_coding 1.583793264 3.62E-17 2.38E-16[up
ENSG00000009709 |PAX7Y protein_coding 1.892799716 3.62E-17 2.38E-16[up
ENSG00000159885 |ZNF222 protein_coding | -6.163316888 3.64E-17 2.39E-16[{down
ENSG00000123297 |TSFM protein_coding | -1.871136136 3.70E-17 2.43E-16[{down
ENSG00000149591 |TAGLN protein_coding | 6.953027073 3.72E-17 2.44E-16[up
ENSG00000198753 |PLXNB3 protein_coding | 6.953027073 3.72E-17 2.44E-16[up
ENSG00000059378 |PARP12 protein_coding | -7.233706216 3.90E-17 2.56E-16[{down
ENSG00000189114 |BLOC1S3 protein_coding 1.17241/007 413E-17 2.7/0E-16[up
ENSG000001/8188 |SH2B1 protein_coding 1.142843891 437E-17 2.86E-16[up
ENSG00000185112 |FAM43A protein_coding | -5.163316888 4.76E-17 3.11E-16]|down
ENSG00000197119 |SLC25A29 protein_coding 1.308973942 4.89E-17 3.19E-16[up
ENSG00000132024 |CC2D1A protein_coding | -1.134816845 5.02E-17 3.28E-16]down
ENSG00000165118 |C9orf64 protein_coding | -1.109877629 5.13E-17 3.34E-16]|down
ENSG000001/6108 |CHMP6 protein_coding | -1.745464373 S5.44E-17 3.54E-16]|down
ENSG00000157542 |KCNJ6 protein_coding [ -3.334428804 5.55E-17 3.61E-16]|down
ENSG00000163462 |TRIM46 protein_coding |  6.933398267 5.80E-17 3.76E-16[up
ENSG00000203724 |Clorf53 protein_coding | 2.218658591 5.98E-17 3.87E-16[up
ENSG00000185163 |DDX51 protein_coding | -1.297902928 6.09E-17 3.94E-16]|down
ENSG00000137166 |FOXP4 protein_coding| -1.076876872 6.32E-17 4.09E-16]down
ENSG00000133863 |TEX15 protein_coding | -7.210622603 6.51E-17 4.20E-16]down
ENSG00000155729 |KCTD18 protein_coding 1.41495096 6.55E-17 4.23E-16]up
ENSG00000163171 |CDC42EP3  |protein_coding | -1.209966981 6.65E-17 4.29E-16]down
ENSG00000166920 |C150rf48 protein_coding | 3.143504315 6.95E-17 4.48E-16]up
ENSG00000167645 |YIF1B protein_coding | -1.989780633 /.09E-17 4.56E-16|down
ENSG00000166311 |SMPD1 protein_coding -3.59881849 /. 13E-17 4.59E-16]down
ENSG00000204149 |AGAPG6 protein_coding 1.896525631 /.58E-17 4.86E-16]up
ENSG00000159917 |ZNF235 protein_coding -1.78589368 8.60E-17 5.50E-16[{down
ENSG00000198715 |GLMP protein_coding | -1.602876706 9.05E-17 5.79E-16[{down
ENSG00000092208 |GEMINZ2 protein_coding 1.775282567 9.06E-17 5.79E-16[up
ENSG00000149922 |TBX6 protein_coding | 6.913498709 9.06E-17 5.79E-16[up
ENSG00000134049 |IER3IP1 protein_coding | -1.620174563 9.54E-17 6.09E-16[{down
ENSG00000145362 |ANK2 protein_coding 1.115083831 9.94E-17 6.34E-16[up
ENSG00000197982 |Clorfl22 protein_coding | -1.462330591 1.02E-16 6.49E-16[{down
ENSG00000141441 |GAREM1 protein_coding 1.606691901 1.05E-16 6.68E-16[up
ENSG00000165698 |SPACA9 protein_coding -7.18716363 1.09E-16 6.92E-16[{down
ENSG00000163389 |POGLUT1 protein_coding | -1.387357162 1.15E-16 7.29E-16]down
ENSG00000104490 |NCALD protein_coding 1.378576891 1.1/E-16 7.42E-16[up
ENSG00000124279 |FASTKD3 protein_coding 1.03462249 1.1/E-16 7.44E-16[up
ENSG00000065802 |ASB1 protein_coding [ -1.048002402 1.1/E-16 7.44E-16]down
ENSG00000189050 |RNFT1 protein_coding | -3.201284738 1.22E-16 7.71E-16]|down
ENSG00000138336 |TET1 protein_coding [ -2.455206156 1.25E-16 7.91E-16]|down
ENSG00000136010 |ALDH1L2 protein_coding 1.113462841 1.43E-16 9.04E-16{up
ENSG00000009780 |FAMT76A protein_coding| -3.011313794 1.49E-16 9.40E-16]down
ENSG00000137413 |TAF8 protein_coding -1.0026697 1.52E-16 9.58E-16]|down
ENSG00000204128 |C20rf72 protein_coding 1.493030246 1.62E-16 1.02E-15|up
ENSG00000178467 |PAHTM protein_coding 1.318267/873 1.64E-16 1.03E-15|up
ENSG00000171931 |FBXW10 protein_coding 1.810687904 1.65E-16 1.04E-15|up
ENSG00000163867 |ZMYM6 protein_coding | -2.792479193 1.69E-16 1.06E-15[down
ENSG00000164463 |CREBRF protein_coding 1.204125866 1.74E-16 1.09E-15]up
ENSG00000123552 |USP45 protein_coding 1.016876449 1.76E-16 1.10E-15]up
ENSG00000273604 |EPOP protein_coding [ -1.539880239 1.80E-16 1.13E-15[down
ENSG00000114166 |KAT2B protein_coding 1.072976923 1.82E-16 1.14E-15]up




ENSG00000105270 |CLIP3 protein_coding | -7.163316888 1.82E-16 1.14E-15[down
ENSG00000138400 |MDH1B protein_coding | -7.163316888 1.82E-16 1.14E-15[down
ENSG00000245680 |ZNF585B protein_coding | -7.163316888 1.82E-16 1.14E-15[down
ENSG00000196967 |ZNF585A protein_coding | -7.163316888 1.82E-16 1.14E-15[down
ENSG000001/70837 |GPR27 protein_coding | -7.163316888 1.82E-16 1.14E-15[down
ENSG00000166925 |TSC22D4 protein_coding [ -1.180343899 2.03E-16 1.27E-15[down
ENSG00000166896 |ATP23 protein_coding | -3.737552982 2.05E-16 1.28E-15[down
ENSG00000121406 |ZNF549 protein_coding | -3.737552982 2.05E-16 1.28E-15[down
ENSG00000214226 |Cl7orf67 protein_coding [ -6.089316306 2.09E-16 1.30E-15[down
ENSG00000104859 |CLASRP protein_coding 1.037419261 2.14E-16 1.33E-15]|up
ENSG00000164758 |MED30 protein_coding 1.743573708 2.16E-16 1.34E-15|up
ENSG00000070759 |TESK?2 protein_coding | 6.872856725 2.22E-16 1.38E-15|up
ENSG00000147676 |[MAL2 protein_coding | 6.872856725 2.22E-16 1.38E-15|up
ENSG00000182957 |SPATA13 protein_coding | -1.695711338 2.24E-16 1.39E-15[down
ENSG00000146038 |DCDC2 protein_coding | -1.766910577 2.26E-16 1.40E-15[down
ENSG00000153767 |GTF2E1 protein_coding | -1.050842159 2.28E-16 1.41E-15[down
ENSG00000198131 |ZNF544 protein_coding | -2.182425711 2.48E-16 1.53E-15[down
ENSG00000152402 |GUCY1A2 protein_coding 1.01487573 2.51E-16 1.55E-15|up
ENSG00000102901 |CENPT protein_coding -1.55845483 2.52E-16 1.56E-15[down
ENSG00000153157 |SYCP2L protein_coding 1.784914503 2.6/E-16 1.65E-15]|up
ENSG00000176542 |USF3 protein_coding | -1.019889689 2.7/1E-16 1.67E-15[down
ENSG00000242612 |DECR2 protein_coding | -2.563087631 2.7/7E-16 1.71E-15[down
ENSG00000164603 |BMT2 protein_coding | -1.802394661 2.80E-16 1.72E-15[down
ENSG00000198088 |NUP62CL protein_coding 1.001224917 2.83E-16 1.74E-15]|up
ENSG00000073050 |XRCC1 protein_coding -1.1/512619 2.92E-16 1.80E-15[down
ENSG00000170537 |TMC7 protein_coding | 2.213893642 3.03E-16 1.86E-15]|up
ENSG00000183072 |NKX2-5 protein_coding | -7.139069342 3.06E-16 1.88E-15[down
ENSG00000158156 |XKR8 protein_coding | -7.139069342 3.06E-16 1.88E-15[down
ENSG00000186020 |ZNF529 protein_coding | -7.139069342 3.06E-16 1.88E-15[down
ENSG00000136842 |TMOD1 protein_coding | -7.139069342 3.06E-16 1.88E-15[down
ENSG00000100099 |HPS4 protein_coding | -1.145208814 3.14E-16 1.93E-15[down
ENSG00000260027 |HOXBY protein_coding | -1.268300393 3.22E-16 1.98E-15[down
ENSG00000104884 |ERCC2 protein_coding 1.056283273 3.35E-16 2.05E-15[up
ENSG00000124802 |EEF1E1 protein_coding 1.368064573 3.36E-16 2.06E-15[up
ENSG00000185477 |GPRINS protein_coding -1.20788244 3.41E-16 2.09E-15[down
ENSG00000106789 |CORO2A protein_coding | 2.117969222 3.47E-16 2.12E-15[up
ENSG00000157326 |DHRS4 protein_coding | -1.233883724 3.56E-16 2.18E-15[down
ENSG00000152061 |RABGAP1L |protein_coding 1.058084331 3.63E-16 2.21E-15[up
ENSG00000181649 |PHLDA2 protein_coding [ -1.535402242 3.63E-16 2.22E-15[down
ENSG00000006625 |GGCT protein_coding | -2.147720033 3.64E-16 2.22E-15[down
ENSG00000169249 |ZRSR2 protein_coding | -1.708938497 3.65E-16 2.22E-15[down
ENSG00000165914 |TTC/B protein_coding 1.201864405 3.66E-16 2.23E-15[up
ENSG00000186017 |ZNF566 protein_coding | -1.256426292 4.02E-16 2.45E-15[down
ENSG00000158006 |PAFAH2 protein_coding 1.307702705 4.61E-16 2.79E-15[up
ENSG00000134215 |VAV3 protein_coding 1.822525049 4.83E-16 2.92E-15[up
ENSG00000153832 |FBXO36 protein_coding | 2.055517714 4.86E-16 2.95E-15[up
ENSG00000243943 |ZNF512 protein_coding | -1.228192612 5.18E-16 3.14E-15]|down
ENSG00000131944 |FAAP24 protein_coding | -1.862605279 5.26E-16 3.18E-15]|down
ENSG00000131981 |LGALS3 protein_coding 1.147206444 5.61E-16 3.39E-15[up
ENSG00000027075 |PRKCH protein_coding -1.20714539 5.89E-16 3.55E-15]|down
ENSG00000171097 |KYAT1 protein_coding 1.643046832 6.13E-16 3.69E-15[up
ENSG00000171428 |NAT1 protein_coding 1.853198199 6.15E-16 3.70E-15[up
ENSG00000103024 |NME3 protein_coding [ -6.037786006 6.76E-16 4.06E-15|down
ENSG00000109680 |TBC1D19 protein_coding 2.591570614 6.78E-16 4.08E-15]up




ENSG00000100505 |TRIM9 protein_coding 1.530844384 /.11E-16 4.26E-15]up
ENSG00000152784 |PRDM8 protein_coding 2.650464303 /.65E-16 4.58E-15|up
ENSG00000165886 |UBTD1 protein_coding | -1.262475337 8.18E-16 4.89E-15|down
ENSG00000166856 |GPR182 protein_coding | 6.809662898 8.59E-16 5.13E-15[up
ENSG00000014257 |ACPP protein_coding | 6.809662898 8.59E-16 5.13E-15[up
ENSG000001/76182 |MYPOP protein_coding | -2.179805011 8.61E-16 5.14E-15[down
ENSG00000136002 |ARHGEF4 protein_coding [ -1.852036037 8.65E-16 5.16E-15[down
ENSG00000204410 |MSH5 protein_coding | -7.089316306 8.68E-16 5.17E-15[down
ENSG00000100726 |TELOZ protein_coding -1.64761705 8.81E-16 5.24E-15[down
ENSG00000099139 |PCSK5 protein_coding | 4.809662898 9.26E-16 5.50E-15[up
ENSG00000113356 |POLR3G protein_coding [ -1.494586029 9.45E-16 5.61E-15[down
ENSG00000186577 |SMIM29 protein_coding | -2.578354387 9.50E-16 5.63E-15[down
ENSG00000141524 |TMC6 protein_coding| -1.713471318 9.51E-16 5.64E-15[down
ENSG000001/2183 |ISG20 protein_coding 1.922897407 9.52E-16 5.64E-15[up
ENSG00000213949 |ITGAl protein_coding [ 2.960804424 9.77E-16 5.79E-15[up
ENSG00000179023 |KLHDC7A protein_coding 1.469892058 9.88E-16 5.85E-15[up
ENSG00000179546 |HTR1D protein_coding 1.469892058 9.88E-16 5.85E-15[up
ENSG00000136895 |GARNL3 protein_coding 1.47/8384417 9.99E-16 5.91E-15[up
ENSG00000137802 |MAPKBP1 protein_coding 1.50512494 1.02E-15 6.03E-15[up
ENSG00000154719 |MRPL39 protein_coding [ -1.158666244 1.13E-15 6.67E-15[down
ENSG00000103449 |SALL1 protein_coding | -1.948303997 1.14E-15 6.70E-15[down
ENSG00000240065 |PSMB9 protein_coding| -6.011313794 1.22E-15 7.15E-15]|down
ENSG00000198915 |RASGEF1A  |protein_coding| 2.249926374 1.23E-15 [.22E-15[up
ENSG00000196937 |FAM3C protein_coding | -1.154064575 1.24E-15 7.26E-15]|down
ENSG00000137766 |UNC13C protein_coding| 6.787967827 1.35E-15 7.92E-15[up
ENSG00000169862 |CTNND2 protein_coding| 6.787967827 1.35E-15 7.92E-15[up
ENSG00000119042 |SATB2 protein_coding 1.057786837 1.35E-15 7.93E-15[up
ENSG00000197279 |ZNF165 protein_coding |  3.933398267 1.40E-15 8.21E-15[up
ENSG00000174669 |SLC29A2 protein_coding 1.527081888 1.48E-15 8.65E-15[up
ENSG00000104915 |STX10 protein_coding | -1.244453651 1.49E-15 8.67E-15|down
ENSG00000196227 |FAM217B protein_coding | -1.227279947 1.55E-15 9.01E-15]|down
ENSG00000132205 |EMILINZ protein_coding | -4.139069342 1.62E-15 9.46E-15]|down
ENSG00000161647 |[MPP3 protein_coding| -1.087041121 1.63E-15 9.47E-15]|down
ENSG00000197766 |CFD protein_coding | -2.190538357 1.74E-15 1.01E-14|down
ENSG00000136425 |CIB2 protein_coding 1.778339126 1.77/E-15 1.03E-14|up
ENSG00000204386 |NEU1 protein_coding [ -2.938250332 1.78E-15 1.03E-14[down
ENSG00000000457 |SCYL3 protein_coding 1.291474114 1.79E-15 1.04E-14|up
ENSG00000068394 |GPKOW protein_coding | -1.007818957 1.82E-15 1.05E-14|down
ENSG00000150967 |ABCB9 protein_coding 1.646611978 1.84E-15 1.06E-14|up
ENSG00000204531 |POUSF1 protein_coding | 4.267135664 1.88E-15 1.09E-14|up
ENSG00000153487 |ING1 protein_coding 1.433030376 1.91E-15 1.11E-14|up
ENSG00000162971 |TYWS protein_coding [ -1.340490557 1.96E-15 1.13E-14|down
ENSG00000188997 |KCTD21 protein_coding 1.60811029 1.99E-15 1.15E-14|up
ENSG00000213903 |LTB4R protein_coding | -1.898874288 2.07E-15 1.19E-14|down
ENSG00000167523 |SPATAS3 protein_coding 1.473966648 2.07E-15 1.19E-14|up
ENSG00000108932 |SLC16A6 protein_coding | -1.012403855 2.10E-15 1.21E-14|down
ENSG00000184898 |RBM43 protein_coding 1.561735385 2.11E-15 1.21E-14|up
ENSG00000249115 |HAUSS protein_coding [ -1.205200969 2.31E-15 1.32E-14[down
ENSG00000047365 |ARAP2 protein_coding | -7.037786006 2.48E-15 1.42E-14[down
ENSG00000163923 |RPL39L protein_coding | -1.170269649 2.58E-15 1.47E-14[down
ENSG00000175137 |SH3BP5SL protein_coding 1.042540654 2.66E-15 1.52E-14|up
ENSG00000175105 |ZNF654 protein_coding -1.12654601 2.68E-15 1.53E-14[down
ENSG00000164978 |NUDTZ2 protein_coding 1.638876329 2.71E-15 1.54E-14|up
ENSG00000166529 |ZSCAN21 protein_coding 1.625737217 2.78E-15 1.58E-14|up




ENSG00000100532 |CGRRF1 protein_coding | -1.385256273 2.98E-15 1.69E-14[down
ENSG00000128739 |SNRPN protein_coding 1.735161468 3.00E-15 1.71E-14]up
ENSG00000105072 |C190rf44 protein_coding | -1.582786633 3.12E-15 1.77E-14[down
ENSG00000149328 |GLB1L2 protein_coding | -1.752121455 3.16E-15 1.79E-14[down
ENSG00000132434 |LANCL2 protein_coding | -1.435975713 3.23E-15 1.83E-14[down
ENSG00000244045 |TMEM199 protein_coding | -1.536534211 3.24E-15 1.84E-14[down
ENSG00000160285 |LSS protein_coding | -1.130014913 3.24E-15 1.84E-14[down
ENSG00000257341 |AL928654.4 |protein_coding| 6.743573708 3.36E-15 1.90E-14|up
ENSG00000137171 |KLC4 protein_coding 1.894515606 3.39E-15 1.92E-14|up
ENSG00000251664 |PCDHA12 protein_coding | -2.707087701 3.46E-15 1.95E-14[down
ENSG00000139190 |VAMP1 protein_coding 1.798021492 3.48E-15 1.96E-14|up
ENSG00000100258 |LMF2 protein_coding | -1.151073292 3.67E-15 2.07E-14[down
ENSG000001/72197 |MBOAT1 protein_coding | -2.117720021 3.70E-15 2.09E-14[down
ENSG00000145743 |FBXL1/ protein_coding | -1.661941017 3.80E-15 2.14E-14[down
ENSG00000163482 |STK36 protein_coding 1.179392769 3.80E-15 2.14E-14{up
ENSG00000198832 |SELENOM protein_coding 1.097682208 3.81E-15 2.14E-14{up
ENSG00000173535 |TNFRSF10C |protein_coding | -3.322515483 4.13E-15 2.32E-14[down
ENSG00000064787 |BCAS1 protein_coding | 2.743573708 417E-15 2.34E-14{up
ENSG00000108813 |DLX4 protein_coding| -7.011313794 4.20E-15 2.36E-14[down
ENSG00000103742 |IGDCC4 protein_coding| -7.011313794 4.20E-15 2.36E-14[down
ENSG00000141642 |ELAC1 protein_coding| -7.011313794 4.20E-15 2.36E-14[down
ENSG00000240972 |MIF protein_coding | -1.168963451 4.44E-15 2.49E-14[down
ENSG00000133640 |LRRIQ1 protein_coding 2.8233009 4.46E-15 2.49E-14[up
ENSG00000159184 |HOXB13 protein_coding 1.726699889 447E-15 2.50E-14{up
ENSG00000126005 |MMP240S  |protein_coding | -1.377988272 4.49E-15 2.51E-14[down
ENSG00000144741 |SLC25A26 protein_coding | -1.556659316 4.55E-15 2.54E-14[down
ENSG00000117791 2-Mar|protein_coding 1.908632954 4.66E-15 2.60E-14{up
ENSG00000111252 |SH2B3 protein_coding | -1.256426292 4.70E-15 2.62E-14[down
ENSG00000010704 |HFE protein_coding [ -1.019250054 4.76E-15 2.65E-14[down
ENSG00000159263 |SIM2 protein_coding 1.008846586 4.97E-15 2.77E-14{up
ENSG00000167685 |ZNF444 protein_coding | -1.351906601 5.12E-15 2.85E-14[down
ENSG00000213799 |ZNF845 protein_coding -2.48423221 5.14E-15 2.86E-14[down
ENSG00000183475 |ASBY protein_coding | -1.039397056 5.21E-15 2.90E-14[down
ENSG00000198223 |CSF2RA protein_coding | -3.625660102 5.29E-15 2.94E-14[down
ENSG00000249222 |ATP5L2 protein_coding| 6.720853631 5.31E-15 2.95E-14|up
ENSG00000106328 |FSCN3 protein_coding| 6.720853631 5.31E-15 2.95E-14|up
ENSG00000196459 |TRAPPC2 protein_coding | -1.476104329 5.86E-15 3.24E-14]|down
ENSG00000066923 |STAG3 protein_coding 1.23315816 6.18E-15 3.42E-14{up
ENSG00000076716 |GPC4 protein_coding | 3.425397748 6.24E-15 3.45E-14{up
ENSG00000275111 |ZNF2 protein_coding 1.562126836 6.34E-15 3.50E-14{up
ENSG00000133597 |ADCK2 protein_coding 1.23738832 6.54E-15 3.61E-14{up
ENSG00000124067 |SLC12A4 protein_coding | -1.092196897 6.55E-15 3.62E-14|down
ENSG00000243335 |KCTDY protein_coding -1.40927778 6.61E-15 3.65E-14|down
ENSG00000165055 |METTL2B protein_coding | -1.283143631 6.83E-15 3.77E-14|down
ENSG00000132563 |REEP2 protein_coding | -6.984346747 7.13E-15 3.92E-14|down
ENSG00000188785 |ZNF548 protein_coding | -6.984346747 7.13E-15 3.92E-14|down
ENSG00000149292 |TTC12 protein_coding 1.799426942 7.32E-15 4.02E-14]up
ENSG00000198873 |GRKS5 protein_coding -4.95686601 7.62E-15 4.18E-14|down
ENSG00000181396 |OGFOD3 protein_coding [ -1.380605704 7. 72E-15 4.23E-14|down
ENSG00000272031 |ANKRD34A |protein_coding| 4.720853631 8.01E-15 4.39E-14|up
ENSG00000114388 |NPRL2 protein_coding | -1.256426292 8.13E-15 4.45E-14]down
ENSG00000138785 |INTS12 protein_coding | -1.705733694 8.15E-15 4.46E-14|down
ENSG00000166275 |BORCS7 protein_coding| -1.731511175 8.22E-15 4.50E-14|down
ENSG00000100593 |ISM2 protein_coding 6.69/770018 8.40E-15 4.59E-14|up




ENSG00000124785 |NRN1 protein_coding 6.697770018 8.40E-15 4.59E-14|up
ENSG00000169252 |ADRB2 protein_coding 6.697770018 8.40E-15 4.59E-14|up
ENSG00000182287 |AP1S2 protein_coding | -1.492866488 8.44E-15 4.61E-14|down
ENSG00000007520 |TSR3 protein_coding | -1.021497224 9.31E-15 5.07E-14[down
ENSG00000134248 |LAMTORS protein_coding | -1.197532603 9.95E-15 5.40E-14[down
ENSG00000181315 |ZNF322 protein_coding | 2.643046832 1.04E-14 5.62E-14[up
ENSG00000198841 |KTI12 protein_coding | -2.173964132 1.04E-14 5.65E-14[down
ENSG00000168061 |SAC3D1 protein_coding | -1.915389374 1.08E-14 5.84E-14[down
ENSG00000066583 |ISOC1 protein_coding | -1.321196548 1.12E-14 6.07E-14[down
ENSG00000153933 |DGKE protein_coding | -1.627263988 1.18E-14 6.39E-14[down
ENSG00000168970 |IMID7-PLA2@protein_coding| 3.239999534 1.20E-14 6.49E-14[up
ENSG00000204947 |ZNF425 protein_coding -6.95686601 1.21E-14 6.55E-14[down
ENSG00000020181 |ADGRA2 protein_coding | -3.426351294 1.25E-14 6.75E-14[down
ENSG00000153904 |DDAH1 protein_coding | -1.748279389 1.33E-14 7.15E-14|down
ENSG00000197147 |LRRC8B protein_coding | -1.929615976 1.33E-14 7.16E-14|down
ENSG00000138650 |PCDH10 protein_coding| 6.674311045 1.33E-14 7.17E-14{up
ENSG00000128710 |HOXD10 protein_coding 1.514949333 1.34E-14 [.22E-14{up
ENSG00000105173 |CCNE1 protein_coding | -1.077969657 1.40E-14 7.51E-14|down
ENSG00000188428 |BLOC1S5 protein_coding [ -4.928851634 1.44E-14 7.75E-14]|down
ENSG00000099256 |PRTFDC1 protein_coding [ -4.928851634 1.44E-14 7.75E-14]|down
ENSG00000184305 |CCSER1 protein_coding | 2.397577853 1.48E-14 7.93E-14[up
ENSG00000147255 |IGSF1 protein_coding | 2.303001116 1.57/E-14 8.41E-14{up
ENSG00000146143 |PRIM2 protein_coding| -1.170696418 1.58E-14 8.48E-14|down
ENSG00000196369 |SRGAP2B protein_coding 1.781048413 1.66E-14 8.86E-14[up
ENSG00000143224 |PPOX protein_coding| 2.112807517 1.81E-14 9.65E-14{up
ENSG00000121690 |DEPDCY protein_coding 1.45093284 1.82E-14 9.69E-14[up
ENSG00000184060 |ADAP2 protein_coding 1.855783211 1.82E-14 9.69E-14[up
ENSG00000196284 |SUPT3H protein_coding | 2.022109207 1.88E-14 1.00E-13]up
ENSG00000103811 |CTSH protein_coding | -1.865235535 1.92E-14 1.02E-13[down
ENSG00000128242 |GAL3ST1 protein_coding 1.833459211 1.98E-14 1.06E-13|up
ENSG00000164162 |ANAPCI10 protein_coding | -1.284171283 2.04E-14 1.08E-13[down
ENSG00000154760 |SLFN13 protein_coding | -6.928851634 2.07E-14 1.10E-13[down
ENSG00000118263 |KLF7 protein_coding 1.165213942 2.12E-14 1.12E-13|up
ENSG000001/3511 |VEGFB protein_coding 1.187792232 2.17E-14 1.15E-13|up
ENSG00000155158 |TTC39B protein_coding 1.692348384 2.18E-14 1.15E-13|up
ENSG00000180287 |PLDS protein_coding 1.216326705 2.30E-14 1.22E-13|up
ENSG00000188372 |ZP3 protein_coding 1.328536208 2.31E-14 1.22E-13|up
ENSG00000077585 |GPR137B protein_coding | -1.291701767 2.39E-14 1.26E-13[down
ENSG00000142669 |SH3BGRL3  |protein_coding| -1.551047041 242E-14 1.27E-13[down
ENSG00000179397 |CATSPERE protein_coding 2.55092863 2.45E-14 1.29E-13|up
ENSG00000196353 |CPNE4 protein_coding 2.20923728 2.49E-14 1.31E-13|up
ENSG00000104885 |DOTIL protein_coding | -1.114407287 2.53E-14 1.33E-13[down
ENSG00000186907 |RTN4RL2 protein_coding 1.120218972 2.5/E-14 1.35E-13|up
ENSG00000125249 |RAP2A protein_coding 1.012963609 2.60E-14 1.36E-13|up
ENSG00000170412 |GPRCS5C protein_coding | -2.121496712 2.61E-14 1.37E-13[down
ENSG00000150456 |EEFIAKMT1 |protein_coding 1.578943006 2.72E-14 1.43E-13|up
ENSG00000168301 |KCTD6 protein_coding | -1.931991342 2.7/3E-14 1.43E-13[down
ENSG00000152439 |ZNF/773 protein_coding [ -4.900282482 2.74E-14 1.44E-13[down
ENSG00000196368 |NUDT11 protein_coding 2.715987552 3.42E-14 1.79E-13|up
ENSG00000173040 |EVC2 protein_coding [ -6.900282482 3.53E-14 1.84E-13[down
ENSG00000115137 |DNAJC27 protein_coding | -2.578354387 3.63E-14 1.89E-13[down
ENSG00000085563 |ABCB1 protein_coding | 3.065501803 3.67E-14 1.92E-13|up
ENSG00000110801 |PSMD9 protein_coding | -2.304789314 3.70E-14 1.93E-13[down
ENSG00000170417 |TMEM182 protein_coding | -3.554106841 3.71E-14 1.93E-13[down




ENSG00000198435 |NRARP protein_coding 2.948688138 3.72E-14 1.94E-13|up
ENSG00000076706 |MCAM protein_coding 2.948688138 3.72E-14 1.94E-13|up
ENSG00000115998 |C20rf42 protein_coding | -1.795945822 4.29E-14 2.23E-13[down
ENSG00000113812 |ACTRS protein_coding | -1.095672937 4.52E-14 2.34E-13[down
ENSG00000137502 |RAB30 protein_coding 1.999913461 4.52E-14 2.34E-13[up
ENSG00000198960 |ARMCX6 protein_coding | -1.598117642 4.64E-14 2.41E-13[down
ENSG00000139826 |ABHD13 protein_coding | -2.377441693 4.67E-14 2.42E-13[down
ENSG00000066651 |TRMT11 protein_coding | -1.091367046 4.87E-14 2.52E-13[down
ENSG00000143630 |HCN3 protein_coding 1.792817227 4.89E-14 2.53E-13[up
ENSG00000113083 |LOX protein_coding 1.65918152 497E-14 2.57E-13[up
ENSG00000021645 |NRXN3 protein_coding 413589113 5.04E-14 2.60E-13[up
ENSG00000125703 |ATGAC protein_coding | -1.841388793 5.19E-14 2.68E-13[down
ENSG00000179242 |CDH4 protein_coding | 5.576463722 5.28E-14 2.7/2E-13[up
ENSG00000092421 |SEMAGA protein_coding | 5.576463722 5.28E-14 2.7/2E-13[up
ENSG00000144847 |IGSF11 protein_coding | 6.601554703 5.34E-14 2.75E-13[up
ENSG00000283632 |EXOC3L2 protein_coding | 6.601554703 5.34E-14 2.75E-13[up
ENSG00000166822 |TMEM170A |protein_coding| -1.205800219 5.55E-14 2.85E-13[down
ENSG00000168528 |SERINC2 protein_coding 1.55092863 5.80E-14 2.98E-13[up
ENSG00000130827 |PLXNA3 protein_coding 1.940875148 5.84E-14 3.00E-13[up
ENSG00000134253 |TRIM45 protein_coding| -6.871136136 6.03E-14 3.09E-13|down
ENSG00000221916 |C19orf73 protein_coding| -6.871136136 6.03E-14 3.09E-13|down
ENSG00000204611 |ZNF616 protein_coding| -6.871136136 6.03E-14 3.09E-13|down
ENSG00000174851 |YIF1A protein_coding -1.03620497 6.14E-14 3.14E-13|down
ENSG00000136866 |ZFP37 protein_coding | 3.047354456 6.21E-14 3.17E-13[up
ENSG00000173409 |ARV1 protein_coding | -1.007989263 6.29E-14 3.21E-13|down
ENSG00000175764 |TTLL11 protein_coding | 3.787967827 6.46E-14 3.30E-13[up
ENSG00000137731 |FXYD2 protein_coding| 2.521181286 6.54E-14 3.34E-13[up
ENSG00000156463 |SH3RF2 protein_coding -2.90551913 6.91E-14 3.53E-13|down
ENSG00000174132 |FAM174A protein_coding [ -2.323540488 7.34E-14 3.74E-13|down
ENSG00000169184 |MN1 protein_coding | 2.042232023 8.11E-14 4.12E-13]up
ENSG00000137825 |ITPKA protein_coding | -3.984346747 8.25E-14 4.18E-13|down
ENSG00000116717 |GADD45A protein_coding | -1.506652922 8.32E-14 4.22E-13|down
ENSG00000130363 |RSPH3 protein_coding 1.509108454 8.43E-14 4.27E-13]up
ENSG00000185453 |ZSWIM9 protein_coding | -1.654018657 8.48E-14 4.29E-13|down
ENSG00000165091 |TMC1 protein_coding| 6.576463722 8.50E-14 4.30E-13]up
ENSG00000273802 |HIST1IH2BG |protein_coding | 6.576463722 8.50E-14 4.30E-13]up
ENSG00000115828 |QPCT protein_coding | -1.073303988 8.52E-14 4.31E-13|down
ENSG00000077454 |LRCH4 protein_coding | -3.355961966 8.59E-14 4.34E-13|down
ENSG00000169991 |IFFO2 protein_coding 1.050235046 8.67E-14 4.38E-13]up
ENSG00000153443 |UBALD1 protein_coding -1.10103261 8.72E-14 4.40E-13|down
ENSG00000106009 |BRAT1 protein_coding| -1.176766843 8.91E-14 4.48E-13|down
ENSG00000158715 |SLC45A3 protein_coding | 3.328536208 9.17E-14 4.61E-13]up
ENSG00000099377 |HSD3B7 protein_coding | -1.921559142 9.32E-14 4.69E-13|down
ENSG00000152942 |RAD17 protein_coding | -1.050677627 9.85E-14 4.95E-13|down
ENSG00000214776 |AC092821.1 |protein_coding| -4.841388793 9.90E-14 4.97E-13|down
ENSG00000163393 |SLC22A15 protein_coding | 2.250533696 1.02E-13 5.10E-13fup
ENSG00000023608 |SNAPC1 protein_coding 1.18567945 1.02E-13 5.11E-13fup
ENSG00000157617 |C2CD2 protein_coding | -1.384181839 1.02E-13 5.11E-13[down
ENSG00000197457 |STMN3 protein_coding | -6.841388793 1.03E-13 5.18E-13[down
ENSG00000197757 |HOXC6 protein_coding | -6.841388793 1.03E-13 5.18E-13[down
ENSG00000219438 |FAM19A5 protein_coding | -6.841388793 1.03E-13 5.18E-13[down
ENSG00000165171 |METTL27 protein_coding | -6.841388793 1.03E-13 5.18E-13[down
ENSG00000127564 |PKMYT1 protein_coding| -1.076176761 1.04E-13 5.19E-13[down
ENSG00000097046 |CDC7 protein_coding | -1.033300608 1.05E-13 5.22E-13[down




ENSG00000140807 |NKD1 protein_coding| -1.741853119 1.15E-13 5.71E-13[down
ENSG00000153574 |RPIA protein_coding | -1.578354387 1.15E-13 5.72E-13[down
ENSG00000266173 |STRADA protein_coding 1.470555213 1.18E-13 5.89E-13[up
ENSG00000164181 |ELOVLY protein_coding | -2.978892317 1.22E-13 6.06E-13[down
ENSG00000220205 |VAMP2 protein_coding 1.534987086 1.22E-13 6.07E-13[up
ENSG00000112511 |PHF1 protein_coding -2.59746321 1.24E-13 6.18E-13[down
ENSG00000135828 |RNASEL protein_coding -2.59746321 1.24E-13 6.18E-13[down
ENSG00000232434 |C9orfl72 protein_coding 1.734050934 1.25E-13 6.19E-13[up
ENSG00000140987 |ZSCAN32 protein_coding 1.36248354 1.25E-13 6.22E-13[up
ENSG00000273748 |AL592183.1 |protein_coding| 2.203005326 1.2/7/E-13 6.30E-13[up
ENSG00000146476 |ARMT1 protein_coding | -1.186961473 1.28E-13 6.34E-13[down
ENSG00000168447 |SCNN1B protein_coding 6.55092863 1.36E-13 6.73E-13[up
ENSG00000105963 |ADAP1 protein_coding 6.55092863 1.36E-13 6.73E-13[up
ENSG00000142409 |ZNF/87 protein_coding | -1.074878923 1.36E-13 6.73E-13[down
ENSG00000204315 |FKBPL protein_coding 1.9973303 1.45E-13 /.19E-13[up
ENSG00000105204 |DYRK1B protein_coding 1.052122773 1.46E-13 [.22E-13[up
ENSG000001/3175 |ADCY5S protein_coding | 5.524933421 1.48E-13 /.31E-13[up
ENSG00000174938 |SEZ6L2 protein_coding 1.163905507 1.54E-13 /.59E-13[up
ENSG00000153234 |NR4A2 protein_coding -3.95686601 1.59E-13 7.82E-13|down
ENSG00000115526 |CHST10 protein_coding | -1.124921509 1.61E-13 7.91E-13|down
ENSG00000116793 |PHTF1 protein_coding | -1.458060153 1.61E-13 7.92E-13|down
ENSG00000112394 |SLC16A10 protein_coding| 2.237113181 1.62E-13 7.96E-13[up
ENSG00000234616 |JRK protein_coding 1.023066536 1.74E-13 8.55E-13[up
ENSG00000162804 |SNED1 protein_coding | 2.895576801 1.76E-13 8.62E-13[up
ENSG00000120318 |ARAP3 protein_coding 1.526949767 1.76E-13 8.65E-13[up
ENSG00000108387 4-Sep|protein_coding | -6.811015144 1.78E-13 8.71E-13|down
ENSG00000152766 |ANKRD22 protein_coding| -6.811015144 1.78E-13 8.71E-13|down
ENSG000001/72007 |RAB33B protein_coding| -1.701837441 1.83E-13 8.96E-13|down
ENSG00000099860 |GADD45B protein_coding 1.841605791 1.85E-13 9.04E-13[up
ENSG00000203727 |SAMDS protein_coding 1.136533042 1.99E-13 9.69E-13[up
ENSG00000115657 |ABCB6 protein_coding | 6.524933421 2.17E-13 1.06E-12|up
ENSG00000147027 |TMEM47 protein_coding | -4.286173636 2.31E-13 1.12E-12[down
ENSG00000178694 |NSUN3 protein_coding | -1.521398502 2.39E-13 1.16E-12[down
ENSG00000115540 |[MOB4 protein_coding 1.079857096 2.42E-13 1.18E-12|up
ENSG00000158796 |DEDD protein_coding | -1.114033193 247E-13 1.20E-12[down
ENSG00000126882 |FAM78A protein_coding 549846121 2.48E-13 1.20E-12|up
ENSG00000214300 |SPDYES3 protein_coding 549846121 2.48E-13 1.20E-12|up
ENSG00000026950 |BTN3A1 protein_coding 1.855466588 2.57E-13 1.24E-12|up
ENSG00000196655 |TRAPPC4 protein_coding | -1.096269067 2.57E-13 1.24E-12[down
ENSG00000127124 |HIVEP3 protein_coding| -3.478818714 2.58E-13 1.25E-12[down
ENSG00000132688 |NES protein_coding | 4.065501803 2.61E-13 1.26E-12|up
ENSG00000277462 |ZNF670 protein_coding | -5.748279389 2.64E-13 1.28E-12[down
ENSG00000197620 |CXorf40A protein_coding [ -2.086501291 2.65E-13 1.28E-12[down
ENSG00000173264 |GPR137 protein_coding 1.309170884 2.81E-13 1.36E-12|up
ENSG00000197557 |TTC30A protein_coding | -1.256426292 2.86E-13 1.38E-12[down
ENSG00000179152 |TCAIM protein_coding | -1.312074322 2.90E-13 1.40E-12[down
ENSG00000155744 |FAM126B protein_coding 1.267909849 2.92E-13 1.40E-12|up
ENSG00000101197 |BIRCY protein_coding | -6.779988248 3.06E-13 1.47E-12|down
ENSG00000142677 |IL22RA1 protein_coding | -6.779988248 3.06E-13 1.47E-12|down
ENSG00000155265 |GOLGA/B protein_coding | -6.779988248 3.06E-13 1.47E-12|down
ENSG00000184357 |HIST1H1B protein_coding | -6.779988248 3.06E-13 1.47E-12|down
ENSG00000082458 |DLG3 protein_coding [ -1.082659225 3.21E-13 1.54E-12[down
ENSG00000241127 |YAE1D1 protein_coding [ -2.239938169 3.44E-13 1.65E-12[down
ENSG00000046647 |GEMINS protein_coding | -2.136132059 3.73E-13 1.78E-12[{down




ENSG00000158850 |BAGALT3 protein_coding | -1.727732011 3.79E-13 1.81E-12[down
ENSG00000155621 |C9orf85 protein_coding 2.209891712 4.07E-13 1.94E-12|up
ENSG00000007341 |ST/L protein_coding | -1.287453188 4.14E-13 1.97E-12[down
ENSG00000109063 |MYH3 protein_coding | 5.471494162 417E-13 1.98E-12|up
ENSG00000168938 |PPIC protein_coding -1.45436567 4.21E-13 2.00E-12[down
ENSG00000167186 |COQ7 protein_coding -1.1117/4654 4.25E-13 2.02E-12[down
ENSG00000256188 |TAS2R30 protein_coding | 2.676459512 4.27E-13 2.03E-12[up
ENSG00000143995 |MEIS1 protein_coding | -2.163316888 4.40E-13 2.09E-12[down
ENSG00000149548 |CCDC15 protein_coding 1.205916922 4.53E-13 2.15E-12[up
ENSG00000135482 |ZC3H10 protein_coding 1.205916922 4.53E-13 2.15E-12[up
ENSG00000134575 |ACP2 protein_coding | -1.241926723 4.66E-13 2.21E-12[down
ENSG00000112282 |MED23 protein_coding | -1.014608372 4.74E-13 2.25E-12[down
ENSG000001/0234 |PWWP2A protein_coding 1.0361272 4.82E-13 2.28E-12[up
ENSG00000196437 |ZNF569 protein_coding | -5.715857911 4.85E-13 2.29E-12[down
ENSG00000204305 |AGER protein_coding | 2.972392398 5.03E-13 2.37E-12[up
ENSG00000174206 |C120rf66 protein_coding | -1.084539775 5.11E-13 2.41E-12[down
ENSG00000185798 |WDR53 protein_coding 1.753842043 5.23E-13 247E-12[up
ENSG00000168389 |MFSD2A protein_coding | -6.748279389 5.28E-13 2.49E-12[down
ENSG00000168765 |GSTM4 protein_coding | -6.748279389 5.28E-13 2.49E-12[down
ENSG00000163485 |ADORA1 protein_coding | -6.748279389 5.28E-13 2.49E-12[down
ENSG00000186469 |GNG2 protein_coding | -6.748279389 5.28E-13 2.49E-12[down
ENSG00000008277 |ADAM22 protein_coding 1.502565608 5.30E-13 2.49E-12[up
ENSG000002/8023 |[RDM1 protein_coding | 2.518867421 5.41E-13 2.54E-12[up
ENSG00000123838 |C4BPA protein_coding | 6.471494162 5.56E-13 2.61E-12[up
ENSG00000135519 |KCNH3 protein_coding [ -2.390282039 5.66E-13 2.65E-12[down
ENSG00000112039 |FANCE protein_coding | -3.281961384 5.87E-13 2.75E-12[down
ENSG00000114698 |PLSCR4 protein_coding 1.388345604 6.18E-13 2.89E-12[up
ENSG00000163328 |GPR155 protein_coding | 2.391271964 6.19E-13 2.90E-12[up
ENSG00000034693 |PEX3 protein_coding | -2.435749992 6.24E-13 2.92E-12[down
ENSG00000149016 |TUT1 protein_coding | -1.912471891 6.54E-13 3.06E-12|down
ENSG00000132031 |MATN3 protein_coding | -4.748279389 6.85E-13 3.20E-12]|down
ENSG00000104081 |BMF protein_coding 1.78664243 6.89E-13 3.21E-12[up
ENSG00000105668 |UPK1A protein_coding | 5.444013426 /.00E-13 3.26E-12{up
ENSG00000270629 |NBPF14 protein_coding | -1.868610262 /.03E-13 3.28E-12|down
ENSG00000132846 |ZBED3 protein_coding 1.244002698 [.24E-13 3.37E-12{up
ENSG00000109103 |UNC119 protein_coding -1.22757143 /.55E-13 3.51E-12|down
ENSG00000130294 |KIF1A protein_coding | 2.743573708 /. 74E-13 3.60E-12{up
ENSG00000250120 |PCDHA10 protein_coding | 2.743573708 /. 74E-13 3.60E-12{up
ENSG00000178662 |CSRNP3 protein_coding | 3.246074048 /.80E-13 3.62E-12[up
ENSG00000271303 |SRXN1 protein_coding [ -2.292050202 /.89E-13 3.66E-12|down
ENSG00000116922 |Clorfl09 protein_coding | -1.104423199 /.89E-13 3.66E-12|down
ENSG00000156398 |SFXN2 protein_coding | -1.928851634 8.08E-13 3.74E-12|down
ENSG00000139636 |LMBR1L protein_coding 1.950024585 8.23E-13 3.80E-12{up
ENSG00000057294 |PKP2 protein_coding 1.026967201 8.37E-13 3.87E-12{up
ENSG00000126705 |AHDC1 protein_coding 1.077992747 8.42E-13 3.89E-12[up
ENSG00000037965 |HOXC8 protein_coding | -4.226052643 8.57E-13 3.96E-12|down
ENSG00000241978 |AKAP2 protein_coding | 6.444013426 8.93E-13 4.11E-12]up
ENSG00000170775 |GPR37 protein_coding | 6.444013426 8.93E-13 4.11E-12]up
ENSG00000160219 |GAB3 protein_coding | 6.444013426 8.93E-13 4.11E-12]up
ENSG00000184408 |KCND2 protein_coding | 6.444013426 8.93E-13 4.11E-12]up
ENSG00000159640 |ACE protein_coding | 6.444013426 8.93E-13 4.11E-12]up
ENSG00000134533 |RERG protein_coding| -6.715857911 9.14E-13 4.19E-12|down
ENSG00000167984 |NLRC3 protein_coding| -6.715857911 9.14E-13 4.19E-12|down
ENSG00000177125 |ZBTB34 protein_coding| -1.213781955 9.25E-13 4.24E-12]down




ENSG00000108423 |TUBD1 protein_coding | -1.213781955 9.25E-13 4.24E-12|down
ENSG00000151729 |SLC25A4 protein_coding | -1.176255944 9.49E-13 4.34E-12|down
ENSG000001/77570 |SAMD12 protein_coding | 2.004101258 9.77E-13 4.46E-12]up
ENSG00000167130 |DOLPP1 protein_coding 1.083266082 9.83E-13 4.49E-12]up
ENSG00000122641 |INHBA protein_coding| 3.674311045 9.92E-13 4.53E-12]up
ENSG00000186205 1-Mar|protein_coding 1.055851633 1.00E-12 4.56E-12]up
ENSG00000075399 |VPS9D1 protein_coding 1.602711172 1.05E-12 4.81E-12]up
ENSG00000170425 |ADORAZ2B protein_coding 1.102428372 1.08E-12 4.91E-12]up
ENSG00000129158 |SERGEF protein_coding 1.486077485 1.10E-12 4.99E-12]up
ENSG00000151689 |INPP1 protein_coding 1.509108454 1.11E-12 5.05E-12fup
ENSG00000092098 |RNF31 protein_coding | -1.147612805 1.13E-12 5.12E-12[down
ENSG00000162396 |PARS2 protein_coding 1.301569161 1.20E-12 S5.47E-12{up
ENSG00000196296 |ATP2A1 protein_coding | 2.428071882 1.21E-12 5.48E-12[up
ENSG00000198910 |L1CAM protein_coding 1.713200059 1.23E-12 5.99E-12[up
ENSG00000246922 |UBAP1L protein_coding | -3.114407287 1.26E-12 5.71E-12[down
ENSG00000004766 |VPS50 protein_coding | -1.226982514 1.31E-12 5.92E-12[down
ENSG00000135917 |SLC19A3 protein_coding 2.82157622 1.38E-12 6.23E-12[up
ENSG00000115267 |IFIH1 protein_coding 6.41599905 1.44E-12 6.49E-12[up
ENSG00000164651 |SP8 protein_coding 6.41599905 1.44E-12 6.49E-12[up
ENSG00000171450 |CDK5R2 protein_coding 6.41599905 1.44E-12 6.49E-12[up
ENSG00000198870 |STKLD1 protein_coding 6.41599905 1.44E-12 6.49E-12[up
ENSG00000111713 |GYS2 protein_coding 6.41599905 1.44E-12 6.49E-12[up
ENSG00000163590 |PPMIL protein_coding 1.640814133 1.44E-12 6.50E-12[up
ENSG00000105085 |MED26 protein_coding | -1.869403169 1.45E-12 6.53E-12[down
ENSG00000177679 |SRRM3 protein_coding [ -3.606923539 1.46E-12 6.57E-12[down
ENSG00000155970 |MICU3 protein_coding 1.206052202 1.47E-12 6.64E-12[up
ENSG000001/71246 |NPTX1 protein_coding | 2.092723271 1.49E-12 6.69E-12[up
ENSG00000263956 |NBPF11 protein_coding | -1.827968277 1.52E-12 6.86E-12[down
ENSG00000185187 |SIGIRR protein_coding | -2.063781214 1.56E-12 7.04E-12|down
ENSG00000141391 |PRELID3A protein_coding | -6.682691047 1.58E-12 7.12E-12|down
ENSG00000170396 |ZNF804A protein_coding | -6.682691047 1.58E-12 7.12E-12|down
ENSG00000105393 |BABAM1 protein_coding 1.53771301 1.61E-12 7.20E-12{up
ENSG00000111224 |PARP11 protein_coding| 2.168071536 1.61E-12 7.23E-12[up
ENSG00000115266 |APC2 protein_coding | -5.648743715 1.64E-12 7.35E-12|down
ENSG000001/5787 |ZNF169 protein_coding 2.55092863 1.68E-12 7.52E-12[up
ENSG00000197980 |LEKR1 protein_coding | 3.650464303 1.71E-12 7.66E-12[up
ENSG00000167515 |TRAPPC2L protein_coding -1.09563008 1.92E-12 8.55E-12|down
ENSG00000251493 |FOXD1 protein_coding 1.925777039 1.94E-12 8.65E-12[up
ENSG00000115257 |PCSK4 protein_coding | 5.387429897 1.99E-12 8.85E-12[up
ENSG00000049283 |EPN3 protein_coding | 5.387429897 1.99E-12 8.85E-12[up
ENSG00000171045 |TSNARE1 protein_coding | 5.387429897 1.99E-12 8.85E-12[up
ENSG00000254685 |FPGT protein_coding | -1.139912284 2.11E-12 9.39E-12|down
ENSG00000127423 |AUNIP protein_coding | -2.025100746 2.20E-12 9.77E-12|down
ENSG00000070610 |GBAZ2 protein_coding | -1.118922769 2.24E-12 9.92E-12|down
ENSG00000239305 |RNF103 protein_coding | -1.118922769 2.24E-12 9.92E-12|down
ENSG00000186310 |NAP1L3 protein_coding | 6.387429897 2.31E-12 1.02E-11|up
ENSG00000129514 |FOXA1 protein_coding | -1.625660102 2.34E-12 1.04E-11[down
ENSG00000139187 |KLRG1 protein_coding | -4.682691047 2.50E-12 1.11E-11{down
ENSG00000139438 |FAM222A protein_coding | -4.682691047 2.50E-12 1.11E-11{down
ENSG00000113119 |TMCO6 protein_coding 1.366806225 2.52E-12 1.11E-11jup
ENSG00000188549 |C150rf52 protein_coding 1.057954994 2.62E-12 1.15E-11jup
ENSG00000155816 |FMNZ2 protein_coding [ -2.865235535 2.69E-12 1.19E-11{down
ENSG00000092929 |[UNC13D protein_coding -1.58400095 2.70E-12 1.19E-11{down
ENSG00000114737 |CISH protein_coding| -6.648743715 2.75E-12 1.21E-11{down




ENSG00000144134 |RABL2A protein_coding | -6.648743715 2./5E-12 1.21E-11[down
ENSG00000168243 |GNG4 protein_coding | -6.648743715 2./5E-12 1.21E-11[down
ENSG00000005981 |ASB4 protein_coding | -6.648743715 2./5E-12 1.21E-11[down
ENSG00000137878 |GCOM1 protein_coding | -6.648743715 2./5E-12 1.21E-11[down
ENSG00000117472 |TSPAN1 protein_coding | -6.648743715 2./5E-12 1.21E-11[down
ENSG00000092295 |TGM1 protein_coding | -6.648743715 2./5E-12 1.21E-11[down
ENSG00000158966 |CACHD1 protein_coding | -1.870243656 2.98E-12 1.30E-11[down
ENSG00000100926 |TM9SF1 protein_coding 1429819544 3.06E-12 1.34E-11|up
ENSG00000115935 |WIPF1 protein_coding 1.274848338 3.06E-12 1.34E-11|up
ENSG00000129084 |PSMA1 protein_coding | -1.185343194 3.10E-12 1.35E-11[down
ENSG00000114841 |DNAH1 protein_coding 1495186078 3.34E-12 1.46E-11up
ENSG000001147/35 |HEMK1 protein_coding 1.54634136 3.35E-12 1.46E-11up
ENSG00000152219 |ARL14EP protein_coding | -1.074752332 3.37E-12 1.47E-11[down
ENSG00000186197 |EDARADD protein_coding -1.0577067 3.40E-12 1.48E-11[down
ENSG00000178202 |KDELC2 protein_coding [ -1.087920568 3.55E-12 1.54E-11[down
ENSG00000151276 |[MAGI1 protein_coding 1.005668553 3.56E-12 1.55E-11up
ENSG00000073910 |FRY protein_coding | 2.065501803 3.63E-12 1.58E-11|up
ENSG00000049246 |PER3 protein_coding | -1.154546678 3.70E-12 1.61E-11[down
ENSG00000169814 |BTD protein_coding | -1.885782912 3.71E-12 1.61E-11[down
ENSG00000104313 |EYAl protein_coding | 6.358283552 3.73E-12 1.62E-11|up
ENSG00000070915 |SLC12A3 protein_coding | 6.358283552 3.73E-12 1.62E-11|up
ENSG00000165309 |ARMC3 protein_coding | 6.358283552 3.73E-12 1.62E-11|up
ENSG00000149243 |KLHL35 protein_coding | 6.358283552 3.73E-12 1.62E-11|up
ENSG00000159588 |CCDC17 protein_coding | 6.358283552 3.73E-12 1.62E-11|up
ENSG00000186364 |[NUDT1/ protein_coding 3.18097902 3.86E-12 1.67E-11up
ENSG00000198203 |SULT1C2 protein_coding 3.18097902 3.86E-12 1.67E-11up
ENSG000001/0185 |USP38 protein_coding -1.13203543 3.96E-12 1.71E-11|down
ENSG00000188234 |AGAP4 protein_coding | 2.139502384 4.01E-12 1.73E-11]up
ENSG00000116785 |CFHR3 protein_coding | 3.939970921 4.07E-12 1.76E-11up
ENSG00000135074 |ADAM19 protein_coding | -1.728914064 4.18E-12 1.80E-11[down
ENSG00000144583 4-Mar|protein_coding | -1.953034149 4.20E-12 1.81E-11[{down
ENSG00000174628 |IQCK protein_coding | -2.478818714 4.22E-12 1.82E-11[down
ENSG00000111052 |LIN7A protein_coding 1.196746336 4.24E-12 1.83E-11|up
ENSG00000167136 |ENDOG protein_coding | -2.536534211 4.54E-12 1.95E-11[down
ENSG00000138378 |STAT4 protein_coding | -2.125181759 4.54E-12 1.95E-11[down
ENSG00000135821 |GLUL protein_coding 1.611470172 4.57E-12 1.97E-11up
ENSG00000095383 |TBC1D2 protein_coding | -1.361222482 4.62E-12 1.98E-11[down
ENSG00000146802 |TMEM168 protein_coding -1.0516065 4.76E-12 2.04E-11[down
ENSG000001/1100 |[MTM1 protein_coding | -1.620700678 4.78E-12 2.05E-11[{down
ENSG00000158079 |PTPDC1 protein_coding 1.565236466 4.79E-12 2.06E-11fup
ENSG00000111424 VDR protein_coding [ -2.600380694 4.79E-12 2.06E-11[{down
ENSG00000119699 |TGFB3 protein_coding | -6.613978297 4.80E-12 2.06E-11[{down
ENSG00000197208 |SLC22A4 protein_coding | -6.613978297 4.80E-12 2.06E-11[{down
ENSG00000158125 |XDH protein_coding | -6.613978297 4.80E-12 2.06E-11[{down
ENSG00000260456 |C160rf95 protein_coding | -6.613978297 4.80E-12 2.06E-11[{down
ENSG00000005243 |COPZ2 protein_coding | -6.613978297 4.80E-12 2.06E-11[{down
ENSG00000254221 |PCDHGB1 protein_coding | -6.613978297 4.80E-12 2.06E-11[{down
ENSG00000137404 |[NRM protein_coding 1.988196076 4.88E-12 2.09E-11fup
ENSG00000154917 |RAB6GB protein_coding 1.754800963 4.93E-12 2.11E-11fup
ENSG00000099785 2-Mar|protein_coding 1.754800963 4.93E-12 2.11E-11fup
ENSG00000168939 |SPRY3 protein_coding | 3.601554703 5.10E-12 2.18E-11fup
ENSG00000277586 |NEFL protein_coding 1.052677762 5.39E-12 2.30E-11fup
ENSG00000235376 |RPEL1 protein_coding | -5.578354387 5.60E-12 2.39E-11[{down
ENSG00000122481 |RWDD3 protein_coding 5.328536208 5.66E-12 241E-11{up




ENSG00000162624 |LHX8 protein_coding 6.328536208 6.03E-12 2.56E-11[up
ENSG00000189157 |FAM4T7E protein_coding 6.328536208 6.03E-12 2.56E-11fup
ENSG00000106571 |GLI3 protein_coding 1.433505768 6.47E-12 2.7/4E-11{up
ENSG00000160606 |TLCD1 protein_coding | -1.310197549 6.66E-12 2.82E-11[down
ENSG00000197822 |OCLN protein_coding | -1.426351294 6.73E-12 2.85E-11[down
ENSG000000/3464 |CLCN4 protein_coding | -1.426351294 6.73E-12 2.85E-11[down
ENSG00000164542 |KIAAO0895 protein_coding | -1.749965765 6.76E-12 2.86E-11[down
ENSG00000128564 |VGF protein_coding | -2.406173412 6.87E-12 2.91E-11[{down
ENSG00000156973 |PDEGD protein_coding | -1.264789765 6.89E-12 2.91E-11[{down
ENSG00000135469 |COQ10A protein_coding | -2.219900416 /.31E-12 3.08E-11|down
ENSG00000100228 |RAB36 protein_coding| -1.441781334 /.57E-12 3.19E-11|down
ENSG00000104957 |CCDC130 protein_coding | -1.608728036 /.57E-12 3.18E-11|down
ENSG00000197728 |RPS26 protein_coding | -2.015418193 /.63E-12 3.21E-11|down
ENSG00000149970 |CNKSR2 protein_coding 1.037635009 8.01E-12 3.37E-11{up
ENSG000002/8318 |ZNF229 protein_coding 2.36248354 8.24E-12 3.46E-11{up
ENSG00000110002 |[VWASA protein_coding | -6.578354387 8.38E-12 3.51E-11|down
ENSG00000069493 |CLEC2D protein_coding | -6.578354387 8.38E-12 3.51E-11|down
ENSG00000117226 |GBP3 protein_coding | -6.578354387 8.38E-12 3.51E-11|down
ENSG00000161040 |FBXL13 protein_coding | -6.578354387 8.38E-12 3.51E-11]|down
ENSG00000131378 |RFTN1 protein_coding | -6.578354387 8.38E-12 3.51E-11|down
ENSG00000204131 |NHSL2 protein_coding | -6.578354387 8.38E-12 3.51E-11|down
ENSG00000170214 |ADRA1B protein_coding 1.831036549 8.38E-12 3.51E-11fup
ENSG00000244242 |IFITM10 protein_coding | 2.251368348 8.51E-12 3.56E-11{up
ENSG00000148082 |SHC3 protein_coding |  2.569544308 8.52E-12 3.56E-11{up
ENSG00000230667 |SETSIP protein_coding |  2.569544308 8.52E-12 3.56E-11{up
ENSG00000241322 |CDRT1 protein_coding | -2.919391305 8.90E-12 3.71E-11]|down
ENSG00000164011 |ZNF691 protein_coding 1.321002536 9.01E-12 3.76E-11{up
ENSG00000176340 |COX8A protein_coding | -1.264887871 9.06E-12 3.78E-11|down
ENSG00000196912 |ANKRD36B |protein_coding 1.016592202 9.18E-12 3.82E-11{up
ENSG00000167550 |RHEBL1 protein_coding | -4.613978297 9.19E-12 3.83E-11|down
ENSG00000156239 |[N6AMT1 protein_coding | -1.904124548 9.47E-12 3.94E-11|down
ENSG00000110921 |MVK protein_coding 1.198139571 9.51E-12 3.96E-11{up
ENSG00000121454 |LHX4 protein_coding | -1.528505838 9.59E-12 3.99E-11|down
ENSG00000239590 |OR1J4 protein_coding | 6.298162559 9.76E-12 4.05E-11]up
ENSG00000004838 |ZMYND10 protein_coding | 6.298162559 9.76E-12 4.05E-11]up
ENSG00000152463 |OLAH protein_coding | 6.298162559 9.76E-12 4.05E-11]up
ENSG00000136014 |USP44 protein_coding | 6.298162559 9.76E-12 4.05E-11]up
ENSG00000122691 |TWIST1 protein_coding 1.125622795 9.77E-12 4.05E-11]up
ENSG00000197008 |ZNF138 protein_coding | 2.110356038 9.90E-12 4.10E-11]up
ENSG00000174796 |THAP6 protein_coding 1.278905441 9.94E-12 4.12E-11]up
ENSG00000138735 |PDESA protein_coding | 2.418173421 1.00E-11 4.15E-11]up
ENSG00000112238 |PRDM13 protein_coding 1.546127644 1.01E-11 4.20E-11]up
ENSG00000066248 |NGEF protein_coding 1.518507152 1.02E-11 4.21E-11]up
ENSG00000163704 |PRRT3 protein_coding [ -3.519460698 1.03E-11 4.24E-11]down
ENSG00000198546 |ZNF511 protein_coding| -1.773001818 1.09E-11 4.49E-11]down
ENSG00000166436 |TRIM66 protein_coding 1.360776545 1.10E-11 4.52E-11]up
ENSG000001/71311 |EXOSC1 protein_coding | -1.150557657 1.10E-11 4.55E-11]down
ENSG00000157399 |ARSE protein_coding| -1.127346343 1.18E-11 4.84E-11]down
ENSG00000229809 |ZNF688 protein_coding | -4.097728546 1.19E-11 4.88E-11]down
ENSG00000100300 |TSPO protein_coding | -1.264988306 1.19E-11 4.91E-11]down
ENSG00000105556 |MIER?2 protein_coding | -1.202270522 1.20E-11 4.95E-11]down
ENSG00000111785 |RIC8B protein_coding [ -1.054237442 1.22E-11 5.00E-11{down
ENSG00000258429 |PDF protein_coding | -3.315319981 1.24E-11 5.08E-11[{down
ENSG00000142149 JHUNK protein_coding 1.05220498 1.30E-11 5.36E-11fup




ENSG00000161270 |NPHS1 protein_coding | -1.826742017 1.33E-11 547E-11[down
ENSG00000196639 |HRH1 protein_coding [ -2.436998538 1.35E-11 5.53E-11[down
ENSG00000151500 |THYN1 protein_coding 1.054775396 1.41E-11 5.80E-11fup
ENSG00000154710 |RABGEF1 protein_coding | -6.541828511 1.4/7E-11 6.00E-11[{down
ENSG00000167578 |RAB4B protein_coding | -6.541828511 1.4/7E-11 6.00E-11[{down
ENSG00000010803 |SCMH1 protein_coding 1.088402205 1.50E-11 6.12E-11fup
ENSG00000140025 |EFCAB11 protein_coding | -1.312279527 1.52E-11 6.19E-11[{down
ENSG00000007541 |PIGQ protein_coding [ -2.555986574 1.5/7E-11 6.39E-11[{down
ENSG00000116667 |Clorf21l protein_coding 1.0/3881468 1.58E-11 6.44E-11[up
ENSG00000113924 |HGD protein_coding [ 2.400685994 1.62E-11 6.599E-11[up
ENSG00000139626 |ITGB7 protein_coding | 5.267135664 1.62E-11 6.599E-11[up
ENSG00000150054 |[MPP7 protein_coding | 5.267135664 1.62E-11 6.599E-11[up
ENSG00000213930 |GALT protein_coding | -2.625660102 1.65E-11 6.68E-11[down
ENSG00000228696 |ARL1/B protein_coding | 4.358283552 1.65E-11 6.69E-11[up
ENSG00000171303 |KCNK3 protein_coding [ -2.893856213 1.65E-11 6.71E-11[{down
ENSG00000176428 |VPS37D protein_coding | 2.179672823 1.68E-11 6.81E-11fup
ENSG00000147912 |FBXO10 protein_coding | -4.578354387 1.76E-11 7.14E-11|down
ENSG00000131480 |AOC2 protein_coding | -4.578354387 1.76E-11 7.14E-11|down
ENSG00000163516 |ANKZF1 protein_coding 1.036620683 1.94E-11 /.83E-11{up
ENSG00000196208 |GREB1 protein_coding | -1.521770859 1.94E-11 7.84E-11|down
ENSG00000105516 |DBP protein_coding 1.2276073 1.99E-11 8.01E-11fup
ENSG00000129911 |KLF16 protein_coding | -1.313009821 2.00E-11 8.05E-11|down
ENSG00000100577 |GSTZ1 protein_coding [ -1.408429386 2.04E-11 8.23E-11|down
ENSG00000116954 |RRAGC protein_coding -1.63751646 2.10E-11 8.44E-11|down
ENSG00000121716 |PILRB protein_coding | -1.486293834 2.10E-11 8.45E-11|down
ENSG000001/1130 |ATP6VOE2 protein_coding [ -1.180075406 2.11E-11 8.48E-11|down
ENSG00000126561 |STATS5A protein_coding | 2.328536208 2.13E-11 8.58E-11[up
ENSG00000163251 |FZD5 protein_coding 1.085760642 2.16E-11 8.69E-11[up
ENSG00000146386 |ABRACL protein_coding -1.02954089 2.20E-11 8.85E-11|down
ENSG00000080561 |MID2 protein_coding 1.284142089 2.22E-11 8.90E-11fup
ENSG00000163235 |TGFA protein_coding | -1.256426292 2.31E-11 9.26E-11|down
ENSG00000005882 |PDK2 protein_coding | -1.058826332 2.37E-11 9.52E-11|down
ENSG00000080031 |PTPRH protein_coding 1.380066509 248E-11 9.93E-11fup
ENSG00000166595 |FAM96B protein_coding| -1.186416571 2.52E-11 1.01E-10[{down
ENSG00000095596 |CYP26A1 protein_coding | 6.235426804 2.57E-11 1.03E-10]up
ENSG00000081479 |LRP2 protein_coding | 6.235426804 2.57E-11 1.03E-10]up
ENSG00000187824 |TMEM220 protein_coding | 6.235426804 2.57E-11 1.03E-10]up
ENSG00000158023 |[WDR66 protein_coding [ -6.504353806 2.58E-11 1.03E-10{down
ENSG00000125462 |Clorf6l protein_coding | -6.504353806 2.58E-11 1.03E-10[{down
ENSG00000243279 |PRAF2 protein_coding [ -6.504353806 2.58E-11 1.03E-10{down
ENSG00000267508 |ZNF285 protein_coding [ -6.504353806 2.58E-11 1.03E-10{down
ENSG00000225663 |MCRIP1 protein_coding | -1.439872433 2.60E-11 1.03E-10{down
ENSG00000131080 |EDA2R protein_coding | -1.140949075 2.7/3E-11 1.08E-10[{down
ENSG00000253846 |PCDHGA10 |protein_coding| 5.235426804 2.75E-11 1.09E-10]up
ENSG00000181444 |ZNF467 protein_coding 1.934257269 2.76E-11 1.09E-10]up
ENSG00000213123 |TCTEX1D2 protein_coding | 4.328536208 2.85E-11 1.13E-10]up
ENSG000001/3013 |CCDC96 protein_coding | 4.328536208 2.85E-11 1.13E-10]up
ENSG00000235750 |KIAA0040 protein_coding | 4.328536208 2.85E-11 1.13E-10]up
ENSG00000088881 |EBF4 protein_coding | 4.328536208 2.85E-11 1.13E-10]up
ENSG00000163126 |ANKRD23 protein_coding 1.610935939 291E-11 1.15E-10]up
ENSG00000122335 |SERAC1 protein_coding 1.049076255 291E-11 1.15E-10]up
ENSG00000159713 |TPPP3 protein_coding | 2.702931723 2.93E-11 1.16E-10]up
ENSG00000116106 |EPHA4 protein_coding 3.279626608 3.00E-11 1.19E-10]up
ENSG00000103044 |HAS3 protein_coding| -1.510182885 3.01E-11 1.19E-10{down




ENSG00000184702 5-Sep|protein_coding 1.105281705 341E-11 1.34E-10[up
ENSG00000002587 |HS3ST1 protein_coding [ -5.465879658 3.58E-11 1.41E-10[{down
ENSG00000151468 |CCDC3 protein_coding | -5.465879658 3.58E-11 1.41E-10[{down
ENSG00000155755 |TMEM237 protein_coding -1.1/842378 3.64E-11 1.43E-10[{down
ENSG00000168350 |DEGS2 protein_coding | 3.831036549 3.67E-11 1.44E-10]up
ENSG00000006042 |TMEM98 protein_coding | -2.343889134 3.82E-11 1.50E-10[{down
ENSG00000143409 |[MINDY1 protein_coding [ -2.054792431 3.87E-11 1.51E-10[{down
ENSG00000135540 |NHSL1 protein_coding [ -2.054792431 3.87E-11 1.51E-10[{down
ENSG00000130714 |POMT1 protein_coding | -1.214847189 3.90E-11 1.53E-10[{down
ENSG00000114745 |GORASP1 protein_coding 1.133520226 3.94E-11 1.54E-10]up
ENSG00000188092 |GPR89B protein_coding 1.808865168 4.05E-11 1.59E-10]up
ENSG00000169429 |CXCL8 protein_coding | -1.373609832 410E-11 1.60E-10[{down
ENSG00000001460 |STPG1 protein_coding 1432644612 412E-11 1.61E-10]up
ENSG00000183773 |AIFM3 protein_coding | 6.203005326 4.18E-11 1.63E-10]up
ENSG00000123999 |INHA protein_coding | 6.203005326 4.18E-11 1.63E-10]up
ENSG00000127366 |TAS2R5 protein_coding | 6.203005326 4.18E-11 1.63E-10]up
ENSG00000011143 |[MKS1 protein_coding | -1.632293194 4.29E-11 1.67E-10[{down
ENSG00000130962 |PRRG1 protein_coding | -1.206957616 431E-11 1.68E-10[{down
ENSG00000163689 |C3orf67 protein_coding | 2.591570614 4.32E-11 1.68E-10]up
ENSG00000284691 |AC073111.5 |protein_coding| -4.029015796 442E-11 1.72E-10[{down
ENSG00000136943 |CTSV protein_coding 1.55092863 443E-11 1.72E-10]up
ENSG00000135205 |CCDC146 protein_coding 1.535768823 4.45E-11 1.73E-10]up
ENSG00000146426 |TIAM?2 protein_coding [ -3.256426292 4.46E-11 1.73E-10[{down
ENSG00000167619 |TMEM145 protein_coding | -6.465879658 4.53E-11 1.76E-10[{down
ENSG00000162975 |KCNF1 protein_coding | -6.465879658 4.53E-11 1.76E-10[{down
ENSG00000004777 |ARHGAP33 |protein_coding | -6.465879658 4.53E-11 1.76E-10[{down
ENSG00000111837 |MAK protein_coding | -6.465879658 4.53E-11 1.76E-10[{down
ENSG00000225362 |CT62 protein_coding | 5.203005326 4.68E-11 1.81E-10]up
ENSG00000283486 |FAM95C protein_coding 1.36309343 4.93E-11 1.91E-10]up
ENSG00000130413 |STK33 protein_coding | -2.510182885 5.09E-11 1.97E-10[{down
ENSG00000079150 |FKBP7 protein_coding -2.23624841 5.16E-11 1.99E-10[{down
ENSG00000105699 |LSR protein_coding| -1.191575148 5.23E-11 2.02E-10[{down
ENSG00000181061 |HIGD1A protein_coding -1.32681562 5.28E-11 2.04E-10[{down
ENSG00000204228 |HSD17B8 protein_coding| -1.874178728 5.37E-11 2.07E-10[down
ENSG00000146530 |VWDE protein_coding | -1.108869104 5.37E-11 2.07E-10[down
ENSG00000168826 |ZBTB49 protein_coding | -2.578354387 5.41E-11 2.09E-10[{down
ENSG00000186665 |C170rf58 protein_coding | -2.011313794 5.43E-11 2.09E-10[{down
ENSG00000111801 |BTN3A3 protein_coding | -2.112036383 5.53E-11 2.13E-10[{down
ENSG00000138629 |UBL7 protein_coding | -1.087299021 5.56E-11 2.14E-10[down
ENSG00000158321 |AUTS2 protein_coding | -1.143951563 5.68E-11 2.18E-10[{down
ENSG00000130021 |PUDP protein_coding | -1.156359337 6.28E-11 2.41E-10[{down
ENSG00000123353 |ORMDL2 protein_coding 1.01749643 6.34E-11 2.43E-10[up
ENSG00000161395 |PGAP3 protein_coding 1.483814434 6.36E-11 2.44E-10[up
ENSG00000182700 [IGIP protein_coding [ -4.504353806 6.52E-11 2.50E-10[{down
ENSG00000215183 |[MSMP protein_coding [ -4.504353806 6.52E-11 2.50E-10[{down
ENSG00000165887 |ANKRD2 protein_coding [ -4.504353806 6.52E-11 2.50E-10[{down
ENSG00000096093 |EFHC1 protein_coding 1.345609722 6.69E-11 2.56E-10[up
ENSG00000143278 |F13B protein_coding | 6.169838462 6.82E-11 2.60E-10{up
ENSG00000123096 |SSPN protein_coding | 6.169838462 6.82E-11 2.60E-10{up
ENSG00000179104 |TMTC2 protein_coding | -1.256426292 6.94E-11 2.65E-10[{down
ENSG00000099338 |CATSPERG  |protein_coding| 2.571392732 /.10E-11 2.71E-10fup
ENSG00000172830 |SSH3 protein_coding 1.083802619 7.54E-11 2.87E-10[up
ENSG00000142556 |ZNF614 protein_coding [ -1.295420424 7/.63E-11 2.90E-10{down
ENSG00000120738 |EGR1 protein_coding| -6.426351294 8.00E-11 3.03E-10]|down




ENSG00000178404 |CEP295NL protein_coding | -6.426351294 8.00E-11 3.03E-10]|down
ENSG00000090339 |ICAM1 protein_coding | -6.426351294 8.00E-11 3.03E-10]|down
ENSG00000143590 |EFNA3 protein_coding | -6.426351294 8.00E-11 3.03E-10]|down
ENSG00000113070 |HBEGF protein_coding | -6.426351294 8.00E-11 3.03E-10]|down
ENSG00000160233 |LRRC3 protein_coding | -6.426351294 8.00E-11 3.03E-10]|down
ENSG00000257950 |P2RX5-TAX1Bprotein_coding| -6.426351294 8.00E-11 3.03E-10]|down
ENSG000001847/31 |FAM110C protein_coding | -6.426351294 8.00E-11 3.03E-10]|down
ENSG00000153029 |MR1 protein_coding 1.087057946 8.15E-11 3.08E-10{up

ENSG000001/7042 |TMEMS80 protein_coding 240653872 8.32E-11 3.14E-10fup

ENSG00000197329 |PELI1 protein_coding | -2.426351294 8.38E-11 3.16E-10|down
ENSG00000082146 |STRADB protein_coding [ -1.055095486 8.50E-11 3.21E-10|down
ENSG00000167861 |HID1 protein_coding 1.425397748 8.54E-11 3.22E-10fup

ENSG00000100890 |KIAA0391 protein_coding [ -1.529444787 8.68E-11 3.27E-10]|down
ENSG00000115286 |[NDUFS7 protein_coding 1.110690576 8.89E-11 3.35E-10{up

ENSG00000226742 |HSBP1L1 protein_coding | -1.148366546 9.00E-11 3.39E-10]|down
ENSG00000182389 |CACNB4 protein_coding | 3.041254256 9.27E-11 3.48E-10{up

ENSG00000139910 |NOVA1 protein_coding | -1.810024622 9.28E-11 3.49E-10|down
ENSG00000163900 |TMEM41A protein_coding | -1.044922187 9.72E-11 3.65E-10]|down
ENSG00000181873 |IBAS7 protein_coding | -1.605575856 1.08E-10 4.03E-10|down
ENSG00000275895 |U2AF1L5 protein_coding | -3.648743715 1.11E-10 4.15E-10]down
ENSG00000167646 |DNAAF3 protein_coding 6.13589113 1.11E-10 4.16E-10]up

ENSG00000169894 |[MUCSA protein_coding 6.13589113 1.11E-10 4.16E-10]up

ENSG00000198354 |DCAF12L2 protein_coding 6.13589113 1.11E-10 4.16E-10]up

ENSG00000086619 |ERO1B protein_coding | -1.285770254 1.13E-10 4.21E-10|down
ENSG00000135124 |P2RX4 protein_coding | -1.212837024 1.1/E-10 4.36E-10|down
ENSG00000182870 |GALNT9 protein_coding | -1.666710262 1.18E-10 4.38E-10|down
ENSG00000070182 |SPTB protein_coding | -1.189312096 1.19E-10 4.44E-10|down
ENSG00000153975 |ZUFSP protein_coding | -1.738819059 1.21E-10 4.52E-10|down
ENSG00000145088 |EAF2 protein_coding 1.951169127 1.22E-10 4.52E-10]up

ENSG00000163734 |CXCL3 protein_coding [ -1.558989062 1.22E-10 4.55E-10|down
ENSG00000214114 |MYCBP protein_coding [ -1.558989062 1.22E-10 4.55E-10]down
ENSG00000182795 |Clorfll6 protein_coding 1.641694094 1.23E-10 4.58E-10]up

ENSG00000261794 |GOLGASH protein_coding | -1.893856213 1.38E-10 5.10E-10[{down
ENSG00000091583 |APOH protein_coding 1.770045919 1.39E-10 5.14E-10fup

ENSG00000176410 |DNAJC30 protein_coding | -1.342582936 1.39E-10 5.15E-10[{down
ENSG00000186326 |RGS9BP protein_coding [ -6.385709309 1.42E-10 5.23E-10[{down
ENSG00000135838 |NPL protein_coding [ -6.385709309 1.42E-10 5.23E-10[{down
ENSG00000160886 |LY6K protein_coding [ -6.385709309 1.42E-10 5.23E-10[{down
ENSG00000186222 |BLOC1S4 protein_coding | -1.676329547 1.51E-10 5.56E-10[{down
ENSG00000106268 |NUDT1 protein_coding | -1.028157305 1.54E-10 5.68E-10[{down
ENSG00000114771 |AADAC protein_coding | -1.751190984 1.54E-10 5.69E-10[{down
ENSG00000243667 |WDR92 protein_coding -1.97524454 1.54E-10 5.69E-10[{down
ENSG00000157379 |DHRS1 protein_coding | -2.195025748 1.56E-10 5.74E-10[{down
ENSG00000189298 |ZKSCAN3 protein_coding | -2.195025748 1.56E-10 5.74E-10[{down
ENSG00000169288 |MRPL1 protein_coding [ -1.330973246 1.58E-10 5.83E-10{down
ENSG00000180815 |MAP3K15 protein_coding | -2.073562235 1.62E-10 5.96E-10[{down
ENSG00000168661 |ZNF30 protein_coding | 2.099054362 1.63E-10 5.99E-10fup

ENSG00000165512 |ZNF22 protein_coding 1.845111/34 1.67E-10 6.12E-10fup

ENSG00000048052 |HDACY protein_coding | -1.522016403 1.76E-10 6.45E-10[{down
ENSG00000177352 |CCDC/71 protein_coding 1.177976532 1.76E-10 6.46E-10{up

ENSG00000101298 |SNPH protein_coding | -1.074979421 1.76E-10 6.46E-10{down
ENSG00000123992 |DNPEP protein_coding | -1.247027594 1.77/E-10 6.48E-10[{down
ENSG00000104432 |IL7 protein_coding 6.101125712 1.82E-10 6.67E-10{up

ENSG00000128714 |HOXD13 protein_coding 6.101125712 1.82E-10 6.67E-10fup




ENSG00000162738 |VANGL2 protein_coding 6.101125712 1.82E-10 6.67E-10fup
ENSG00000117971 |CHRNB4 protein_coding 6.101125712 1.82E-10 6.67E-10fup
ENSG00000162148 |PPP1R32 protein_coding| 6.101125712 1.82E-10 6.67E-10fup
ENSG000001/70873 |[MTSS1 protein_coding| 6.101125712 1.82E-10 6.67E-10fup
ENSG00000197372 |ZNF675 protein_coding [ -1.398445297 1.83E-10 6.68E-10[{down
ENSG000001/71763 |SPATASL1 protein_coding | -1.370083074 1.85E-10 6.74E-10[down
ENSG00000131668 |BARX1 protein_coding [ -2.604349596 1.87E-10 6.82E-10[{down
ENSG00000166405 |RIC3 protein_coding [ -2.900282482 1.89E-10 6.90E-10[{down
ENSG00000145882 |PCYOX1L protein_coding 1467056073 1.91E-10 6.94E-10[up
ENSG00000186496 |ZNF396 protein_coding 2.53017007 1.91E-10 6.96E-10[up
ENSG00000204438 |GPANK1 protein_coding | -1.723552303 1.96E-10 7.14E-10|down
ENSG00000197302 |ZNF720 protein_coding | -1.237810614 1.97E-10 7.15E-10|down
ENSG00000135736 |CCDC102A |protein_coding | -1.447369075 2.01E-10 7.30E-10]|down
ENSG00000103152 |MPG protein_coding | -1.144780936 2.05E-10 7.43E-10|down
ENSG000001/70917 |NUDT6 protein_coding | -1.357512417 2.11E-10 7.67E-10|down
ENSG00000217930 |PAM16 protein_coding | -3.613978297 2.13E-10 7.75E-10]|down
ENSG00000126970 |ZC4H2 protein_coding 1.356016945 2.15E-10 /.80E-10{up
ENSG00000189319 |FAMS53B protein_coding | -1.058299149 2.18E-10 7.89E-10]|down
ENSG000001/1368 |TPPP protein_coding 1.730634652 2.21E-10 8.01E-10fup
ENSG000001/3598 |NUDT4 protein_coding [ -1.000086539 2.22E-10 8.02E-10]|down
ENSG00000130810 |PPAN protein_coding 3.41599905 2.30E-10 8.31E-10fup
ENSG00000176422 |SPRYD4 protein_coding | -1.073204468 2.31E-10 8.35E-10]|down
ENSG00000088543 |C30rf18 protein_coding | -6.343889134 2.51E-10 9.06E-10]|down
ENSG000001/1435 |KSR2 protein_coding | -6.343889134 2.51E-10 9.06E-10]|down
ENSG00000204822 |MRPL53 protein_coding | -6.343889134 2.51E-10 9.06E-10]|down
ENSG00000131409 |LRRC4B protein_coding | -6.343889134 2.51E-10 9.06E-10]|down
ENSG00000204316 |MRPL38 protein_coding | -6.343889134 2.51E-10 9.06E-10]|down
ENSG00000166126 |AMN protein_coding 1.831036549 2.53E-10 9.11E-10fup
ENSG00000138794 |CASP6 protein_coding 1.175800968 2.56E-10 9.21E-10fup
ENSG00000158055 |GRHL3 protein_coding | 4.203005326 2.58E-10 9.29E-10fup
ENSG00000178229 |ZNF543 protein_coding | -1.143532236 2.69E-10 9.65E-10]|down
ENSG00000178127 |NDUFV2 protein_coding | -2.173964132 2.70E-10 9.69E-10]|down
ENSG00000113209 |PCDHB5S protein_coding 1.800157236 2.74E-10 9.82E-10{up
ENSG00000103245 |NARFL protein_coding | -1.099700789 2.74E-10 9.83E-10]|down
ENSG00000140682 |TGFB1I1 protein_coding 1.019515597 2.83E-10 1.01E-09]up
ENSG00000130270 |ATP8B3 protein_coding 1.085041989 2.85E-10 1.02E-09|up
ENSG00000254901 |BORCS8 protein_coding 1.337581348 2.91E-10 1.04E-09]up
ENSG00000158480 |SPATA2 protein_coding | -1.050957174 3.05E-10 1.08E-09[down
ENSG00000153551 |CMTM7 protein_coding | -1.246776122 3.07E-10 1.09E-09[down
ENSG00000121989 |ACVR2A protein_coding 1.191719519 3.11E-10 1.11E-09]up
ENSG00000164039 |BDH2 protein_coding | -3.919391305 3.19E-10 1.13E-09[down
ENSG00000106479 |ZNF862 protein_coding 1.717578499 3.30E-10 1.17E-09]up
ENSG00000278384 |AL354822.1 |protein_coding| 3.713200059 3.30E-10 1.17E-09]up
ENSG00000008441 |NFIX protein_coding | -1.237317469 3.41E-10 1.21E-09[down
ENSG00000105607 |GCDH protein_coding | -1.021961039 3.43E-10 1.22E-09[down
ENSG00000172432 |GTPBP2 protein_coding | -1.122674903 3.45E-10 1.23E-09[down
ENSG00000181544 |FANCB protein_coding | -1.122674903 3.45E-10 1.23E-09[down
ENSG00000256537 |SMIM10L1  |protein_coding | -1.040292861 3.48E-10 1.23E-09[down
ENSG00000160746 |ANO10 protein_coding | -1.040292861 3.48E-10 1.23E-09[down
ENSG00000158104 |HPD protein_coding 1.849368372 3.52E-10 1.25E-09|up
ENSG00000198934 |MAGEE1 protein_coding | -1.614880263 3.68E-10 1.30E-09[{down
ENSG00000188818 |ZDHHC11 protein_coding | -1.474606462 3.83E-10 1.36E-09[{down
ENSG00000113522 |RADS0 protein_coding | -1.201978508 3.89E-10 1.37E-09[down
ENSG00000107738 |VSIR protein_coding 1.151379638 4.11E-10 1.45E-09]up




ENSG00000198105 |ZNF248 protein_coding 1.046965851 4.15E-10 1.46E-09|up
ENSG00000182362 |YBEY protein_coding | -1.063781214 4.25E-10 1.50E-09[down
ENSG00000119737 |GPR75 protein_coding [ -6.300820412 4.48E-10 1.57E-09[down
ENSG00000183801 |OLFML1 protein_coding [ -6.300820412 4.48E-10 1.57E-09[down
ENSG00000236609 |ZNF853 protein_coding [ -6.300820412 4.48E-10 1.57E-09[down
ENSG00000122477 |LRRC39 protein_coding [ -6.300820412 4.48E-10 1.57E-09[down
ENSG00000214290 |COLCAZ2 protein_coding [ -6.300820412 4.48E-10 1.57E-09[down
ENSG00000214534 |ZNF/705E protein_coding [ -6.300820412 4.48E-10 1.57E-09[down
ENSG00000111012 |CYP27B1 protein_coding [ -6.300820412 4.48E-10 1.57E-09[down
ENSG00000282936 |AC004706.4 |protein_coding | -6.300820412 4.48E-10 1.57E-09[down
ENSG00000213347 |[MXD3 protein_coding | -1.058097576 4.56E-10 1.60E-09[down
ENSG00000148426 |PROSER? protein_coding 1.357105361 4.58E-10 1.60E-09]up
ENSG00000182141 |ZNF/08 protein_coding | 6.028975927 4.91E-10 1.72E-09|up
ENSG00000169760 |NLGN1 protein_coding | 6.028975927 4.91E-10 1.72E-09|up
ENSG00000125409 |TEKT3 protein_coding | 6.028975927 4.91E-10 1.72E-09|up
ENSG000001/8919 |FOXE1l protein_coding | -1.656356899 4.95E-10 1.73E-09[down
ENSG00000137691 |Cllorf/0 protein_coding 1.423693441 5.46E-10 1.90E-09|up
ENSG00000154889 |MPPE1 protein_coding 1.040733897 5.49E-10 1.91E-09|up
ENSG00000186272 |ZNF17 protein_coding | -2.478818714 5.72E-10 1.99E-09[down
ENSG00000169105 |CHST14 protein_coding 1.17/6533115 5.76E-10 2.00E-09[up
ENSG00000148848 |ADAM12 protein_coding | -1.393929816 6.29E-10 2.18E-09[down
ENSG00000064687 |ABCAY protein_coding 1.082375621 6.40E-10 2.22E-09[up
ENSG00000128510 |CPA4 protein_coding -1.79076272 6.48E-10 2.24E-09[down
ENSG00000162999 |DUSP19 protein_coding -1.79076272 6.48E-10 2.24E-09[down
ENSG000001/72985 |SH3RF3 protein_coding | -2.841388793 6.53E-10 2.26E-09[down
ENSG00000155542 |SETD9 protein_coding | -2.841388793 6.53E-10 2.26E-09[down
ENSG00000143919 |CAMKMT protein_coding | -1.745173478 6.56E-10 2.27E-09[down
ENSG00000159423 |ALDH4A1 protein_coding| 2.674311045 6.71E-10 2.32E-09[up
ENSG00000143942 |CHAC2 protein_coding [ -1.200573058 6.74E-10 2.33E-09[down
ENSG00000156959 |LHFPL4 protein_coding | 3.358283552 6.79E-10 2.34E-09[up
ENSG00000162227 |TAF6L protein_coding | -1.445460117 6.92E-10 2.39E-09[down
ENSG00000009950 |MLXIPL protein_coding 1.71660666 7.00E-10 2.41E-09[up
ENSG00000165060 |FXN protein_coding| -1.125181759 7.22E-10 2.49E-09[down
ENSG00000223573 |TINCR protein_coding | 2.794199781 7.29E-10 2.51E-09[up
ENSG00000180448 |ARHGAP45 |protein_coding| 3.122085331 7.42E-10 2.55E-09[up
ENSG00000164002 |EXO5 protein_coding | 2.939970921 /.57E-10 2.60E-09[up
ENSG00000182324 |KCNJ14 protein_coding | -1.859767322 7.82E-10 2.68E-09[down
ENSG00000170270 |GONY protein_coding | -1.641090143 7.90E-10 2.71E-09[down
ENSG00000188321 |ZNF559 protein_coding | -6.256426292 8.00E-10 2.74E-09[down
ENSG00000100206 |DMC1 protein_coding | -6.256426292 8.00E-10 2.74E-09[down
ENSG00000183018 |SPNS2 protein_coding [ -6.256426292 8.00E-10 2.74E-09[down
ENSG00000137491 |SLCO2B1 protein_coding [ -6.256426292 8.00E-10 2.74E-09[down
ENSG00000137460 |FHDC1 protein_coding [ -6.256426292 8.00E-10 2.74E-09[down
ENSG00000166278 |C2 protein_coding [ -6.256426292 8.00E-10 2.74E-09[down
ENSG00000112149 |CD83 protein_coding [ -6.256426292 8.00E-10 2.74E-09[down
ENSG00000155324 |GRAMD2B  |protein_coding | -6.256426292 8.00E-10 2.74E-09[down
ENSG00000165810 |BTNL9 protein_coding | -6.256426292 8.00E-10 2.74E-09[down
ENSG00000137821 |LRRC49 protein_coding | -1.138244866 8.04E-10 2.75E-09[down
ENSG00000168843 |FSTLS protein_coding | 5.991501221 8.09E-10 2.76E-09[up
ENSG00000145147 |SLIT2 protein_coding | 5.991501221 8.09E-10 2.76E-09[up
ENSG00000170236 |USP50 protein_coding | 5.991501221 8.09E-10 2.76E-09[up
ENSG00000116254 |CHD5 protein_coding 1438719126 8.13E-10 2.77E-09[up
ENSG00000104497 |SNX16 protein_coding 1.253248081 8.20E-10 2.79E-09[up
ENSG00000171970 |ZNF57 protein_coding | -5.256426292 8.27E-10 2.81E-09[down




ENSG00000037042 |TUBG2 protein_coding 1.217504896 8.97E-10 3.04E-09]up
ENSG00000160963 |COL26A1 protein_coding [ -4.343889134 9.01E-10 3.06E-09]|down
ENSG00000181450 |ZNF678 protein_coding | -1.413967569 9.38E-10 3.18E-09]|down
ENSG00000226763 |SRRM5 protein_coding | -2.168963451 9.50E-10 3.22E-09]|down
ENSG00000139405 |RITAL protein_coding [ -1.037309003 9.53E-10 3.23E-09]|down
ENSG00000135596 |MICAL1 protein_coding 1.358283552 9.74E-10 3.29E-09[up
ENSG00000168026 |TTC21A protein_coding | 3.650464303 9.91E-10 3.35E-09[up
ENSG00000214954 |LRRC69 protein_coding | 3.650464303 9.91E-10 3.35E-09[up
ENSG00000168916 |ZNF608 protein_coding 1.729634517 9.93E-10 3.35E-09[up
ENSG00000198951 |NAGA protein_coding 1.065501803 1.05E-09 3.54E-09[up
ENSG00000108176 |DNAJC12 protein_coding 1161185151 1.06E-09 3.58E-09[up
ENSG00000254470 |AP5B1 protein_coding | -1.046340766 1.09E-09 3.68E-09]|down
ENSG00000187193 |[MT1X protein_coding | -1.563854817 1.11E-09 3.74E-09]|down
ENSG00000198062 |POTEH protein_coding | 4.991501221 1.16E-09 3.89E-09[up
ENSG00000062282 |DGATZ2 protein_coding [ -2.940924467 1.17E-09 3.92E-09]|down
ENSG00000135045 |C9orf40 protein_coding -1.59346128 1.19E-09 3.99E-09]|down
ENSG00000144681 |STAC protein_coding | -2.811015144 1.21E-09 4.05E-09]down
ENSG00000130675 |MNX1 protein_coding 1.533153928 1.25E-09 4.18E-09]up
ENSG00000138738 |PRDMS protein_coding | -1.055832461 1.25E-09 4.19E-09]|down
ENSG00000123095 |BHLHE41 protein_coding [ -2.256426292 1.28E-09 4.29E-09]|down
ENSG00000146409 |SLC18B1 protein_coding | -1.165660828 1.29E-09 4.32E-09|down
ENSG00000082196 |C1QTNF3 protein_coding | 5.953027073 1.33E-09 4.45E-09]up
ENSG00000198125 |MB protein_coding | -1.788921373 1.34E-09 4.46E-09|down
ENSG00000197562 |RAB40C protein_coding -1.23596219 1.36E-09 4.51E-09|down
ENSG00000149927 |DOC2A protein_coding | 2.444013426 1.36E-09 4.52E-09]up
ENSG00000170458 |CD14 protein_coding | 2.444013426 1.36E-09 4.52E-09]up
ENSG00000168672 |FAM84B protein_coding 1.122085331 1.36E-09 4.53E-09]up
ENSG00000143412 |ANXA9 protein_coding | -6.210622603 1.43E-09 4.75E-09]down
ENSG00000162591 |MEGF6 protein_coding | -6.210622603 1.43E-09 4.75E-09]down
ENSG00000137561 |TTPA protein_coding | -6.210622603 1.43E-09 4.75E-09]down
ENSG00000102935 |ZNF423 protein_coding | -6.210622603 1.43E-09 4.75E-09]down
ENSG00000167220 |HDHD2 protein_coding 1.715559332 1.48E-09 4.91E-09]up
ENSG000001/71227 |TMEM37 protein_coding 1.23597009 1.56E-09 5.14E-09[up
ENSG00000112139 |MDGA1 protein_coding | -5.210622603 1.56E-09 5.15E-09[down
ENSG00000119574 |ZBTB45 protein_coding | -1.302229982 1.58E-09 5.21E-09[down
ENSG00000167772 |ANGPTL4 protein_coding 1.66413924 1.62E-09 5.33E-09[up
ENSG00000137501 |SYTL2 protein_coding | -1.076344676 1.62E-09 5.35E-09[down
ENSG00000168517 |HEXIM2 protein_coding [ -1.120542864 1.64E-09 5.40E-09[down
ENSG00000135605 |TEC protein_coding | -1.355961966 1.65E-09 5.43E-09[down
ENSG00000177427 |MIEF2 protein_coding | -2.363341496 1.65E-09 5.44E-09[down
ENSG00000276045 |ORAI1 protein_coding 1.309553105 1.70E-09 5.57E-09[up
ENSG00000175906 |ARL4D protein_coding | -4.300820412 1.74E-09 5.73E-09[down
ENSG00000198089 |SFI1 protein_coding 1.169337614 1.77E-09 5.80E-09{up
ENSG00000151655 |ITIH2 protein_coding 1.576463722 1.78E-09 5.84E-09[up
ENSG00000132394 |EEFSEC protein_coding 1.557160583 1.80E-09 5.90E-09[up
ENSG00000150667 |FSIP1 protein_coding [ -3.256426292 1.81E-09 5.94E-09[down
ENSG00000198848 |CES1 protein_coding [ -3.256426292 1.81E-09 5.94E-09[down
ENSG00000153814 |JAZF1 protein_coding 1.78986736 1.86E-09 6.09E-09[up
ENSG00000181894 |ZNF329 protein_coding -2.18716363 1.93E-09 6.32E-09[down
ENSG00000132274 |TRIM22 protein_coding -2.18716363 1.93E-09 6.32E-09[down
ENSG00000169752 |NRG4 protein_coding | 2.047354456 2.03E-09 6.64E-09[up
ENSG00000089639 |GMIP protein_coding | -1.682691047 2.16E-09 7.04E-09]|down
ENSG00000283930 |AL117339.5 |protein_coding 5.913498709 2.21E-09 7.18E-09[up
ENSG00000198723 |TEX45 protein_coding 5.913498709 2.21E-09 7.18E-09{up




ENSG00000184271 |POUGF1 protein_coding 5.913498709 2.21E-09 7.18E-09|up
ENSG00000160999 |SH2B2 protein_coding 2421645613 2.21E-09 7.18E-09|up
ENSG00000205423 |CNEP1R1 protein_coding | -1.140233275 2.21E-09 7.18E-09]|down
ENSG00000240891 |PLCXD2 protein_coding 1.299967056 2.36E-09 /.67E-09[up
ENSG00000186462 |NAP1L2 protein_coding 1.083649149 2.42E-09 /.86E-09[up
ENSG00000095397 |WHRN protein_coding 1.432872868 2.46E-09 7.97E-09[up
ENSG00000262209 |PCDHGB3 protein_coding | -6.163316888 2.57E-09 8.33E-09]|down
ENSG00000095752 ]IL11 protein_coding | -6.163316888 2.57E-09 8.33E-09]|down
ENSG00000140022 |STONZ2 protein_coding | -6.163316888 2.57E-09 8.33E-09]|down
ENSG00000178623 |GPR35 protein_coding | -6.163316888 2.57E-09 8.33E-09]|down
ENSG00000213906 |LTB4R2 protein_coding | -6.163316888 2.57E-09 8.33E-09]|down
ENSG00000197748 |CFAP43 protein_coding | -6.163316888 2.57E-09 8.33E-09]|down
ENSG0000010364/7 |CORO2ZB protein_coding | -6.163316888 2.57E-09 8.33E-09]|down
ENSG00000165046 |LETM2 protein_coding | -6.163316888 2.57E-09 8.33E-09]|down
ENSG00000250644 |AC068580.4 |protein_coding 1.318688422 2.59E-09 8.35E-09[up
ENSG00000109255 |[NMU protein_coding 1492511944 2.61E-09 8.41E-09[up
ENSG000001/2167 |[MTBP protein_coding | -1.196720046 2.68E-09 8.63E-09]|down
ENSG00000175104 |TRAF6 protein_coding | -1.303732007 2.74E-09 8.84E-09]|down
ENSG00000119865 |CNRIP1 protein_coding | -3.465879658 2.91E-09 9.37E-09]down
ENSG000001/5193 |PARL protein_coding | -5.163316888 2.95E-09 9.49E-09]|down
ENSG00000183971 |NPW protein_coding | 3.584875962 2.97E-09 9.56E-09[up
ENSG00000204977 |TRIM13 protein_coding | -1.109877629 3.06E-09 9.85E-09]|down
ENSG00000226784 |PGAM4 protein_coding 1.714427362 3.15E-09 1.01E-08|up
ENSG00000127586 |CHTF18 protein_coding | -1.153666718 3.22E-09 1.03E-08[down
ENSG00000174456 |Cl20rf/76 protein_coding 1.383398143 3.24E-09 1.04E-08|up
ENSG00000118369 |USP35 protein_coding 1.290316886 3.29E-09 1.06E-08|up
ENSG00000267796 |LIN37 protein_coding [ -4.256426292 3.37E-09 1.08E-08[down
ENSG00000083750 |RRAGB protein_coding 1.129990529 3.55E-09 1.14E-08|up
ENSG00000065717 |TLE2 protein_coding 1.978038961 3.65E-09 1.17E-08|up
ENSG00000206561 |COLQ protein_coding | 5.872856725 3.66E-09 1.17E-08|up
ENSG00000166828 |SCNN1G protein_coding | 5.872856725 3.66E-09 1.17E-08|up
ENSG00000170909 |OSCAR protein_coding | 5.872856725 3.66E-09 1.17E-08|up
ENSG00000135709 |KIAA0513 protein_coding 1.061935188 3.67E-09 1.17E-08|up
ENSG00000100307 |CBX7 protein_coding 1.203005326 3.79E-09 1.21E-08|up
ENSG00000137496 |IL18BP protein_coding| -1.951571711 3.82E-09 1.22E-08[down
ENSG00000204237 |OXLD1 protein_coding | -1.088481655 3.86E-09 1.23E-08[down
ENSG00000146054 |TRIM7 protein_coding | -1.451073723 4.11E-09 1.30E-08[{down
ENSG00000206535 |LNP1 protein_coding | -1.638296928 4.30E-09 1.36E-08[down
ENSG00000118655 |DCLRE1B protein_coding | -1.378416817 4.31E-09 1.37E-08[down
ENSG00000250091 |DNAH100S |protein_coding | -3.758926633 4.45E-09 1.41E-08[down
ENSG00000105427 |CNEN protein_coding | -6.114407287 4.64E-09 1.46E-08[down
ENSG00000237651 |C2orf74 protein_coding | -6.114407287 4.64E-09 1.46E-08[down
ENSG00000197608 |ZNF841 protein_coding | -6.114407287 4.64E-09 1.46E-08[down
ENSG00000167895 |TMC8 protein_coding | -6.114407287 4.64E-09 1.46E-08[down
ENSG00000175920 |DOKY protein_coding | -6.114407287 4.64E-09 1.46E-08[down
ENSG00000185909 |KLHDC8B protein_coding | -6.114407287 4.64E-09 1.46E-08[down
ENSG00000215126 |CBWD6 protein_coding | -6.114407287 4.64E-09 1.46E-08[down
ENSG00000092200 |RPGRIP1 protein_coding | -6.114407287 4.64E-09 1.46E-08[down
ENSG00000175206 |NPPA protein_coding | -6.114407287 4.64E-09 1.46E-08[down
ENSG00000125618 |PAX8 protein_coding | -6.114407287 4.64E-09 1.46E-08[down
ENSG00000204381 |LAYN protein_coding | -6.114407287 4.64E-09 1.46E-08[down
ENSG00000106404 |CLDN15 protein_coding [ -2.099700789 4.87E-09 1.53E-08[{down
ENSG00000163818 |LZTFL1 protein_coding| -1.113821897 4.89E-09 1.54E-08[down
ENSG00000164176 |EDIL3 protein_coding 1.847910368 5.09E-09 1.60E-08]up




ENSG00000172828 |CES3 protein_coding 1.238338399 5.11E-09 1.60E-08|up
ENSG00000140830 |TXNL4B protein_coding | -1.038834857 5.14E-09 1.61E-08[down
ENSG00000189431 |RASSF10 protein_coding -1.90551913 5.18E-09 1.63E-08[down
ENSG00000005189 |REXOS protein_coding 1.246074048 5.40E-09 1.69E-08|up
ENSG00000177432 |NAP1L5 protein_coding | -5.114407287 5.59E-09 1.75E-08[down
ENSG00000076513 |ANKRD13A |protein_coding 1.009307263 5.78E-09 1.80E-08|up
ENSG00000166866 |[MYOI1A protein_coding | 4.872856725 5.86E-09 1.83E-08|up
ENSG00000196150 |ZNF250 protein_coding| -1.478818714 5.99E-09 1.87E-08[down
ENSG000000/3711 |PPP2R3A protein_coding| -1.478818714 5.99E-09 1.87E-08[down
ENSG00000144891 |AGTR1 protein_coding | 5.831036549 6.08E-09 1.89E-08|up
ENSG00000123570 |RAB9B protein_coding | 5.831036549 6.08E-09 1.89E-08|up
ENSG00000181322 |[NME9 protein_coding | 5.831036549 6.08E-09 1.89E-08|up
ENSG00000181418 |DDN protein_coding | 5.831036549 6.08E-09 1.89E-08|up
ENSG00000156140 |ADAMTS3 protein_coding | 5.831036549 6.08E-09 1.89E-08|up
ENSG00000101695 |RNF125 protein_coding | 5.831036549 6.08E-09 1.89E-08|up
ENSG00000256223 |ZNF10 protein_coding | -4.210622603 6.54E-09 2.03E-08[down
ENSG00000248483 |POUSF2 protein_coding | -4.210622603 6.54E-09 2.03E-08[down
ENSG00000146416 |AIG1 protein_coding -1.26820346 6.77E-09 2.10E-08[down
ENSG00000197016 |ZNF470 protein_coding | -2.610063247 /.39E-09 2.28E-08[down
ENSG000001/8531 |CTXN1 protein_coding | -2.715857911 /.60E-09 2.35E-08[down
ENSG00000235109 |ZSCANS31 protein_coding| -2.715857911 /.60E-09 2.35E-08[down
ENSG00000122971 |ACADS protein_coding 1.586032431 /.83E-09 2.41E-08[up
ENSG00000138380 |CARF protein_coding | -1.562234722 /.83E-09 2.41E-08[down
ENSG00000122694 |GLIPRZ protein_coding 1.544264899 /7.98E-09 2.46E-08[up
ENSG00000197128 |ZNF/72 protein_coding | -6.063781214 8.40E-09 2.58E-08[down
ENSG00000134538 |SLCO1B1 protein_coding | -6.063781214 8.40E-09 2.58E-08[down
ENSG00000110675 |ELMOD1 protein_coding | -6.063781214 8.40E-09 2.58E-08[down
ENSG00000109738 |GLRB protein_coding| -6.063781214 8.40E-09 2.58E-08[down
ENSG00000143369 |ECM1 protein_coding| -6.063781214 8.40E-09 2.58E-08[down
ENSG00000163467 |TSACC protein_coding | -6.063781214 8.40E-09 2.58E-08[down
ENSG00000156384 |SFR1 protein_coding | -6.063781214 8.40E-09 2.58E-08[down
ENSG00000117010 |ZNF684 protein_coding | -6.063781214 8.40E-09 2.58E-08[down
ENSG00000004848 |ARX protein_coding | -6.063781214 8.40E-09 2.58E-08[down
ENSG000001/1564 |FGB protein_coding | -6.063781214 8.40E-09 2.58E-08[down
ENSG00000156042 |CFAP70 protein_coding | -6.063781214 8.40E-09 2.58E-08[down
ENSG0000017/9674 |ARL14 protein_coding | -6.063781214 8.40E-09 2.58E-08[down
ENSG00000198929 |NOSI1AP protein_coding | -6.063781214 8.40E-09 2.58E-08[down
ENSG00000184949 |FAM227A protein_coding 1.328536208 8.41E-09 2.57E-08[up
ENSG00000171984 |C200rf196 protein_coding | -3.715857911 8.60E-09 2.63E-08[down
ENSG00000167333 |TRIM68 protein_coding | -1.212704915 8.74E-09 2.67E-08[down
ENSG00000105497 |ZNF175 protein_coding 1.339424525 8.75E-09 2.68E-08[up
ENSG00000171885 |AQP4 protein_coding| 3.516163212 8.89E-09 2.72E-08[up
ENSG00000128185 |DGCR6L protein_coding 1.350731955 9.10E-09 2.78E-08[up
ENSG00000196083 |ILIRAP protein_coding 1.350731955 9.10E-09 2.78E-08[up
ENSG00000139044 |BAGALNT3 |protein_coding 2.35238295 9.40E-09 2.87E-08[up
ENSG00000184381 |PLA2G6 protein_coding | 2.203005326 9.50E-09 2.90E-08|up
ENSG00000172339 |ALG14 protein_coding | -1.148050131 9.67E-09 2.95E-08[down
ENSG00000147231 |CXorf57 protein_coding | 3.203005326 1.01E-08 3.07E-08[up
ENSG00000162772 |ATF3 protein_coding | 4.831036549 1.01E-08 3.07E-08[up
ENSG00000138606 |SHF protein_coding| 5.787967827 1.01E-08 3.07E-08[up
ENSG00000177182 |CLVS1 protein_coding| 5.787967827 1.01E-08 3.07E-08[up
ENSG00000196421 |C200rf204 protein_coding| 5.787967827 1.01E-08 3.07E-08[up
ENSG00000149972 |CNTNS protein_coding 5.787967827 1.01E-08 3.07E-08[up
ENSG00000145040 JUCN2 protein_coding 5.787967827 1.01E-08 3.07E-08fup




ENSG00000182359 |KBTBD3 protein_coding [ -2.343889134 1.03E-08 3.13E-08]|down
ENSG00000104881 |PPP1R13L protein_coding 1.069343869 1.05E-08 3.18E-08|up
ENSG00000258366 |RTEL1 protein_coding | -5.063781214 1.06E-08 3.22E-08|down
ENSG00000179988 |PSTK protein_coding [ -3.385709309 1.0/E-08 3.24E-08|down
ENSG00000157429 |ZNF19 protein_coding 1.618042826 1.11E-08 3.35E-08[up
ENSG00000075461 |CACNG4 protein_coding 1459780742 1.13E-08 3.42E-08[up
ENSG00000130772 |MED18 protein_coding 1.594430268 1.13E-08 3.42E-08[up
ENSG00000130052 |STARDS8 protein_coding | -2.017238628 1.18E-08 3.56E-08]|down
ENSG00000255423 |EBLN2 protein_coding 1.972392398 1.19E-08 3.60E-08[up
ENSG00000126522 |ASL protein_coding | -1.730357481 1.19E-08 3.61E-08|down
ENSG00000142235 |LMTK3 protein_coding 1.203005326 1.25E-08 3.76E-08[up
ENSG00000213722 |DDAH2 protein_coding 1.130596831 1.25E-08 3.77E-08[up
ENSG00000254469 |AP002495.1 |protein_coding | -2.489087049 1.26E-08 3.79E-08]|down
ENSG00000143479 |DYRK3 protein_coding | -1.426351294 1.2/E-08 3.81E-08|down
ENSG00000155906 |[RMND1 protein_coding 1.019585968 1.2/E-08 3.81E-08[up
ENSG00000204520 |MICA protein_coding | -1.201564357 1.2/E-08 3.83E-08|down
ENSG00000183826 |BTBD9 protein_coding | -1.146548675 1.2/E-08 3.83E-08|down
ENSG00000063438 |AHRR protein_coding 1.13589113 1.34E-08 4.04E-08]up
ENSG00000163472 |TMEMY/9 protein_coding | -2.578354387 1.34E-08 4.04E-08]|down
ENSG00000120093 |HOXB3 protein_coding | -2.203958872 1.38E-08 4.15E-08|down
ENSG00000256683 |ZNF350 protein_coding -2.0516065 1.43E-08 4.28E-08]|down
ENSG00000174684 |BAGAT1 protein_coding | -1.129191104 1.51E-08 4.51E-08]|down
ENSG00000170430 |MGMT protein_coding 1.40253679 1.51E-08 4.53E-08]up
ENSG00000160460 |SPTBN4 protein_coding| -1.745811133 1.52E-08 4.55E-08]|down
ENSG00000154678 |PDE1C protein_coding| -6.011313794 1.52E-08 4.55E-08]|down
ENSG00000173267 |SNCG protein_coding| -6.011313794 1.52E-08 4.55E-08]|down
ENSG00000069712 |KIAA1107 protein_coding| -6.011313794 1.52E-08 4.55E-08]|down
ENSG00000152454 |ZNF256 protein_coding| -6.011313794 1.52E-08 4.55E-08]|down
ENSG00000155980 |KIFSA protein_coding| -6.011313794 1.52E-08 4.55E-08]|down
ENSG00000150773 |PIH1D2 protein_coding| -6.011313794 1.52E-08 4.55E-08]|down
ENSG00000008517 |IL32 protein_coding| -6.011313794 1.52E-08 4.55E-08]|down
ENSG00000076662 |ICAM3 protein_coding| -6.011313794 1.52E-08 4.55E-08]|down
ENSG00000277399 |GPR179 protein_coding| -6.011313794 1.52E-08 4.55E-08]|down
ENSG00000145246 |ATP10D protein_coding | -1.473657009 1.59E-08 4.71E-08|down
ENSG00000104870 |FCGRT protein_coding 1.069448987 1.64E-08 4.86E-08|up
ENSG00000013619 |MAMLD1 protein_coding 1.517297852 1.68E-08 5.00E-08|up
ENSG00000147145 |LPAR4 protein_coding| 5.743573708 1.69E-08 5.00E-08|up
ENSG00000249931 |GOLGASK protein_coding| 5.743573708 1.69E-08 5.00E-08|up
ENSG00000136457 |CHAD protein_coding| 5.743573708 1.69E-08 5.00E-08|up
ENSG00000120696 |KBTBD7 protein_coding| -1.171537395 1.69E-08 5.01E-08[down
ENSG00000197808 |ZNF461 protein_coding| -1.171537395 1.69E-08 5.01E-08[down
ENSG00000148655 |LRMDA protein_coding [ -2.089316306 1.71E-08 5.07E-08[down
ENSG00000135185 |TMEM?243 protein_coding | -1.256426292 1.74E-08 5.14E-08[down
ENSG00000174871 |CNIH2 protein_coding | 4.787967827 1.74E-08 5.15E-08|up
ENSG00000171680 |PLEKHGS protein_coding 1.249464637 1.78E-08 5.25E-08|up
ENSG00000164056 |SPRY1 protein_coding 1.200618734 1.82E-08 5.36E-08[up
ENSG00000170624 |SGCD protein_coding -1.08327739 1.83E-08 5.41E-08[down
ENSG00000164742 |ADCY1 protein_coding | -1.453463139 1.87E-08 5.50E-08[down
ENSG00000120913 |PDLIM?2 protein_coding 1.258146881 1.87E-08 5.53E-08[up
ENSG00000256043 |CTSO protein_coding 1.760647221 1.91E-08 5.62E-08[up
ENSG00000183114 |FAM43B protein_coding 1.760647221 1.91E-08 5.62E-08[up
ENSG00000163686 |ABHD6 protein_coding| -1.411704518 1.93E-08 5.69E-08[down
ENSG00000198948 |MFAP3L protein_coding | -1.710992156 1.93E-08 5.69E-08[down
ENSG0000007/8967 |UBE2D4 protein_coding | -1.026420687 1.97E-08 5.80E-08[{down




ENSG00000019485 |PRDM11 protein_coding [ -1.026420687 1.9/E-08 5.80E-08[down
ENSG00000102547 |CAB39L protein_coding [ -1.993391886 2.00E-08 5.88E-08[down
ENSG00000065413 |ANKRD44 protein_coding 1.727085585 2.02E-08 5.95E-08|up
ENSG00000159214 |CCDC24 protein_coding | -5.011313794 2.02E-08 5.95E-08[down
ENSG00000118402 |ELOVL4 protein_coding -2.13089541 2.04E-08 5.99E-08[down
ENSG00000188266 |HYKK protein_coding 1.042540654 2.27/E-08 6.64E-08[up
ENSG00000115317 |HTRAZ protein_coding [ -1.008038662 2.37E-08 6.94E-08[down
ENSG000001/8814 |OPLAH protein_coding [ -2.545932909 2.44E-08 7.13E-08|down
ENSG00000185924 |RTN4RL1 protein_coding | 2.608644128 2.5/E-08 /.48E-08[up
ENSG00000161277 |THAP8 protein_coding 1.123845789 2.63E-08 /.66E-08[up
ENSG00000134363 |FST protein_coding | 3.444013426 2.66E-08 /. 74E-08[up
ENSG00000120458 |MSANTD2 protein_coding | -1.151073292 2.67E-08 7.77E-08|down
ENSG00000163623 |NKX6-1 protein_coding -5.95686601 2./8E-08 8.07E-08|down
ENSG00000187957 |DNER protein_coding -5.95686601 2./8E-08 8.07E-08|down
ENSG00000256235 |SMIM3 protein_coding -5.95686601 2.7/8E-08 8.07E-08]|down
ENSG00000124743 |KLHL31 protein_coding -5.95686601 2.7/8E-08 8.07E-08]|down
ENSG00000109654 |TRIM2 protein_coding -5.95686601 2.7/8E-08 8.07E-08]|down
ENSG00000186354 |C9orf47 protein_coding -5.95686601 2.7/8E-08 8.07E-08]|down
ENSG00000162650 |ATXN7L2 protein_coding -5.95686601 2.7/8E-08 8.07E-08]|down
ENSG00000015592 |STMN4 protein_coding -5.95686601 2.7/8E-08 8.07E-08]|down
ENSG00000136630 |HLX protein_coding -5.95686601 2.7/8E-08 8.07E-08]|down
ENSG00000131471 |AOC3 protein_coding -5.95686601 2.7/8E-08 8.07E-08]|down
ENSG00000204962 |PCDHAS protein_coding -5.95686601 2.7/8E-08 8.07E-08]|down
ENSG00000151117 |[TMEMS86A protein_coding -5.95686601 2.7/8E-08 8.07E-08]|down
ENSG00000008311 |AASS protein_coding -5.95686601 2.7/8E-08 8.07E-08]|down
ENSG00000135617 |PRADC1 protein_coding -5.95686601 2.7/8E-08 8.07E-08]|down
ENSG00000164604 |GPR85 protein_coding | 5.697770018 2.82E-08 8.16E-08[up
ENSG00000074317 |SNCB protein_coding| 5.697770018 2.82E-08 8.16E-08[up
ENSG00000085741 |WNT11 protein_coding | 2.743573708 2.85E-08 8.23E-08[up
ENSG00000185513 |L3MBTL1 protein_coding| 2.743573708 2.85E-08 8.23E-08[up
ENSG00000168228 |ZCCHC4 protein_coding | -1.168963451 2.94E-08 8.48E-08]|down
ENSG00000113205 |PCDHB3 protein_coding 3.13589113 2.95E-08 8.51E-08[up
ENSG00000169903 |TMA4SF4 protein_coding -1.86410887 2.97E-08 8.57E-08|down
ENSG00000187609 |EXD3 protein_coding 1.884929557 3.18E-08 9.12E-08[up
ENSG00000183137 |CEPS/L1 protein_coding -1.46287717 3.21E-08 9.21E-08|down
ENSG00000137274 |BPHL protein_coding -1.46287717 3.21E-08 9.21E-08|down
ENSG00000133627 |ACTR3B protein_coding [ -1.544002882 3.27E-08 9.38E-08]|down
ENSG00000041982 |TNC protein_coding | -1.418697721 3.34E-08 9.58E-08]|down
ENSG00000130518 |KIAA1683 protein_coding -1.96914434 3.38E-08 9.70E-08]down
ENSG00000163297 |ANTXR2 protein_coding 1.146332877 3.51E-08 1.00E-07]up
ENSG00000256061 |DNAAF4 protein_coding | 2.471494162 3.64E-08 1.04E-07]up
ENSG00000186648 |CARMIL3 protein_coding | 3.872856725 3.77E-08 1.08E-07]up
ENSG00000243244 |STON1 protein_coding | 3.872856725 3.77E-08 1.08E-07]up
ENSG00000170260 |ZNF212 protein_coding 1.246074048 3.79E-08 1.08E-07]up
ENSG00000139132 |FGD4 protein_coding 1.195562343 3.86E-08 1.10E-07]up
ENSG00000277363 |SRCIN1 protein_coding 1.195562343 3.86E-08 1.10E-07]up
ENSG00000175564 |UCP3 protein_coding -4.95686601 3.87E-08 1.10E-07[{down
ENSG00000244165 |P2RY11 protein_coding -4.95686601 3.87E-08 1.10E-07[{down
ENSG00000099974 |DDTL protein_coding | 2.279626608 3.93E-08 1.12E-07]up
ENSG00000060642 |PIGV protein_coding | -1.705733694 4.00E-08 1.14E-07[{down
ENSG00000233954 |UQCRHL protein_coding | -2.149511088 4.18E-08 1.19E-07[{down
ENSG00000130821 |SLC6A8 protein_coding 1.366010914 4.30E-08 1.22E-07]up
ENSG00000128805 |ARHGAP22 |protein_coding 1.165037476 4.31E-08 1.23E-07]up
ENSG00000278535 |DHRS11 protein_coding| -1.313009821 4.36E-08 1.24E-07{down




ENSG00000196378 |ZNF34 protein_coding | -2.512766046 4.42E-08 1.25E-07[down
ENSG00000109743 |BST1 protein_coding | -3.063781214 4.44E-08 1.26E-07[down
ENSG00000187726 |DNAJB13 protein_coding | 2.065501803 4.53E-08 1.28E-07]up
ENSG00000165548 |TMEMG6G3C protein_coding 3.40653872 4.59E-08 1.30E-07]up
ENSG00000167930 |FAM234A protein_coding [ -1.208332004 4.61E-08 1.31E-07[down
ENSG00000169860 |P2RY1 protein_coding | -1.915389374 4.61E-08 1.31E-07[down
ENSG000001/5322 |ZNF519 protein_coding 1.078363954 4.68E-08 1.33E-07]up
ENSG00000006740 |ARHGAP44 |protein_coding 1.662955248 4.71E-08 1.33E-07]up
ENSG00000144749 |LRIG1 protein_coding | -2.880917157 4.73E-08 1.34E-07[down
ENSG00000183914 |DNAH2 protein_coding | 5.650464303 4.73E-08 1.34E-07]up
ENSG00000134532 |SOX5 protein_coding | 5.650464303 4.73E-08 1.34E-07]up
ENSG00000128645 |[HOXD1 protein_coding | 5.650464303 4.73E-08 1.34E-07]up
ENSG00000186862 |PDZD7 protein_coding | 5.650464303 4.73E-08 1.34E-07]up
ENSG00000172955 |ADH6 protein_coding | 5.650464303 4.73E-08 1.34E-07]up
ENSG00000092758 |COL9A3 protein_coding | 5.650464303 4.73E-08 1.34E-07]up
ENSG00000146453 |PNLDC1 protein_coding | 5.650464303 4.73E-08 1.34E-07]up
ENSG00000155749 |ALS2CR12 protein_coding | 5.650464303 4.73E-08 1.34E-07]up
ENSG00000115844 |DLX2 protein_coding | 5.650464303 4.73E-08 1.34E-07]up
ENSG00000164825 |DEFB1 protein_coding | 5.650464303 4.73E-08 1.34E-07]up
ENSG00000174448 |STARD6 protein_coding | 5.650464303 4.73E-08 1.34E-07]up
ENSG00000249471 |ZNF324B protein_coding 1.634344638 4.86E-08 1.37E-07]up
ENSG00000214026 |MRPL23 protein_coding 1.226895947 4.93E-08 1.39E-07]up
ENSG00000183513 |COAS protein_coding | -1.005618189 4.98E-08 1.40E-07[down
ENSG00000154025 |SLCS5A10 protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000056736 |IL17RB protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000125122 |LRRC29 protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000110723 |EXPH5 protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000182836 |PLCXD3 protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000128965 |CHAC1 protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000235961 |PNMAGA protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000162669 |[HFM1 protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000186832 |KRT16 protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000162946 |DISC1 protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000196433 |ASMT protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000196456 |ZNF/775 protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000157111 |TMEM171 protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG000001/72748 |ZNF596 protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000205923 |CEMP1 protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000244731 |C4A protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000156298 |TSPANY protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000174837 |ADGRE1 protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000135678 |CPM protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000145242 |EPHAS protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000170271 |FAXDC2 protein_coding [ -5.900282482 5.08E-08 1.43E-07[down
ENSG00000161281 |COX7Al protein_coding | 4.697770018 5.22E-08 1.46E-07]up
ENSG00000135114 JOASL protein_coding| 4.697770018 5.22E-08 1.46E-07]up
ENSG00000068354 |TBC1D25 protein_coding | -1.104423199 5.31E-08 1.48E-07[down
ENSG00000104671 |DCTNG protein_coding -1.07404955 5.45E-08 1.52E-07[{down
ENSG00000078487 |ZCWPW1 protein_coding 1.149088433 5.47E-08 1.52E-07]up
ENSG00000214021 |TTLL3 protein_coding 1.005065949 5.82E-08 1.62E-07]up
ENSG00000142156 |COL6A1 protein_coding | -1.119924292 5.96E-08 1.66E-07[down
ENSG00000161920 |MED11 protein_coding | -1.119924292 5.96E-08 1.66E-07[{down
ENSG00000160993 |ALKBH4 protein_coding 2.254535627 6.30E-08 1.75E-07]up
ENSG00000189410 |SH2D5 protein_coding | -1.451442275 6.48E-08 1.80E-07{down




ENSG00000154642 |C21orf9l protein_coding [ -1.533960268 6.67/E-08 1.85E-07[down
ENSG00000152217 |SETBP1 protein_coding 1.395650404 6.70E-08 1.86E-07[up
ENSG00000242802 |AP5Z1 protein_coding | -1.366850282 6.76E-08 1.87E-07[down
ENSG00000153558 |FBXL2 protein_coding 1.216326705 6.78E-08 1.88E-07]up
ENSG00000106927 |AMBP protein_coding 1.216326705 6.78E-08 1.88E-07]up
ENSG00000169084 |DHRSX protein_coding | -1.102255362 6.98E-08 1.93E-07[down
ENSG00000112182 |BACHZ protein_coding 2.55092863 /.00E-08 1.94E-07]up
ENSG00000034533 |ASTE1 protein_coding 2.04313399 /.09E-08 1.96E-07]up
ENSG00000163312 |HELQ protein_coding | -2.121496712 [.22E-08 1.99E-07[down
ENSG00000156853 |ZNF689 protein_coding [ -1.284440668 /.32E-08 2.02E-07[down
ENSG00000134755 |DSC2 protein_coding 1.139502384 /.40E-08 2.04E-07fup
ENSG00000169951 |ZNF/64 protein_coding [ -4.900282482 /.40E-08 2.04E-07[down
ENSG00000169435 |RASSF6 protein_coding [ -4.900282482 /.40E-08 2.04E-07[down
ENSG000001/71631 |P2RY6 protein_coding 1.543275057 [.47E-08 2.06E-07fup
ENSG00000274180 |[NATD1 protein_coding [ -3.256426292 /.49E-08 2.06E-07[down
ENSG00000134262 |AP4B1 protein_coding | -1.607898663 /.68E-08 2.12E-07[down
ENSG00000055118 |KCNH2 protein_coding| 2.166785138 /.84E-08 2.15E-07fup
ENSG00000120471 |TP53AIP1 protein_coding | 5.601554703 7.96E-08 2.18E-07fup
ENSG00000168961 |LGALS9 protein_coding | 5.601554703 7.96E-08 2.18E-07fup
ENSG00000105549 |THEG protein_coding | 5.601554703 7.96E-08 2.18E-07fup
ENSG00000140600 |SH3GL3 protein_coding | 5.601554703 7.96E-08 2.18E-07fup
ENSG00000188739 |RBM34 protein_coding | 5.601554703 7.96E-08 2.18E-07fup
ENSG00000183484 |GPR132 protein_coding | 5.601554703 7.96E-08 2.18E-07fup
ENSG00000166839 |ANKDD1A protein_coding | 5.601554703 7.96E-08 2.18E-07fup
ENSG00000170786 |SDR16C5 protein_coding | 5.601554703 7.96E-08 2.18E-07fup
ENSG00000160224 |AIRE protein_coding | 5.601554703 7.96E-08 2.18E-07fup
ENSG00000167840 |ZNF232 protein_coding | -1.456363863 8.51E-08 2.33E-07[down
ENSG00000176473 |[WDR25 protein_coding | -1.456363863 8.51E-08 2.33E-07[down
ENSG00000148384 |INPP5E protein_coding | -1.022936162 8.73E-08 2.39E-07[down
ENSG00000103066 |PLA2G15 protein_coding 1.354299305 8.89E-08 2.43E-07{up
ENSG00000150510 |FAM124A protein_coding 1.261422013 9.02E-08 247E-07{up
ENSG00000187066 |TMEM?262 protein_coding| -4.011313794 9.29E-08 2.53E-07[down
ENSG00000203737 |GPR52 protein_coding | -5.841388793 9.33E-08 2.54E-07[down
ENSG00000164088 |PPM1M protein_coding | -5.841388793 9.33E-08 2.54E-07[down
ENSG00000187775 |DNAH17 protein_coding | -5.841388793 9.33E-08 2.54E-07[down
ENSG00000197106 |SLC6A17 protein_coding | -5.841388793 9.33E-08 2.54E-07[down
ENSG00000148832 |PAOX protein_coding | -5.841388793 9.33E-08 2.54E-07[down
ENSG00000242574 |HLA-DMB protein_coding | -5.841388793 9.33E-08 2.54E-07[down
ENSG00000133805 |AMPD3 protein_coding | -5.841388793 9.33E-08 2.54E-Q07[down
ENSG00000166664 |CHRFAMT7A |protein_coding| -5.841388793 9.33E-08 2.54E-07[down
ENSG00000176024 |ZNF613 protein_coding | -5.841388793 9.33E-08 2.54E-07[down
ENSG00000112293 |GPLD1 protein_coding | -5.841388793 9.33E-08 2.54E-07[down
ENSG00000170608 |FOXA3 protein_coding | -5.841388793 9.33E-08 2.54E-07[down
ENSG00000253731 |PCDHGAG protein_coding | -5.841388793 9.33E-08 2.54E-07[down
ENSG00000180855 |ZNF443 protein_coding | -5.841388793 9.33E-08 2.54E-07[down
ENSG00000165972 |CCDC38 protein_coding | -5.841388793 9.33E-08 2.54E-07[down
ENSG00000150722 |PPP1R1C protein_coding | -5.841388793 9.33E-08 2.54E-07[down
ENSG00000169071 |ROR2 protein_coding | -5.841388793 9.33E-08 2.54E-07[down
ENSG00000169169 |CPT1C protein_coding | -5.841388793 9.33E-08 2.54E-07[down
ENSG00000103089 |FA2H protein_coding 1.213893642 9.89E-08 2.68E-07[up
ENSG00000042429 |MED17 protein_coding 1.281993623 1.00E-07 2.71E-O07fup
ENSG00000169762 |TAPT1 protein_coding | -1.243005777 1.03E-07 2.78E-07[down
ENSG00000143127 |ITGA10 protein_coding 1.872856725 1.03E-07 2.80E-07fup
ENSG00000157510 |AFAP1L1 protein_coding| -1.515812921 1.04E-07 2.82E-07[{down




ENSG00000131370 |SH3BP5 protein_coding | -1.002977935 1.05E-07 2.83E-07[down
ENSG00000145569 |FAM105A protein_coding 1.601554703 1.06E-07 2.86E-07]up
ENSG00000182263 |FIGN protein_coding -1.14276951 1.06E-07 2.86E-07[down
ENSG00000161682 |FAM171A2 |protein_coding 1.55092863 1.08E-07 2.93E-07[up
ENSG000001/8852 |EFCAB13 protein_coding 1.506074394 1.09E-07 2.93E-07[up
ENSG000001391/3 |[TMEM117 protein_coding | 2.020413913 1.11E-07 2.99E-07[up
ENSG00000186493 |C50rf38 protein_coding 1.826035868 1.13E-07 3.05E-07fup
ENSG00000121361 |KCNJ8 protein_coding | 2.521181286 1.15E-07 3.10E-07fup
ENSG00000064225 |ST3GALG protein_coding [ -1.490891546 1.24E-07 3.34E-07]|down
ENSG00000160683 |CXCR5 protein_coding | -2.360762952 1.30E-07 3.48E-07]|down
ENSG00000174842 |GLMN protein_coding | -1.317826837 1.32E-07 3.55E-07]|down
ENSG00000160813 |PPP1R35 protein_coding | -1.794846207 1.34E-07 3.60E-07]|down
ENSG00000168675 |LDLRAD4 protein_coding 5.55092863 1.34E-07 3.59E-07fup
ENSG00000021488 |SLC7A9 protein_coding 5.55092863 1.34E-07 3.59E-07fup
ENSG00000147465 |STAR protein_coding 5.55092863 1.34E-07 3.59E-07fup
ENSG00000215262 |KCNU1 protein_coding 5.55092863 1.34E-07 3.59E-07fup
ENSG00000132801 |ZSWIM3 protein_coding 5.55092863 1.34E-07 3.59E-07fup
ENSG00000167700 |MFSD3 protein_coding | -1.393929816 1.34E-07 3.59E-07]|down
ENSG00000162458 |FBLIM1 protein_coding [ -1.023980206 1.41E-07 3.75E-07]down
ENSG00000063180 |CAll protein_coding 1.162075062 1.42E-07 3.80E-07fup
ENSG00000140993 |TIGD7 protein_coding 1.902772303 1.43E-07 3.82E-07{up
ENSG00000099330 |OCEL1 protein_coding 1.641694094 1.49E-07 3.96E-07[up
ENSG00000145107 |TMA4SF19 protein_coding 1.451392956 1.53E-07 4.08E-07]up
ENSG00000162413 |KLHL21 protein_coding | -1.160210977 1.55E-07 4.11E-07]down
ENSG00000105877 |DNAH11 protein_coding 1.584875962 1.55E-07 4.13E-07]up
ENSG00000214694 |ARHGEF33  |protein_coding | 4.601554703 1.57E-07 4.18E-07]up
ENSG00000242028 |HYPK protein_coding | 2.387429897 1.58E-07 4.19E-07]up
ENSG00000162526 |TSSK3 protein_coding | 2.387429897 1.58E-07 4.19E-07]up
ENSG00000149150 |SLC43A1 protein_coding 1.852098164 1.58E-07 4.20E-07]up
ENSG00000156299 |TIAM1 protein_coding | -1.893856213 1.60E-07 4.25E-07]down
ENSG00000152582 |SPEF2 protein_coding | -1.216533565 1.67E-07 4.43E-07]down
ENSG00000115221 |ITGB6 protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000163565 |IFI16 protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000134207 |SYT6 protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000168237 |GLYCTK protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000157992 |KRTCAP3 protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000182993 |C120rf60 protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000163093 |BBS5 protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000163376 |KBTBD8 protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000147041 |SYTLS protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000064205 |WISP2 protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000147144 |CCDC120 protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000186867 |ORFPR protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000255872 |AL138752.2 |protein_coding| -5.779988248 1.72E-07 4.55E-07]down
ENSG00000127364 |TAS2R4 protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000185670 |ZBTB3 protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000198829 |SUCNR1 protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000204052 |LRRC73 protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000277224 |HIST1IH2BF |protein_coding | -5.779988248 1.72E-07 4.55E-07]down
ENSG00000253958 |CLDNZ23 protein_coding 1.184146299 1.74E-07 4.59E-07]up
ENSG00000088451 |TGDS protein_coding | -1.242487101 1.79E-07 4.71E-07]down
ENSG00000185420 |SMYD3 protein_coding 1.031150298 1.79E-07 4.72E-07]up
ENSG00000096654 |ZNF184 protein_coding 1.248046291 1.83E-07 4.81E-07]up
ENSG00000151917 |BENDG6 protein_coding 1.724464885 1.96E-07 5.14E-07fup




ENSG00000102043 |MTMRS protein_coding 2.117032103 1.97E-07 5.16E-07fup
ENSG00000181035 |SLC25A42 protein_coding | 3.743573708 1.99E-07 5.23E-07fup
ENSG00000124257 |NEURL2 protein_coding | 2.274088424 2.05E-07 5.38E-07fup
ENSG00000146021 |KLHL3 protein_coding | 2.274088424 2.05E-07 5.38E-07fup
ENSG00000184489 |PTP4A3 protein_coding 1.436595954 2.20E-07 5.75E-07fup
ENSG00000163449 |TMEM169 protein_coding 1.595051183 2.25E-07 5.87E-07fup
ENSG00000119866 |BCL11A protein_coding 549846121 2.27E-07 5.92E-07fup
ENSG00000105467 |SYNGR4 protein_coding 549846121 2.27E-07 5.92E-07fup
ENSG00000139364 |TMEM132B |protein_coding 549846121 2.27E-07 5.92E-07fup
ENSG00000139597 |N4BP2L1 protein_coding 549846121 2.27E-07 5.92E-07fup
ENSG00000186854 |TRABD2A protein_coding 549846121 2.27E-07 5.92E-07fup
ENSG00000136352 |NKX2-1 protein_coding 549846121 2.27E-07 5.92E-07fup
ENSG00000145949 |[MYLK4 protein_coding 549846121 2.27E-07 5.92E-07fup
ENSG00000116194 |ANGPTL1 protein_coding 549846121 2.27E-07 5.92E-07fup
ENSG00000057593 |F7 protein_coding 549846121 2.27E-07 5.92E-07fup
ENSG00000135100 |HNF1A protein_coding 549846121 2.27E-07 5.92E-07fup
ENSG00000111452 |ADGRD1 protein_coding 549846121 2.27E-07 5.92E-07fup
ENSG00000169495 |HTRA4 protein_coding 549846121 2.27E-07 5.92E-07fup
ENSG00000228486 |C20rf92 protein_coding -2.32681562 2.30E-07 6.00E-07[{down
ENSG00000253767 |PCDHGAS8 protein_coding | 2.041254256 2.33E-07 6.06E-07[up
ENSG00000206262 |FOXL2NB protein_coding| 2.779197617 2.41E-07 6.26E-07[up
ENSG00000124614 |RPS10 protein_coding 1.831036549 2.41E-07 6.26E-07[up
ENSG00000109944 [JHY protein_coding 1.047354456 2.50E-07 6.48E-07[up
ENSG00000176046 |NUPR1 protein_coding 1.026212671 2.58E-07 6.68E-07[up
ENSG00000153165 |RGPD3 protein_coding 4.55092863 2./3E-07 7.06E-07fup
ENSG00000105708 |ZNF14 protein_coding | -4.779988248 2.714E-07 7.07E-07]down
ENSG00000100558 |PLEK2 protein_coding | -4.779988248 2.714E-07 7.07E-07]down
ENSG000001/72780 |RAB43 protein_coding | -4.779988248 2.74E-07 7.07E-07]down
ENSG00000102878 |HSF4 protein_coding | -4.779988248 2.74E-07 7.07E-07]down
ENSG00000160221 |C210rf33 protein_coding | -4.779988248 2.74E-07 7.07E-07]down
ENSG00000137070 |ILI1RA protein_coding | -1.792479193 2.719E-07 7.19E-07]|down
ENSG00000145214 |DGKQ protein_coding 1.256386423 2.82E-07 7.28E-07{up
ENSG00000114279 |FGF12 protein_coding 1.37160493 2.89E-07 744E-07[up
ENSG00000182919 |Cllorf54 protein_coding | -1.215006365 2.91E-07 7.50E-07]|down
ENSG00000139160 |ETFBKMT protein_coding | -2.163316888 3.03E-07 7.79E-07]|down
ENSG00000184985 |SORCS2 protein_coding 1404087241 3.07E-07 /.87E-07{up
ENSG00000179941 |BBS10 protein_coding 1.013662871 3.13E-07 8.02E-07fup
ENSG00000105851 |PIK3CG protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000105929 |ATP6VOA4  |protein_coding| -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000164532 |TBX20 protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000164619 |BMPER protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000261934 |PCDHGA9 protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000163624 |CDS1 protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000114923 |SLC4A3 protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000197872 |FAM49A protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000100867 |DHRS2 protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000124813 |RUNX2 protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000137434 |C6orf52 protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000206077 |ZDHHC11B |protein_coding| -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000064692 |SNCAIP protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000172824 |CES4A protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000166035 |LIPC protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000166349 |RAG1 protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000259571 |BLID protein_coding| -5.715857911 3.19E-07 8.14E-07]down




ENSG00000112137 |PHACTR1 protein_coding | -5.715857911 3.19E-07 8.14E-07|down
ENSG00000171462 |DLK2 protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000106006 |HOXAG protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000121743 |GJA3 protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000214562 |[NUTM2D protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000165215 |CLDN3 protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000180875 |GREM2 protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000140905 |GCSH protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000184530 |C6orf58 protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000184845 |DRD1 protein_coding | -5.715857911 3.19E-07 8.14E-07]|down
ENSG00000127129 |EDN2 protein_coding | 2.246074048 3.30E-07 8.39E-07[up
ENSG000001/8038 |ALS2CL protein_coding 1.577563756 3.30E-07 8.39E-07[up
ENSG00000164342 |TLR3 protein_coding 1.859050925 3.37E-07 8.56E-07[up
ENSG00000169964 |TMEMA42 protein_coding | -1.304789314 3.45E-07 8.76E-07]|down
ENSG00000089558 |KCNH4 protein_coding | 3.697770018 3.47E-07 8.82E-07[up
ENSG00000019505 |SYT13 protein_coding [ -3.900282482 3.52E-07 8.93E-07]|down
ENSG00000158292 |GPR153 protein_coding | 2.584875962 3.63E-07 9.19E-07{up
ENSG00000110436 |SLC1A2 protein_coding | 2.016592202 3.64E-07 9.23E-07{up
ENSG00000187122 |SLIT1 protein_coding | 5.444013426 3.84E-07 9.71E-07fup
ENSG00000196482 |ESRRG protein_coding | 5.444013426 3.84E-07 9.71E-07fup
ENSG00000166816 |LDHD protein_coding | 5.444013426 3.84E-07 9.71E-07fup
ENSG00000112936 |C7 protein_coding | 5.444013426 3.84E-07 9.71E-07fup
ENSG00000097096 |SYDEZ2 protein_coding [ -1.408429386 4.04E-07 1.02E-06[{down
ENSG00000204248 |COL11A2 protein_coding | 2.149566067 4.08E-07 1.03E-06]up
ENSG00000198246 |SLC29A3 protein_coding 1.004839021 4.12E-07 1.04E-06]up
ENSG00000184792 |OSBP2 protein_coding 1.004839021 4.12E-07 1.04E-06]up
ENSG00000113971 |NPHP3 protein_coding 1.950024585 4.17E-07 1.05E-06]up
ENSG00000108465 |CDKSRAP3  |protein_coding | -1.600380694 4.23E-07 1.06E-06[{down
ENSG00000148803 |FUOM protein_coding | 2.953027073 4.23E-07 1.06E-06]up
ENSG00000280987 |[MATR3 protein_coding -2.07954853 4.41E-07 1.11E-06[{down
ENSG00000158717 |RNF166 protein_coding -2.37190351 4.61E-07 1.16E-06[{down
ENSG00000103253 |HAGHL protein_coding -1.38682293 4.68E-07 1.17E-06[{down
ENSG00000071246 |VASH1 protein_coding 1.119949587 4.79E-07 1.20E-06]up
ENSG00000260643 |AC092718.3 |protein_coding 1.486077485 4.83E-07 1.21E-06]up
ENSG00000164008 |Clorf50 protein_coding | 2.428071882 5.07E-07 1.27E-06]up
ENSG00000164620 |RELL2 protein_coding | -2.465879658 5.09E-07 1.27E-06[{down
ENSG00000133678 |TMEM254 protein_coding | -1.964245541 5.10E-07 1.27E-06[{down
ENSG00000164920 |OSR2 protein_coding | -3.114407287 5.18E-07 1.29E-06[{down
ENSG00000006025 |OSBPLY protein_coding 1.037304911 5.19E-07 1.30E-06]up
ENSG00000230797 [YY2 protein_coding | -4.715857911 5.28E-07 1.32E-06[{down
ENSG00000185019 |UBOX5 protein_coding | -4.715857911 5.28E-07 1.32E-06[{down
ENSG00000132196 |HSD17B7 protein_coding 1.097210662 5.55E-07 1.38E-06]up
ENSG00000106733 |[NMRK1 protein_coding 1.133140519 5.55E-07 1.38E-06]up
ENSG00000142733 |MAP3K6 protein_coding -1.13089541 5.56E-07 1.38E-06[{down
ENSG00000131584 |ACAP3 protein_coding | -1.092039474 5.81E-07 1.44E-06[{down
ENSG00000138622 |HCN4 protein_coding | -5.648743715 5.93E-07 1.46E-06[{down
ENSG00000187688 |TRPV2 protein_coding | -5.648743715 5.93E-07 1.46E-06[{down
ENSG00000114812 |VIPR1 protein_coding | -5.648743715 5.93E-07 1.46E-06[{down
ENSG00000158315 |RHBDL2 protein_coding | -5.648743715 5.93E-07 1.46E-06[{down
ENSG00000183346 |CABCOCO1 |protein_coding| -5.648743715 5.93E-07 1.46E-06[{down
ENSG00000134627 |PIWIL4 protein_coding | -5.648743715 5.93E-07 1.46E-06[{down
ENSG00000099957 |P2RX6 protein_coding | -5.648743715 5.93E-07 1.46E-06[{down
ENSG00000104043 |ATP8B4 protein_coding | -5.648743715 5.93E-07 1.46E-06[{down
ENSG00000128709 |[HOXD9 protein_coding| -5.648743715 5.93E-07 1.46E-06[{down




ENSG00000163121 |NEURL3 protein_coding | -5.648743715 5.93E-07 1.46E-06[down
ENSG00000163406 |SLC15A2 protein_coding | -5.648743715 5.93E-07 1.46E-06[down
ENSG00000113361 |CDH6 protein_coding | -5.648743715 5.93E-07 1.46E-06[down
ENSG00000182459 |TEX19 protein_coding | -5.648743715 5.93E-07 1.46E-06[down
ENSG00000132622 |HSPA12B protein_coding | -5.648743715 5.93E-07 1.46E-06[down
ENSG00000260007 |AC107871.1 |protein_coding| -5.648743715 5.93E-07 1.46E-06[down
ENSG00000259330 |INAFM2 protein_coding | -5.648743715 5.93E-07 1.46E-06[down
ENSG00000185274 |GALNT1/ protein_coding | -5.648743715 5.93E-07 1.46E-06[down
ENSG00000180044 |C30rf80 protein_coding | -5.648743715 5.93E-07 1.46E-06[down
ENSG00000228623 |ZNF883 protein_coding | -5.648743715 5.93E-07 1.46E-06[down
ENSG00000170961 |HAS2 protein_coding | -5.648743715 5.93E-07 1.46E-06[down
ENSG00000155530 |LRGUK protein_coding | -5.648743715 5.93E-07 1.46E-06[down
ENSG00000180525 |PRR26 protein_coding | -5.648743715 5.93E-07 1.46E-06[down
ENSG00000106852 |LHX6 protein_coding | -5.648743715 5.93E-07 1.46E-06[down
ENSG00000101230 |ISM1 protein_coding | -5.648743715 5.93E-07 1.46E-06[{down
ENSG00000170469 |SPATA24 protein_coding | -5.648743715 5.93E-07 1.46E-06[{down
ENSG00000253293 |HOXA10 protein_coding | -5.648743715 5.93E-07 1.46E-06[{down
ENSG00000188001 |TPRG1 protein_coding 2.55092863 6.00E-07 1.48E-06]up
ENSG00000204859 |ZBTB48 protein_coding | -1.440850863 6.01E-07 1.48E-06[down
ENSG00000166401 |SERPINB8 protein_coding | -1.307052365 6.02E-07 1.48E-06[{down
ENSG00000179542 |SLITRK4 protein_coding | 3.650464303 6.06E-07 1.49E-06]up
ENSG00000164898 |FMC1 protein_coding | 3.650464303 6.06E-07 1.49E-06]up
ENSG00000100583 [|SAMD15 protein_coding -1.186717/32 6.20E-07 1.52E-06[{down
ENSG00000174516 |PELI3 protein_coding [ -2.003660222 6.24E-07 1.53E-06[{down
ENSG00000026297 |RNASET?2 protein_coding 1.702931723 6.27E-07 1.54E-06]up
ENSG00000166153 |DEPDC4 protein_coding 1.702931723 6.27E-07 1.54E-06]up
ENSG00000186868 |MAPT protein_coding 1.147295894 6.41E-07 1.57E-06]up
ENSG00000136883 |KIF12 protein_coding 1.925777039 6.46E-07 1.58E-06]up
ENSG00000213780 |GTF2H4 protein_coding | 5.387429897 6.53E-07 1.60E-06]up
ENSG00000129946 |SHC2 protein_coding | 5.387429897 6.53E-07 1.60E-06]up
ENSG00000187372 |PCDHB13 protein_coding | 5.387429897 6.53E-07 1.60E-06]up
ENSG00000274810 |NPHP3-ACAQprotein_coding| 5.387429897 6.53E-07 1.60E-06]up
ENSG00000268041 |AC010616.1 |protein_coding| 5.387429897 6.53E-07 1.60E-06]up
ENSG00000165949 |IFI27 protein_coding | 5.387429897 6.53E-07 1.60E-06]up
ENSG00000204344 |STK19 protein_coding| 2.707047832 6.77E-07 1.65E-06]up
ENSG00000143416 |SELENBP1 protein_coding | 3.203005326 6.99E-07 1.70E-06]up
ENSG00000156968 |MPV17L protein_coding -1.32681562 7.02E-07 1.71E-06[{down
ENSG00000170689 |HOXB9 protein_coding | -1.368901022 /.10E-07 1.73E-06[{down
ENSG00000102362 |SYTL4 protein_coding| -1.198710794 /.43E-07 1.81E-06[{down
ENSG00000185437 |SH3BGR protein_coding | 2.039029591 /.67E-07 1.87E-06]up
ENSG00000187210 |GCNT1 protein_coding 1.314322349 /. 77E-07 1.89E-06]up
ENSG00000160325 |CACFD1 protein_coding 1.229000535 7.90E-07 1.92E-06]up
ENSG00000159884 |CCDC107 protein_coding [ -1.446250851 7.90E-07 1.92E-06[{down
ENSG00000262814 |MRPL12 protein_coding | -1.226052643 8.02E-07 1.95E-06[{down
ENSG00000256294 |ZNF225 protein_coding | -1.226052643 8.02E-07 1.95E-06[{down
ENSG00000100564 |PIGH protein_coding [ -1.545932909 8.11E-07 1.97E-06[{down
ENSG00000162241 |SLC25A45 protein_coding [ -1.545932909 8.11E-07 1.97E-06[{down
ENSG00000183032 |SLC25A21 protein_coding | 4.444013426 8.30E-07 2.01E-06[up
ENSG00000174564 |IL20RB protein_coding | 4.444013426 8.30E-07 2.01E-06[up
ENSG00000123411 |IKZF4 protein_coding 1.34348655 8.45E-07 2.05E-06[up
ENSG00000182010 |RTKNZ2 protein_coding 1.065501803 8.49E-07 2.06E-06[up
ENSG00000165113 |GKAP1 protein_coding [ -1.008498779 8.71E-07 2.11E-06{down
ENSG00000169193 |CCDC126 protein_coding 1.375841923 9.08E-07 2.20E-06[up
ENSG00000240204 |SMKR1 protein_coding | -1.639754932 9.19E-07 2.22E-06[{down




ENSG00000128604 |IRFS protein_coding -1.37190351 9.37E-07 2.26E-06[down
ENSG00000172403 |SYNPO2 protein_coding -1.37190351 9.37E-07 2.26E-06[down
ENSG00000261221 |ZNF865 protein_coding [ -1.240658976 9.54E-07 2.30E-06[{down
ENSG00000162642 |Clorf52 protein_coding | -1.126365752 9.67E-07 2.33E-06[{down
ENSG00000113966 |ARL6 protein_coding | -1.273105033 1.01E-06 2.43E-06[{down
ENSG00000235453 |SMIM27 protein_coding | -4.648743715 1.02E-06 2.46E-06[down
ENSG00000204540 |PSORS1C1 |protein_coding| -4.648743715 1.02E-06 2.46E-06[down
ENSG00000119640 |ACYP1 protein_coding | -1.350753675 1.07/E-06 2.58E-06[{down
ENSG00000253251 |AC008560.1 |protein_coding | -2.154546678 1.08E-06 2.60E-06[{down
ENSG00000144596 |GRIP2 protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000105472 |CLEC11A protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000197191 |CYSRT1 protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000100351 |GRAP2 protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000144214 |LYG1 protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000060762 |[MPC1 protein_coding [ -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000177409 |SAMDIL protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000104814 |MAP4K1 protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000187140 |FOXD3 protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000162927 |PUS10 protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000166257 |SCN3B protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000117480 |FAAH protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000142538 |PTH2 protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000186105 |LRRC70 protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000161265 |U2AF1L4 protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000125388 |GRK4 protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000174428 |GTF2IRD2B |protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000101605 |[MYOM1 protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000267221 |C170rf113 protein_coding | -5.578354387 1.11E-06 2.64E-06[{down
ENSG00000124216 |SNAI1 protein_coding | 5.328536208 1.11E-06 2.65E-06[up

ENSG00000009694 |TENM1 protein_coding | 5.328536208 1.11E-06 2.65E-06[up

ENSG00000116014 |KISSIR protein_coding | 5.328536208 1.11E-06 2.65E-06[up

ENSG00000149781 |FERMT3 protein_coding | 5.328536208 1.11E-06 2.65E-06[up

ENSG00000241343 |RPL36A protein_coding | -1.104423199 1.14E-06 2.70E-06[{down
ENSG00000188167 |TMPPE protein_coding 1.166785138 1.15E-06 2.7/3E-06[up

ENSG00000215784 |FAM72D protein_coding | -1.066948493 1.1/E-06 2.76E-06[{down
ENSG00000129295 |LRRC6 protein_coding | 3.158611207 1.20E-06 2.84E-06[up

ENSG00000139908 |TSSK4 protein_coding | 3.158611207 1.20E-06 2.84E-06[up

ENSG00000284526 |AC015802.6 |protein_coding | -1.240306627 1.26E-06 2.98E-06[{down
ENSG00000180626 |ZNF594 protein_coding 1.131499361 1.26E-06 2.99E-06[up

ENSG00000181350 |LRRC75A protein_coding 1.24836586 1.30E-06 3.06E-06{up

ENSG00000003147 |ICAl protein_coding 1.184146299 1.32E-06 3.10E-06{up

ENSG00000180914 |OXTR protein_coding 1.377445809 1.33E-06 3.14E-06{up

ENSG00000180806 |HOXC9 protein_coding | -3.779988248 1.34E-06 3.15E-06]down
ENSG00000160408 |ST6GALNACG|protein_coding | -1.273499806 1.34E-06 3.15E-06]down
ENSG00000161996 |WDR90 protein_coding | -1.566766413 1.38E-06 3.25E-06]down
ENSG00000136542 |GALNTS protein_coding| -1.310874076 1.39E-06 3.27E-06]|down
ENSG00000203965 |EFCABY protein_coding 1.41495096 1.41E-06 3.32E-06{up

ENSG00000165695 |AK8 protein_coding | 4.387429897 1.45E-06 3.41E-06{up

ENSG00000165983 |PTER protein_coding [ -1.030544885 1.53E-06 3.59E-06]|down
ENSG00000109323 |MANBA protein_coding | -1.133278062 1.55E-06 3.63E-06]|down
ENSG00000151687 |ANKAR protein_coding 1.020801995 1.55E-06 3.64E-06[up

ENSG00000165795 |[NDRG2 protein_coding 1.154506809 1.57E-06 3.67E-06{up

ENSG00000196911 |KPNAS protein_coding | -1.021961039 1.63E-06 3.81E-06]|down
ENSG00000105696 |TMEMSIL protein_coding| -3.315319981 1.66E-06 3.87E-06]down




ENSG00000176125 |UFSP1 protein_coding | -3.315319981 1.66E-06 3.87E-06]|down
ENSG00000104998 |IL27RA protein_coding 1.23456006 1.80E-06 4.19E-06]up
ENSG00000188542 |DUSP28 protein_coding | -1.464534488 1.80E-06 4.19E-06]down
ENSG00000166136 |[NDUFB8 protein_coding [ -1.464534488 1.80E-06 4.19E-06]down
ENSG00000181690 |PLAG1 protein_coding 1.344477752 1.82E-06 4.24E-06]up
ENSG00000072952 |MRVI1 protein_coding 3.55092863 1.84E-06 4.28E-06]up
ENSG00000092036 |HAUS4 protein_coding | -1.312279527 1.84E-06 4.29E-06]down
ENSG00000165124 |SVEP1 protein_coding 1.126902347 1.84E-06 4.29E-06]up
ENSG00000253250 |C8orf88 protein_coding | -3.011313794 1.87E-06 4.35E-06]down
ENSG00000011021 |CLCNG6 protein_coding | -1.143215682 1.88E-06 4.37E-06]down
ENSG00000119919 |NKX2-3 protein_coding | 5.267135664 1.90E-06 4.42E-06]up
ENSG00000188199 |NUTM2B protein_coding | 5.267135664 1.90E-06 4.42E-06]up
ENSG00000255346 |NOX5 protein_coding | 5.267135664 1.90E-06 4.42E-06]up
ENSG00000166342 |NETO1 protein_coding | 5.267135664 1.90E-06 4.42E-06]up
ENSG00000259224 |SLC35G6 protein_coding | 5.267135664 1.90E-06 4.42E-06]up
ENSG00000243789 |IMJD7 protein_coding | 5.267135664 1.90E-06 4.42E-06]up
ENSG00000157870 |FAM213B protein_coding | -1.841388793 1.93E-06 4.48E-06]down
ENSG00000127415 |IDUA protein_coding | -4.578354387 1.99E-06 4.60E-06]down
ENSG00000213397 |HAUSY protein_coding | 2.831036549 2.06E-06 4.76E-06]up
ENSG00000164142 |FAM160A1 |protein_coding| 2.831036549 2.06E-06 4.76E-06]up
ENSG00000128573 |FOXP2 protein_coding | 2.831036549 2.06E-06 4.76E-06]up
ENSG00000213199 |ASIC3 protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000237515 |SHISA9 protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000188316 |ENO4 protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000115423 |DNAH6 protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000188394 |GPR21 protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000091128 |LAMB4 protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000101098 |RIMS4 protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG000001/3210 |ABLIM3 protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000173809 |TDRD12 protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000134917 |ADAMTS8 protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000166592 |RRAD protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000171056 |SOX7 protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000204642 |HLA-F protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000204767 |FAM196B protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000149380 |P4AHAS protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000198453 |ZNF568 protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000204287 |HLA-DRA protein_coding [ -5.504353806 2.08E-06 4.79E-06]down
ENSG00000152580 |IGSF10 protein_coding 1.065501803 2.09E-06 4.79E-06]up
ENSG00000102359 |SRPX2 protein_coding 1.571392732 2.17E-06 4.97E-06]up
ENSG00000160191 |PDE9A protein_coding 1.199638475 2.19E-06 5.02E-06[up
ENSG00000160352 |ZNF714 protein_coding | -1.041413401 2.31E-06 5.29E-06[{down
ENSG00000250067 |YJEFN3 protein_coding 1.01920815 2.43E-06 5.56E-06[up
ENSG00000147/813 |NAPRT protein_coding [ -1.223259428 2.46E-06 5.61E-06[{down
ENSG00000182575 |NXPH3 protein_coding | 4.328536208 2.54E-06 5.79E-06[up
ENSG00000168000 |BSCL2 protein_coding 1.328536208 2.56E-06 5.84E-06[up
ENSG00000143554 |SLC27A3 protein_coding| -3.715857911 2.60E-06 5.92E-06[{down
ENSG00000167614 |TTYH1 protein_coding| -3.715857911 2.60E-06 5.92E-06[{down
ENSG00000126368 |NR1D1 protein_coding 1.231860189 2.63E-06 5.98E-06[up
ENSG00000089091 |DZANK1 protein_coding 1.122085331 2.68E-06 6.09E-06[up
ENSG00000162194 |LBHD1 protein_coding 1.743573708 2.7/3E-06 6.20E-06[up
ENSG00000146859 |TMEM140 protein_coding 1.697770018 2.88E-06 6.53E-06[up
ENSG00000257704 |INAFM1 protein_coding | -2.343889134 2.94E-06 6.67E-06{down
ENSG00000183155 |RABIF protein_coding | -1.192295955 3.00E-06 6.80E-06{down




ENSG00000109339 |MAPK10 protein_coding 1.444013426 3.09E-06 6.99E-06|up

ENSG00000204444 |APOM protein_coding 2.591570614 3.14E-06 7.08E-06]up

ENSG00000149798 |CDC42EP2  |protein_coding | -1.104423199 3.18E-06 7.17E-06]down
ENSG00000107902 |LHPP protein_coding 1.55092863 3.18E-06 /.17E-06[up

ENSG00000105255 |FSD1 protein_coding [ -3.256426292 3.19E-06 7.19E-06]|down
ENSG00000166262 |FAM227B protein_coding | -3.256426292 3.19E-06 7.19E-06]|down
ENSG00000142632 |ARHGEF19 |protein_coding | -3.256426292 3.19E-06 7.19E-06]|down
ENSG00000185055 |EFCABI0 protein_coding [ -3.256426292 3.19E-06 7.19E-06]|down
ENSG00000145022 |TCTA protein_coding [ -2.082396893 3.25E-06 7.33E-06|down
ENSG00000164683 |HEY1 protein_coding | 5.203005326 3.27E-06 /.35E-06[up

ENSG00000123572 |NRK protein_coding | 5.203005326 3.27E-06 /.35E-06[up

ENSG00000141485 |SLC13A5 protein_coding | 5.203005326 3.27E-06 /.35E-06[up

ENSG00000165617 |DACT1 protein_coding | 5.203005326 3.27E-06 /.35E-06[up

ENSG00000111058 |ACSS3 protein_coding | 5.203005326 3.27E-06 /.35E-06[up

ENSG000001/0379 |TCAF2 protein_coding | 5.203005326 3.27E-06 7.35E-06{up

ENSG00000183208 |GDPGP1 protein_coding | 2.097210662 3.39E-06 7.60E-06{up

ENSG00000253953 |PCDHGB4 protein_coding 1.297172038 3.44E-06 7. 712E-06[up

ENSG00000187566 |NHLRC1 protein_coding | -2.578354387 3.52E-06 7.89E-06]|down
ENSG00000187554 |TLRS protein_coding 2.29377079 3.54E-06 7.93E-06[up

ENSG00000205220 |PSMB10 protein_coding| -2.741853119 3.63E-06 8.11E-06]|down
ENSG00000138356 |AOX1 protein_coding | -4.504353806 3.87E-06 8.63E-06]|down
ENSG00000162654 |GBP4 protein_coding [ -4.504353806 3.87E-06 8.63E-06|down
ENSG00000204179 |PTPNZ20 protein_coding [ -4.504353806 3.87E-06 8.63E-06]|down
ENSG00000206052 |DOK6 protein_coding | -2.143951563 3.88E-06 8.65E-06]|down
ENSG00000152669 |CCNO protein_coding 1.7691088 3.88E-06 8.65E-06[up

ENSG00000130783 |CCDC62 protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000164061 |BSN protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000188033 |ZNF490 protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000173335 |CST9 protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000197363 |ZNF517 protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000173947 |PIFO protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000134548 |SPX protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000120075 |HOXBS protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000120278 |PLEKHG1 protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000153237 |CCDC148 protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000138172 |CALHM?2 protein_coding | -5.426351294 3.92E-06 8.70E-06]down
ENSG00000162670 |BRINP3 protein_coding | -5.426351294 3.92E-06 8.70E-06]down
ENSG00000137699 |TRIM29 protein_coding | -5.426351294 3.92E-06 8.70E-06]down
ENSG00000231887 |PRH1 protein_coding | -5.426351294 3.92E-06 8.70E-06]down
ENSG00000107518 |ATRNL1 protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000142694 |EVA1B protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000166922 |SCG5 protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000087494 |PTHLH protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000087589 |CASS4 protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000253910 |PCDHGB2 protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000198807 |PAX9 protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000135835 |KIAA1614 protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000096088 |PGC protein_coding | -5.426351294 3.92E-06 8.70E-06]|down
ENSG00000164099 |PRSS12 protein_coding | -1.618996372 3.95E-06 8.73E-06]|down
ENSG00000164308 |ERAP2 protein_coding | -1.841388793 4.04E-06 8.92E-06]|down
ENSG00000067606 |PRKCZ protein_coding | -1.024610617 4.25E-06 9.38E-06]|down
ENSG00000049192 |ADAMTS6 protein_coding 2.40653872 4.38E-06 9.65E-06{up

ENSG00000184185 |KCNJ12 protein_coding 2.40653872 4.38E-06 9.65E-06{up

ENSG00000135363 |LMO?2 protein_coding| 4.267135664 4.45E-06 9.79E-06{up




ENSG00000145506 |NKD2 protein_coding 2.169838462 4.45E-06 9.79E-06]up
ENSG00000073150 |PANX2 protein_coding | -1.578354387 4.84E-06 1.06E-05[down
ENSG00000147118 |ZNF182 protein_coding -1.07842799 4.88E-06 1.07E-05[down
ENSG00000169740 |ZNF32 protein_coding -1.34131519 4.95E-06 1.09E-05[down
ENSG00000119725 |ZNF410 protein_coding | -3.648743715 5.08E-06 1.11E-05[down
ENSG00000185386 |MAPK11 protein_coding | -3.648743715 5.08E-06 1.11E-05[down
ENSG00000114405 |C3orfl4 protein_coding | -1.238278946 5.13E-06 1.12E-05[down
ENSG000001/5768 |[TOMM5 protein_coding | -1.098361446 5.53E-06 1.21E-05[down
ENSG00000103485 |QPRT protein_coding | 3.444013426 5.58E-06 1.22E-05]|up
ENSG00000118640 |[VAMPS8 protein_coding [ -2.044922187 5.60E-06 1.22E-05[down
ENSG00000168477 |TNXB protein_coding 5.13589113 5.62E-06 1.22E-05]|up
ENSG00000069812 |HES2 protein_coding 5.13589113 5.62E-06 1.22E-05]|up
ENSG00000231672 |DIRC3 protein_coding 5.13589113 5.62E-06 1.22E-05]|up
ENSG00000166863 |TAC3 protein_coding 5.13589113 5.62E-06 1.22E-05]|up
ENSG00000230510 |PPP5D1 protein_coding 5.13589113 5.62E-06 1.22E-05]|up
ENSG00000149527 |PLCH2 protein_coding 5.13589113 5.62E-06 1.22E-05]|up
ENSG00000155085 |AK9 protein_coding 1111724819 5.68E-06 1.23E-05]|up
ENSG00000007/866 |TEAD3 protein_coding [ -1.133569544 5.72E-06 1.24E-05[down
ENSG00000148950 |IMMP1L protein_coding | -1.173964132 5.79E-06 1.26E-05[down
ENSG00000141933 |TPGS1 protein_coding | -1.173964132 5.79E-06 1.26E-05[down
ENSG00000174370 |Cllorf45 protein_coding | -1.173964132 5.79E-06 1.26E-05[down
ENSG00000174586 |ZNF497 protein_coding | -1.540219258 5.86E-06 1.27E-05[down
ENSG00000171126 |KCNG3 protein_coding | 3.016592202 6.06E-06 1.31E-05]|up
ENSG00000185332 |TMEM105 protein_coding | -3.195025748 6.12E-06 1.32E-05[down
ENSG00000146411 |SLC2A12 protein_coding 1.694664107 6.19E-06 1.34E-05|up
ENSG00000182208 |[MOB2 protein_coding | -1.120364743 6.22E-06 1.34E-05[down
ENSG00000162620 |LRRIQ3 protein_coding 1.40653872 6.36E-06 1.37E-05]|up
ENSG00000185261 |KIAA0825 protein_coding 1.40653872 6.36E-06 1.37E-05]|up
ENSG00000102128 |RAB40AL protein_coding 1.650464303 6.43E-06 1.39E-05]up
ENSG000001/71174 |RBKS protein_coding 1.084610626 6.55E-06 1.41E-05|up
ENSG00000184545 |DUSP8 protein_coding 1.61030/7177 6.61E-06 1.42E-05|up
ENSG00000171346 |KRT15 protein_coding 1.265110828 6.71E-06 1.44E-05|up
ENSG00000243725 |TTC4 protein_coding 1.898851933 7.02E-06 1.51E-05]up
ENSG00000160360 |GPSM1 protein_coding 1.025344676 7.11E-06 1.53E-05]up
ENSG00000105409 |ATP1AS3 protein_coding 1.294983649 7.43E-06 1.59E-05]up
ENSG00000213023 |SYT3 protein_coding | -5.343889134 7.43E-06 1.59E-05[down
ENSG00000213204 |ALO49697.1 |protein_coding| -5.343889134 7.43E-06 1.59E-05[down
ENSG00000203985 |LDLRAD1 protein_coding | -5.343889134 7.43E-06 1.59E-05[down
ENSG00000124602 |UNC5CL protein_coding | -5.343889134 7.43E-06 1.59E-05[down
ENSG00000007171 |NOS2 protein_coding | -5.343889134 7.43E-06 1.59E-05[down
ENSG00000158683 |PKD1L1 protein_coding | -5.343889134 7.43E-06 1.59E-05[down
ENSG00000222047 |C100rf55 protein_coding | -5.343889134 7.43E-06 1.59E-05[down
ENSG00000138347 |[MYPN protein_coding | -5.343889134 7.43E-06 1.59E-05[down
ENSG00000271092 |TMEM56-RWIlprotein_coding | -5.343889134 7.43E-06 1.59E-05[down
ENSG00000137265 |IRF4 protein_coding | -5.343889134 7.43E-06 1.59E-05[down
ENSG00000186188 |FFAR4 protein_coding [ -5.343889134 7.43E-06 1.59E-05[down
ENSG00000280109 |PLAC4 protein_coding | -5.343889134 7.43E-06 1.59E-05[down
ENSG00000182557 |SPNS3 protein_coding | -5.343889134 7.43E-06 1.59E-05[down
ENSG00000259529 |AL136295.5 |protein_coding| -5.343889134 7.43E-06 1.59E-05[down
ENSG00000175874 |CREG?2 protein_coding | -5.343889134 7.43E-06 1.59E-05[down
ENSG00000268104 |SLC6A14 protein_coding | -5.343889134 7.43E-06 1.59E-05[down
ENSG00000214193 |SH3D21 protein_coding | -5.343889134 /.43E-06 1.59E-05[down
ENSG00000179846 |NKPD1 protein_coding | -5.343889134 7.43E-06 1.59E-05[down
ENSG00000116774 |OLFML3 protein_coding | -5.343889134 7.43E-06 1.59E-05[down




ENSG00000184507 |INUTM1 protein_coding [ -5.343889134 /.43E-06 1.59E-05[down
ENSG00000111664 |GNB3 protein_coding [ -5.343889134 /.43E-06 1.59E-05[down
ENSG00000243709 |LEFTY1 protein_coding | -5.343889134 /.43E-06 1.59E-05[down
ENSG00000100299 |ARSA protein_coding | -1.219900416 /.55E-06 1.61E-05[down
ENSG00000057657 |PRDM1 protein_coding 1.831036549 /./3E-06 1.64E-05|up
ENSG00000105583 |WDR830OS  |protein_coding | -1.007066823 /.7/9E-06 1.66E-05[down
ENSG00000100100 |PIK3IP1 protein_coding | 4.203005326 /.81E-06 1.66E-05]|up
ENSG00000143816 |[WNT9A protein_coding | -2.173964132 8.00E-06 1.70E-05[down
ENSG00000184005 |ST6GALNACS|protein_coding| -2.173964132 8.00E-06 1.70E-05[down
ENSG00000100294 |MCAT protein_coding | -1.256426292 8.07E-06 1.71E-05[down
ENSG000001/3376 |[NDNF protein_coding | 2.033080325 8.43E-06 1.79E-05]up
ENSG00000125319 |C170rf53 protein_coding [ -1.298246468 8.46E-06 1.79E-05[down
ENSG00000167920 |TMEM99 protein_coding | -1.403267681 8.65E-06 1.83E-05[down
ENSG00000163682 |RPL9 protein_coding | -1.142255272 9.17E-06 1.94E-05[down
ENSG00000132004 |FBXW9 protein_coding [ -2.256426292 9.31E-06 1.96E-05[down
ENSG00000078687 |TNRC6C protein_coding | -1.276890395 9.54E-06 2.01E-05[down
ENSG00000169981 |ZNF35 protein_coding | -1.276890395 9.54E-06 2.01E-05[down
ENSG00000163071 |SPATA18 protein_coding 1.433889209 9.56E-06 2.01E-05[up
ENSG00000275464 |FP565260.1 |protein_coding 1.945207569 9.69E-06 2.04E-05[up
ENSG00000164690 |SHH protein_coding | 5.065501803 9.70E-06 2.04E-05[up
ENSG00000187486 |KCNJ11 protein_coding | 5.065501803 9.70E-06 2.04E-05[up
ENSG00000187642 |PERM1 protein_coding | 5.065501803 9.70E-06 2.04E-05[up
ENSG00000197479 |PCDHB11 protein_coding | 5.065501803 9.70E-06 2.04E-05[up
ENSG00000205978 |NYNRIN protein_coding | 5.065501803 9.70E-06 2.04E-05[up
ENSG00000149418 |ST14 protein_coding | 5.065501803 9.70E-06 2.04E-05[up
ENSG00000169026 |[MFSD7 protein_coding | 5.065501803 9.70E-06 2.04E-05[up
ENSG000000/72182 |ASIC4 protein_coding | 5.065501803 9.70E-06 2.04E-05[up
ENSG00000095587 |TLL2 protein_coding | 3.387429897 9.71E-06 2.04E-05[up
ENSG00000164330 |EBF1 protein_coding | -1.438629624 9.80E-06 2.06E-05[down
ENSG00000158987 |RAPGEF6 protein_coding | -1.218951587 1.00E-05 2.10E-05[down
ENSG00000280670 |CCDC163 protein_coding | 2.965966129 1.04E-05 2.17E-05[up
ENSG00000160207 |HSF2BP protein_coding | 2.965966129 1.04E-05 2.17E-05[up
ENSG00000151790 |TDO2 protein_coding | -2.355961966 1.06E-05 2.22E-05[down
ENSG00000111215 |PRR4 protein_coding | -1.877914669 1.06E-05 2.22E-05[down
ENSG00000151881 |TMEM267 protein_coding | -1.623208623 1.07/E-05 2.23E-05[down
ENSG00000242259 |C220rf39 protein_coding | -1.256426292 1.07/E-05 2.24E-05[down
ENSG00000121900 |TMEMS54 protein_coding | -1.775800451 1.11E-05 2.31E-05[down
ENSG00000062370 |ZNF112 protein_coding 1.092723271 1.11E-05 2.33E-05[up
ENSG00000135697 |BCO1 protein_coding | -1.067664649 1.12E-05 2.33E-05[down
ENSG00000154556 |SORBS?2 protein_coding| 2.101125712 1.13E-05 2.35E-05[up
ENSG00000167971 |CASKIN1 protein_coding | -2.063781214 1.17/E-05 2.43E-05[down
ENSG00000100263 |RHBDD3 protein_coding | -1.017639433 1.19E-05 2.47E-05[down
ENSG00000198478 |SH3BGRL2  |protein_coding | -1.445460117 1.29E-05 2.68E-05[down
ENSG00000179361 |ARID3B protein_coding 1.232320893 1.29E-05 2.69E-05[up
ENSG00000103196 |CRISPLD?2 protein_coding | -1.919391305 1.33E-05 2.75E-05[down
ENSG00000222009 |BTBD19 protein_coding 1.389936753 1.33E-05 2.77E-05[up
ENSG00000010361 |FUZ protein_coding 1.006608114 1.36E-05 2.81E-05[up
ENSG00000111850 |SMIM8 protein_coding 1413425106 1.37E-05 2.84E-05[up
ENSG00000105605 |CACNGY protein_coding 413589113 1.37E-05 2.85E-05[up
ENSG00000183828 |[NUDT14 protein_coding | -1.806623375 1.41E-05 2.91E-05[down
ENSG00000178809 |TRIM73 protein_coding [ -5.256426292 1.42E-05 2.91E-05[down
ENSG00000213865 |C8orf44 protein_coding [ -5.256426292 1.42E-05 2.91E-05[down
ENSG00000163794 |UCN protein_coding [ -5.256426292 1.42E-05 2.91E-05[down
ENSG00000100626 |GALNT16 protein_coding | -5.256426292 1.42E-05 2.91E-05[down




ENSG00000157884 |CIB4 protein_coding [ -5.256426292 1.42E-05 2.91E-05[down
ENSG00000167588 |GPD1 protein_coding [ -5.256426292 1.42E-05 2.91E-05[down
ENSG00000153064 |BANK1 protein_coding [ -5.256426292 1.42E-05 2.91E-05[down
ENSG00000070669 |ASNS protein_coding [ -5.256426292 1.42E-05 2.91E-05[down
ENSG00000162444 |RBP7 protein_coding [ -5.256426292 1.42E-05 2.91E-05[down
ENSG000001/72123 |SLFN12 protein_coding [ -5.256426292 1.42E-05 2.91E-05[down
ENSG00000147437 |GNRH1 protein_coding [ -5.256426292 1.42E-05 2.91E-05[down
ENSG00000142185 |TRPM2 protein_coding [ -5.256426292 1.42E-05 2.91E-05[down
ENSG00000103154 |NECABZ2 protein_coding [ -5.256426292 1.42E-05 2.91E-05[down
ENSG00000136305 |CIDEB protein_coding | -5.256426292 1.42E-05 2.91E-05[down
ENSG00000077616 |[NAALADZ protein_coding [ -5.256426292 1.42E-05 2.91E-05[down
ENSG00000185664 |PMEL protein_coding | -5.256426292 1.42E-05 2.91E-05[down
ENSG00000204839 |[MROH6 protein_coding | -5.256426292 1.42E-05 2.91E-05[down
ENSG00000189184 |PCDH18 protein_coding [ -5.256426292 1.42E-05 2.91E-05[down
ENSG00000165591 |FAAHZ2 protein_coding [ -5.256426292 1.42E-05 2.91E-05[down
ENSG00000116690 |PRG4 protein_coding | -5.256426292 1.42E-05 2.91E-05[down
ENSG00000125650 |PSPN protein_coding | -5.256426292 1.42E-05 2.91E-05[down
ENSG00000160200 |CBS protein_coding | -5.256426292 1.42E-05 2.91E-05[down
ENSG00000135549 |PKIB protein_coding | -5.256426292 1.42E-05 2.91E-05[down
ENSG00000027869 |SH2D2A protein_coding | -5.256426292 1.42E-05 2.91E-05[down
ENSG00000145087 |STXBP5L protein_coding | -5.256426292 1.42E-05 2.91E-05[down
ENSG00000169247 |SH3TC2 protein_coding | -5.256426292 1.42E-05 2.91E-05[down
ENSG00000181790 |ADGRB1 protein_coding | 2.466039732 1.42E-05 2.91E-05[up
ENSG00000126453 |BCL2L12 protein_coding | -1.111228377 1.43E-05 2.94E-05[down
ENSG00000144061 |NPHP1 protein_coding | -1.487751838 1.44E-05 2.95E-05[down
ENSG000001/1160 |[MORN4 protein_coding 1.260632144 1.45E-05 2.97E-05[up
ENSG00000158164 |TMSB15A protein_coding | 2.184146299 1.48E-05 3.03E-05[up
ENSG00000188761 |BCL2L15 protein_coding | -4.343889134 1.48E-05 3.03E-05]|down
ENSG00000142623 |PADI1 protein_coding | -4.343889134 1.48E-05 3.03E-05]|down
ENSG00000131979 |GCH1 protein_coding 1.046136478 1.57E-05 3.20E-05[up
ENSG00000135587 |SMPD2 protein_coding 1.046136478 1.57E-05 3.20E-05[up
ENSG00000205593 |DENND6B protein_coding 1.838730941 1.66E-05 3.39E-05[up
ENSG00000081237 |PTPRC protein_coding | 4.991501221 1.68E-05 3.42E-05[up
ENSG00000101134 |DOKS5 protein_coding | 4.991501221 1.68E-05 3.42E-05[up
ENSG00000197361 |FBXL22 protein_coding | 4.991501221 1.68E-05 3.42E-05[up
ENSG00000104413 |ESRP1 protein_coding | 4.991501221 1.68E-05 3.42E-05[up
ENSG00000153896 |ZNF599 protein_coding | 4.991501221 1.68E-05 3.42E-05[up
ENSG00000171954 |CYP4F22 protein_coding | 4.991501221 1.68E-05 3.42E-05[up
ENSG00000112599 |GUCA1B protein_coding | 4.991501221 1.68E-05 3.42E-05[up
ENSG00000253485 |PCDHGAS protein_coding | 4.991501221 1.68E-05 3.42E-05[up
ENSG00000243284 |VSIG8 protein_coding | 4.991501221 1.68E-05 3.42E-05[up
ENSG00000138449 |SLC40A1 protein_coding 1.30992053 1.68E-05 3.42E-05[up
ENSG00000164161 |HHIP protein_coding [ 3.328536208 1.69E-05 3.43E-05[up
ENSG00000170160 |CCDC144A |protein_coding| -1.452823505 1.70E-05 3.46E-05|down
ENSG00000115255 |REEP6 protein_coding 1.094070955 1.75E-05 3.56E-05[up
ENSG00000130653 |PNPLA7Y protein_coding | -1.216897928 1.76E-05 3.57E-05]|down
ENSG00000115361 |ACADL protein_coding | 2.913498709 1.77E-05 3.58E-05[up
ENSG00000106772 |PRUNE2 protein_coding | 2.913498709 1.77E-05 3.58E-05[up
ENSG00000141665 |FBXO15 protein_coding | 2.913498709 1.77E-05 3.58E-05[up
ENSG00000170364 |SETMAR protein_coding | -1.256426292 1.88E-05 3.81E-05]|down
ENSG00000101213 |PTK6 protein_coding [ -3.504353806 1.93E-05 3.90E-05]|down
ENSG00000145335 |SNCA protein_coding [ -3.504353806 1.93E-05 3.90E-05]|down
ENSG00000130720 |FIBCD1 protein_coding | -1.094154863 2.05E-05 4.14E-05]down
ENSG00000112357 |PEXY protein_coding 1.618042826 2.06E-05 4.15E-05]up




ENSG00000115232 |ITGA4 protein_coding 1.965966129 2.07E-05 4.18E-05]up

ENSG00000100592 |DAAM1 protein_coding -1.04783967 2.08E-05 4.19E-05]|down
ENSG000001/71121 |KCNMB3 protein_coding | -2.426351294 2.13E-05 4.29E-05]|down
ENSG00000106588 |PSMA2 protein_coding | -1.180477439 2.15E-05 4.32E-05|down
ENSG00000197050 |ZNF420 protein_coding 1.174913019 2.16E-05 4.35E-05]up

ENSG00000241399 |CD302 protein_coding | -1.080854728 2.21E-05 4.45E-05|down
ENSG00000156453 |PCDH1 protein_coding | -3.063781214 2.25E-05 4.52E-05|down
ENSG00000105991 |HOXA1 protein_coding | -2.578354387 2.30E-05 4.62E-05|down
ENSG000002/78570 |NR2E3 protein_coding | -2.578354387 2.30E-05 4.62E-05|down
ENSG00000197062 |ZSCANZ26 protein_coding | -1.118922769 2.31E-05 4.64E-05|down
ENSG00000106333 |PCOLCE protein_coding | 4.065501803 2.42E-05 4.85E-05]up

ENSG00000131848 |ZSCANSA protein_coding | -1.090416341 2.7/1E-05 5.41E-05[down
ENSG00000154096 |THY1 protein_coding | -5.163316888 2.7/1E-05 5.39E-05[down
ENSG00000213462 |ERV3-1 protein_coding | -5.163316888 2.7/1E-05 5.39E-05[down
ENSG00000105649 |RAB3A protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000105982 |RNF32 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000101017 |CD40 protein_coding| -5.163316888 2.71E-05 5.39E-05[down
ENSG00000187699 |C20rf88 protein_coding| -5.163316888 2.71E-05 5.39E-05[down
ENSG00000242110 |AMACR protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000158427 |TMSB15B protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000075886 |TUBA3D protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000109846 |CRYAB protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000183722 |LHFPL6 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000157613 |CREB3L1 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000133962 |CATSPERB protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000187094 |CCK protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000127928 |GNGT1 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000137393 |RNF144B protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000196218 |RYR1 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000186952 |TMEM232 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000221818 |EBF2 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000172594 |SMPDL3A protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000133083 |DCLK1 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000196724 |ZNF418 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000196793 |ZNF239 protein_coding| -5.163316888 2.71E-05 5.39E-05[down
ENSG00000058673 |ZC3H11A protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000103056 |SMPD3 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG000001/6358 |TAC4 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000175697 |GPR156 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000102890 |ELMO3 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000180953 |ST20 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000174951 |FUT1 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000111405 |ENDOU protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000170049 |KCNAB3 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000159753 |CARMIL2 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000184786 |TCTES3 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000159708 |LRRC36 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000169228 |RAB24 protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000204323 |SMIMS protein_coding | -5.163316888 2.71E-05 5.39E-05[down
ENSG00000196502 |SULT1Al protein_coding 1.743573708 2.7/3E-05 5.39E-05[up

ENSG00000106415 |GLCCI1 protein_coding 1.019904936 2.77E-05 5.46E-05[up

ENSG00000176170 |SPHK1 protein_coding -1.62839507 2.89E-05 5.69E-05[down
ENSG00000188897 |AC099489.1 |protein_coding| -4.256426292 2.91E-05 5.72E-05[down
ENSG00000144668 |ITGA9 protein_coding| 4.913498709 2.92E-05 5.74E-05[up




ENSG00000262576 |PCDHGA4 protein_coding | 4.913498709 2.92E-05 5.74E-05[up
ENSG00000140379 |BCL2A1 protein_coding | 4.913498709 2.92E-05 5.74E-05[up
ENSG00000099958 |DERL3 protein_coding | 4.913498709 2.92E-05 5.74E-05[up
ENSG00000162687 |KCNT2 protein_coding | 4.913498709 2.92E-05 5.74E-05[up
ENSG00000215612 |[HMX1 protein_coding | 4.913498709 2.92E-05 5.74E-05[up
ENSG00000137098 |SPAGS protein_coding | 4.913498709 2.92E-05 5.74E-05[up
ENSG00000146151 |[HMGCLL1 protein_coding | 4.913498709 2.92E-05 5.74E-05[up
ENSG00000145911 |N4BP3 protein_coding | 4.913498709 2.92E-05 5.74E-05[up
ENSG00000164932 |CTHRC1 protein_coding | 4.913498709 2.92E-05 5.74E-05[up
ENSG00000259316 |AC087632.1 |protein_coding| 3.267135664 2.93E-05 5.75E-05[up
ENSG00000166923 |GREM1 protein_coding | -1.803914088 2.96E-05 5.80E-05[down
ENSG00000144730 |IL17RD protein_coding 1421645613 2.97E-05 5.82E-05[up
ENSG00000105717 |PBX4 protein_coding 1.449842505 3.03E-05 5.93E-05[up
ENSG00000186684 |CYP27C1 protein_coding 1.480539302 3.07E-05 6.01E-05[up
ENSG00000237489 |C100rf143 protein_coding 1.55092863 3.08E-05 6.03E-05[up
ENSG00000111653 [ING4 protein_coding 1.169838462 3.17E-05 6.19E-05[up
ENSG00000011132 |APBA3 protein_coding 1.931200711 3.23E-05 6.30E-05[up
ENSG00000198205 |ZXDA protein_coding 1.031554471 3.29E-05 6.41E-05[up
ENSG00000067836 |ROGDI protein_coding | -1.256426292 3.31E-05 6.46E-05[down
ENSG00000146826 |C7orf43 protein_coding | -1.100775422 3.31E-05 6.46E-05[down
ENSG00000151150 |ANK3 protein_coding 1.194235117 3.62E-05 7.05E-05[up
ENSG00000116815 |CDS8 protein_coding [ -1.234399986 3.70E-05 7.19E-05]|down
ENSG00000204348 |DXO protein_coding | -1.841388793 3.74E-05 7.28E-05|down
ENSG00000177576 |C18orf32 protein_coding | -3.426351294 3.76E-05 7.31E-05|down
ENSG00000158813 |EDA protein_coding -2.37190351 3.84E-05 7.46E-05|down
ENSG00000162300 |ZFPL1 protein_coding| -1.478818714 3.90E-05 7.56E-05]|down
ENSG00000187626 |ZKSCAN4 protein_coding | -1.280273034 3.92E-05 7.59E-05]|down
ENSG00000107872 |FBXL1S protein_coding 1.35023128 3.98E-05 /. 71E-05[up
ENSG00000169629 |RGPD8 protein_coding 1.35023128 3.98E-05 /. 71E-05[up
ENSG00000213337 |ANKRD39 protein_coding 1.142123084 4.03E-05 7.80E-05[up
ENSG00000243364 |EFNA4 protein_coding 1.142123084 4.03E-05 7.80E-05[up
ENSG00000213020 |ZNF611 protein_coding [ -1.334428804 4.05E-05 7.84E-05|down
ENSG00000166762 |CATSPER? protein_coding 1.713200059 4.13E-05 7.99E-05[up
ENSG00000103490 |PYCARD protein_coding 1.051002233 4.23E-05 8.18E-05[up
ENSG00000183617 |MRPL54 protein_coding 1.097210662 4.36E-05 8.41E-05[up
ENSG00000168772 |CXXC4 protein_coding 1.524933421 4.53E-05 8.71E-05[up
ENSG00000204923 |FBXO48 protein_coding 1.524933421 4.53E-05 8.71E-05[up
ENSG00000132970 |WASF3 protein_coding [ -1.193232466 4.55E-05 8.75E-05]|down
ENSG00000112812 |PRSS16 protein_coding | -1.884457515 4.71E-05 9.05E-05]|down
ENSG00000226124 |FTCDNL1 protein_coding 1.106143787 4.71E-05 9.05E-05[up
ENSG00000204516 |MICB protein_coding 1.106143787 4.71E-05 9.05E-05[up
ENSG00000175395 |ZNF25 protein_coding | -1.082396893 4.73E-05 9.09E-05]|down
ENSG00000181016 |LSMEM1 protein_coding | -1.671463792 4.85E-05 9.32E-05]|down
ENSG00000183091 |NEB protein_coding 1.269642519 4.88E-05 9.36E-05[up
ENSG00000186792 |HYALS3 protein_coding 1.269642519 4.88E-05 9.36E-05[up
ENSG00000103740 |ACSBG1 protein_coding | -1.124322756 4.93E-05 9.46E-05]|down
ENSG00000162390 |ACOT11 protein_coding | -2.114407287 5.07E-05 9.71E-05]|down
ENSG00000183426 |NPIPAl protein_coding | 4.831036549 5.10E-05 9.76E-05[up
ENSG00000177301 |KCNA2 protein_coding | 4.831036549 5.10E-05 9.76E-05[up
ENSG00000172508 |CARNS1 protein_coding | 4.831036549 5.10E-05 9.76E-05[up
ENSG00000259305 |ZHX1-C8orf7{qprotein_coding| 4.831036549 5.10E-05 9.76E-05[up
ENSG00000136696 |IL36B protein_coding | 4.831036549 5.10E-05 9.76E-05[up
ENSG00000066382 |MPPED2 protein_coding | 4.831036549 5.10E-05 9.76E-05[up
ENSG00000135423 |GLS2 protein_coding| 4.831036549 5.10E-05 9.76E-05[up




ENSG00000184995 |IFNE protein_coding | 4.831036549 5.10E-05 9.76E-05[up

ENSG00000213139 |CRYGS protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000140450 |ARRDC4 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000140678 |ITGAX protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000163633 |C4orf36 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000100116 |GCAT protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG000002/71503 |CCLS protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000065618 |COL17A1 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000110076 |NRXN2 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000242114 |MTFP1 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000276017 |AC007325.1 |protein_coding| -5.063781214 5.23E-05 9.94E-05|down
ENSG00000167157 |PRRX2 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000118514 |ALDH8A1 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000162426 |SLC45A1 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000162913 |OBSCN-AS1 |protein_coding| -5.063781214 5.23E-05 9.94E-05]|down
ENSG00000196653 |ZNF502 protein_coding | -5.063781214 5.23E-05 9.94E-05]|down
ENSG00000196860 |TOMMZ20L  |protein_coding| -5.063781214 5.23E-05 9.94E-05]|down
ENSG00000215440 |NPEPL1 protein_coding | -5.063781214 5.23E-05 9.94E-05]|down
ENSG00000107611 |CUBN protein_coding | -5.063781214 5.23E-05 9.94E-05]|down
ENSG00000010295 |IFFO1 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000166823 |MESP1 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000068615 |REEP1 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000181240 |SLC25A41 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000215018 |COL28A1 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG000001/9083 |FAM133A protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000253598 |SLC10AS5 protein_coding | -5.063781214 5.23E-05 9.94E-05]|down
ENSG00000131620 |ANO1 protein_coding | -5.063781214 5.23E-05 9.94E-05]|down
ENSG00000180767 |CHST13 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000141748 |ARLSC protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000175426 |PCSK1 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000198324 |FAM109A protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000174514 |MFSD4A protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000149596 |JPH2 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000198610 |AKR1C4 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000174899 |POLC2L protein_coding | -5.063781214 5.23E-05 9.94E-05]|down
ENSG00000233757 |AC092835.1 |protein_coding| -5.063781214 5.23E-05 9.94E-05|down
ENSG00000008323 |PLEKHG6 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000267534 |S1PR2 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000135929 |CYP27A1 protein_coding | -5.063781214 5.23E-05 9.94E-05|down
ENSG00000160961 |ZNF333 protein_coding | -5.063781214 5.23E-05 9.94E-05]|down
ENSG00000214756 |METTL12 protein_coding 1.189373461 5.32E-05[ 0.000100497[up

ENSG00000171612 |SLC25A33 protein_coding 1.813963036 5.51E-05 0.0001039]up

ENSG00000126217 |MCF2L protein_coding 1.328536208 5.64E-05[ 0.00010619{up

ENSG00000188981 |[MSANTD1 protein_coding | -4.163316888 5.73E-05] 0.000107799(down
ENSG00000164077 |MON1A protein_coding | -1.256426292 5.84E-05] 0.000109847[down
ENSG00000181449 |SOX2 protein_coding 1.743573708 5.91E-05[ 0.000111102fup

ENSG00000183196 |CHST6 protein_coding | -1.800746809 6.24E-05| 0.000116992[down
ENSG00000173083 |HPSE protein_coding 1.40253679 6.27E-05 0.0001175]up

ENSG00000249459 |ZNF286B protein_coding | 2.328536208 6.28E-05[ 0.000117647[up

ENSG00000166133 |RPUSD?2 protein_coding 1.53712283 6.63E-05[ 0.000123881[up

ENSG00000172986 |GXYLT2 protein_coding | -1.281961384 6.91E-05| 0.000129106[{down
ENSG00000167377 |ZNF23 protein_coding 1.953027073 6.94E-05[ 0.000129565[up

ENSG00000172548 |NIPAL4 protein_coding 1.170994931 7.31E-05[ 0.0001361/1fup

ENSG00000214357 |NEURL1B protein_coding 1.170994931 7.31E-05[ 0.0001361/1fup




ENSG00000066032 |CTNNA2 protein_coding | 3.913498709 7.54E-05] 0.000140147[up
ENSG00000080493 |SLC4A4 protein_coding 1.286100942 7.58E-05] 0.000140917[up
ENSG00000008516 |MMP25 protein_coding 249846121 7.64E-05[ 0.000141967[up
ENSG00000143494 |VASH2 protein_coding | 2.158611207 7.94E-05[ 0.000147/38[up
ENSG00000160602 |NEK8 protein_coding | -1.134435768 7.96E-05]| 0.000147578[down
ENSG00000157353 |FUK protein_coding | -1.310874076 8.13E-05] 0.000150646[{down
ENSG00000131015 |ULBP2 protein_coding [ -2.919391305 8.17E-05] 0.000151425[down
ENSG00000104518 |GSDMD protein_coding | -1.073562235 8.27E-05] 0.00015312[down
ENSG00000101115 |SALL4 protein_coding 1.198139571 8.36E-05[ 0.000154726[up
ENSG00000197530 |MIB2 protein_coding 1.1292274 8.65E-05[ 0.000159973[up
ENSG00000165730 |STOX1 protein_coding | -1.232178746 8.67E-05] 0.000160413[down
ENSG00000169508 |GPR183 protein_coding | 2.743573708 8.68E-05[ 0.000160504[up
ENSG00000058091 |CDK14 protein_coding | -1.512766046 8.91E-05]| 0.000164594[down
ENSG00000140009 |ESR2 protein_coding | 4.743573708 8.94E-05[ 0.000164871[up
ENSG00000137968 |SLC44A5 protein_coding | 4.743573708 8.94E-05[ 0.000164871[up
ENSG00000172350 |ABCG4 protein_coding | 4.743573708 8.94E-05[ 0.000164871[up
ENSG00000196549 |[MME protein_coding | 4.743573708 8.94E-05[ 0.000164871[up
ENSG00000198520 |Clorf228 protein_coding | 4.743573708 8.94E-05[ 0.000164871[up
ENSG00000121380 |BCL2L14 protein_coding | 4.743573708 8.94E-05[ 0.000164871[up
ENSG00000180155 |LYNX1 protein_coding 1.710406844 8.96E-05[ 0.00016502fup
ENSG00000102409 |BEX4 protein_coding 1.710406844 8.96E-05[ 0.00016502fup
ENSG00000154330 |PGM5 protein_coding 1.40653872 9.25E-05[ 0.000170286[up
ENSG00000183474 |GTF2H2C protein_coding | -1.418697721 9.42E-05] 0.000173143[down
ENSG00000155974 |GRIP1 protein_coding | -1.418697721 9.42E-05] 0.000173143[down
ENSG00000100218 |RSPH14 protein_coding | 2.023681627 9.48E-05[ 0.000174276[up
ENSG00000135424 |ITGAY protein_coding [ -1.888694508 9.94E-05] 0.000182525[down
ENSG00000137474 |[MYOT7A protein_coding 1.246074048] 0.000100459| 0.000184355|up
ENSG00000006071 |ABCC8 protein_coding 1.246074048] 0.000100459| 0.000184355|up
ENSG00000203780 |FANK1 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000105538 |RASIP1 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000164089 |ETNPPL protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000139445 |FOXN4 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000139567 |ACVRL1 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000188649 |CC2D2B protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000140795 |[MYLKS protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000089169 |RPH3A protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000173917 |HOXBZ protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000075891 |PAX2 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000167207 |[NOD2 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000143355 |LHX9 protein_coding -4.95686601( 0.000101536[ 0.000185064|down
ENSG00000143786 |CNIH3 protein_coding -4.95686601( 0.000101536[ 0.000185064|down
ENSG00000167968 |DNASE1L2  |protein_coding -4.95686601( 0.000101536( 0.000185064|down
ENSG00000187144 |SPATA21 protein_coding -4.95686601( 0.000101536[ 0.000185064|down
ENSG00000128918 |ALDH1A2 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000187391 |[MAGI2 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000186352 |ANKRD37 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000280071 |FP565260.6 |protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000172247 |C1QTNF4 protein_coding -4.95686601( 0.000101536[ 0.000185064|down
ENSG00000182379 |NXPH4 protein_coding -4.95686601( 0.000101536[ 0.000185064|down
ENSG00000182584 |ACTL10 protein_coding -4.95686601( 0.000101536( 0.000185064|down
ENSG00000205861 |PCOTH protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000181577 |C6orf223 protein_coding -4.95686601[ 0.000101536( 0.000185064|down
ENSG00000142089 |IFITM3 protein_coding -4.95686601( 0.000101536( 0.000185064|down
ENSG00000152049 |KCNE4 protein_coding -4.95686601[ 0.000101536f 0.000185064|down




ENSG00000176472 |ZNF575 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000284461 |RABGEF1 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG0000017/6732 |PFN4 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000175536 |LIPTZ protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000205089 |CCNI2 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000132000 |PODNL1 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000179292 |TMEM151A |protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000228727 |SAPCD1 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000131398 |KCNC3 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000273398 |AC017083.3 |protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000165731 |RET protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000151023 |ENKUR protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000149968 |MMP3 protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000184619 |KRBAZ protein_coding -4.95686601[ 0.000101536[ 0.000185064|down
ENSG00000165474 |GJB2 protein_coding | -1.658524736| 0.000102026( 0.000184771|down
ENSG00000137571 |SLCO5A1 protein_coding | -2.149511088]| 0.00010564( 0.000191169|down
ENSG00000161267 |BDH1 protein_coding 1.165037476] 0.000107445] 0.000194327]up

ENSG00000172572 |PDE3A protein_coding 1.101125712] 0.000108697| 0.000196549|up

ENSG00000197249 |SERPINA1 protein_coding | -4.063781214| 0.000113214[ 0.000204392|down
ENSG00000105088 |OLFM2 protein_coding | -1.231335311| 0.000115361f 0.00020812|down
ENSG00000167705 |RILP protein_coding | -1.005618189| 0.000115695[ 0.000208677|down
ENSG00000212124 |TAS2R19 protein_coding 1.82157622| 0.000119578[ 0.000215467[up

ENSG00000100246 |DNAL4 protein_coding 1.328536208]| 0.000123012| 0.000221558|up

ENSG00000104324 |CPQ protein_coding [ -1.944482286| 0.000123923[ 0.000223078|down
ENSG00000171806 |METTL18 protein_coding -1.09596162( 0.000124347| 0.000223792|down
ENSG00000119922 |IFIT2 protein_coding -1.34757418[ 0.000125854| 0.00022638|down
ENSG00000118849 |RARRES1 protein_coding 1.208241975] 0.000131299| 0.000235711|up

ENSG00000186976 |EFCABG protein_coding | 3.831036549]| 0.000133299| 0.000239106(up

ENSG00000188747 |[NOXA1 protein_coding 1.410998369| 0.000136619| 0.000244901|up

ENSG00000162542 |TMCO4 protein_coding | -2.393929816| 0.000140445( 0.000251459|down
ENSG00000172456 |FGGY protein_coding [ -2.393929816| 0.000140445( 0.000251459|down
ENSG00000204946 |ZNF/83 protein_coding 1.033080325] 0.000141084| 0.000252535|up

ENSG00000185519 |FAM131C protein_coding | -1.387670826| 0.000145133[ 0.000259387|down
ENSG00000204514 |ZNF814 protein_coding 1.980612905] 0.000149431] 0.000266564|up

ENSG00000189143 |CLDN4 protein_coding | -1.230431084| 0.000153497( 0.000273417|down
ENSG00000243660 |ZNF487 protein_coding 1.040555445| 0.00015366] 0.000273677|up

ENSG00000242616 |GNG10 protein_coding | 4.650464303| 0.000157176 0.0002795]up

ENSG00000206559 |ZCWPW?2 protein_coding | 4.650464303| 0.000157176 0.0002795]up

ENSG00000171790 |SLFNL1 protein_coding | 4.650464303| 0.000157176 0.0002795]up

ENSG00000082497 |SERTAD4 protein_coding 1.093158146 0.000159]| 0.000282302|up

ENSG00000167037 |SGSM1 protein_coding | -1.618996372| 0.000165076[ 0.000292855|down
ENSG00000204390 |HSPA1L protein_coding | -1.618996372| 0.000165076[ 0.000292855|down
ENSG00000157927 |RADIL protein_coding [ -1.205800219| 0.000170492( 0.000302072|down
ENSG00000254827 |SLC22A18AS |protein_coding| -1.205800219]| 0.000170492| 0.000302072[down
ENSG00000101463 |SYNDIG1 protein_coding 1.783102072] 0.000183498]| 0.000324401|up

ENSG00000166250 |CLMP protein_coding [ -1.006448039| 0.000188744( 0.000333139|down
ENSG00000012504 |NR1H4 protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000144476 |ACKR3 protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000119888 |EPCAM protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000105261 |OVOL3 protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000213420 |GPC2 protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000140090 |SLC24A4 protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000164076 |CAMKV protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000115252 |PDE1A protein_coding| -4.841388793| 0.000198334[ 0.000347404]|down




ENSG00000091010 |POU4F3 protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000164736 |SOX17 protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000114541 |FRMDA4B protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000007516 |BAIAP3 protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000197776 |KLHDC1 protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000158445 |KCNB1 protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000134470 |IL15RA protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000217555 |CKLF protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000167183 |PRRISL protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000133937 |GSC protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000177688 |SUMO4 protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG000001/72031 |EPHX4 protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000162745 |OLFML2B protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG000001/2738 |TMEM217 protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000254996 |ANKHD1-EIF4protein_coding| -4.841388793| 0.000198334| 0.000347404[down
ENSG00000117266 |CDK18 protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000132965 |ALOX5AP protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000083454 |P2RX5 protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000176244 |ACBD7Y protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000259207 |ITGB3 protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000103460 |TOX3 protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000204956 |PCDHGA1 protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000072818 |ACAP1 protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000165269 |AQP7 protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000102104 |RS1 protein_coding | -4.841388793| 0.000198334[ 0.000347404|down
ENSG00000198133 |TMEM229B |protein_coding| -4.841388793| 0.000198334| 0.000347404[down
ENSG00000160188 |RSPH1 protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000174808 |BTC protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000174844 |DNAH12 protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000184378 |ACTRT3 protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000121101 |TEX14 protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000170231 |FABP6 protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000121207 |LRAT protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000145287 |PLACS protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000159915 |ZNF233 protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000267855 |[NDUFA7Y protein_coding | -4.841388793| 0.000198334( 0.000347404|down
ENSG00000181982 |CCDC149 protein_coding | -1.043022654| 0.000205066( 0.000356598|down
ENSG00000026652 |AGPAT4 protein_coding 1.490807637] 0.000208862| 0.000362816]up

ENSG00000152377 |SPOCK1 protein_coding | -1.643449415| 0.000215039( 0.000373015|down
ENSG00000179455 |MKRN3 protein_coding | -1.286173636] 0.000216562[ 0.000375558|down
ENSG00000131187 |F12 protein_coding | -2.195025748| 0.000220166[ 0.000381568|down
ENSG00000243477 |NAT6 protein_coding | -2.195025748| 0.000220166[ 0.000381568|down
ENSG00000130203 |APOE protein_coding -3.95686601( 0.000224421| 0.000388043|down
ENSG00000072858 |SIDT1 protein_coding -3.95686601( 0.000224421| 0.000388043|down
ENSG00000159958 |TNFRSF13C |protein_coding -3.95686601( 0.000224421| 0.000388043|down
ENSG00000123610 |TNFAIP6 protein_coding| 3.743573708] 0.000236074| 0.000406974up

ENSG00000160396 |HIPK4 protein_coding | 3.743573708] 0.000236074| 0.000406974[up

ENSG00000179862 |CITED4 protein_coding | -1.504353806| 0.000243939( 0.000419678|down
ENSG00000144821 |MYH15 protein_coding [ -1.052892898| 0.000253022( 0.000434713|down
ENSG00000166676 |TVP23A protein_coding 1.303001116] 0.000257517] 0.000442113|up

ENSG00000144355 |DLX1 protein_coding -1.95686601[ 0.000262659| 0.00045066|down
ENSG00000212916 |MAP10 protein_coding | 2.991501221]| 0.000264746{ 0.000454169(up

ENSG00000179528 |LBX2 protein_coding | -1.578354387| 0.000265449( 0.000455162|down
ENSG00000111879 |[FAM184A protein_coding| -1.578354387| 0.000265449( 0.000455162|down




ENSG00000177932 |ZNF354C protein_coding 1.18097902| 0.000267448] 0.000458352|up

ENSG00000205572 |SERF1B protein_coding 1.328536208]| 0.000269494| 0.000461521|up

ENSG00000167363 |FN3K protein_coding | -1.037113264| 0.000271066[ 0.000464068|down
ENSG00000187860 |CCDC157 protein_coding | -3.163316888| 0.000277209( 0.000474143|down
ENSG00000269313 |MAGIX protein_coding | -3.163316888| 0.000277209( 0.000474143|down
ENSG00000183979 |NPB protein_coding 4.55092863| 0.000277647] 0.000474152)|up

ENSG00000148123 |PLPPR1 protein_coding 4.55092863| 0.000277647] 0.000474152)|up

ENSG000001/3662 |TAS1R1 protein_coding 4.55092863| 0.000277647] 0.000474152)|up

ENSG00000241945 |PWP2 protein_coding 4.55092863| 0.000277647] 0.000474152)|up

ENSG00000261652 |C150rf65 protein_coding 4.55092863| 0.000277647] 0.000474152)|up

ENSG00000006606 |CCL26 protein_coding 4.55092863| 0.000277647] 0.000474152)|up

ENSG00000145687 |SSBP2 protein_coding | -1.792479193| 0.00028055[ 0.000478268|down
ENSG00000205323 |SARNP protein_coding 1.197291675] 0.000285926]| 0.000486929|up

ENSG00000128536 |CDHR3 protein_coding | -1.081339586| 0.000289551[ 0.000492847|down
ENSG00000154914 |USP43 protein_coding 1.387429897] 0.00029043]| 0.000494292|up

ENSG00000254505 |CHMP4A protein_coding [ -2.758926633| 0.000293739( 0.00049964|down
ENSG00000185269 |[NOTUM protein_coding 1.117969222] 0.00029456]| 0.000500959|up

ENSG00000084110 |HAL protein_coding 1.606070184| 0.000303384| 0.000515594|up

ENSG00000256060 |TRAPPC2B  |protein_coding 1.214879427] 0.000304907] 0.00051786]up

ENSG00000130349 |C6orf203 protein_coding [ -1.256426292| 0.000324713[ 0.000550649|down
ENSG00000119138 |KLF9 protein_coding [ -1.256426292| 0.000324713[ 0.000550649|down
ENSG00000106025 |TSPAN12 protein_coding [ -1.256426292| 0.000324713[ 0.000550649|down
ENSG00000115507 |OTX1 protein_coding 1.254535627] 0.000343662| 0.000581644|up

ENSG00000149743 |TRPT1 protein_coding | -1.841388793| 0.000356466[ 0.000602695|down
ENSG00000159079 |C21orf59 protein_coding | -1.075854047| 0.000384032( 0.000647973|down
ENSG00000129007 |CALML4 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000071242 |RPS6KAZ2 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000154252 |GAL3ST2 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000105679 |GAPDHS protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000130700 |GATAS protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000188051 |TMEM221 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000164185 |ZNF474 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000115318 |LOXL3 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000140465 |CYP1Al protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000081842 |PCDHAG protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000138944 |KIAA1644 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000163995 |ABLIM2 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000197415 |VEPH1 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000158113 |LRRC43 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000256806 |C170rf100 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000109705 |NKX3-2 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000099953 |MMP11 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000133878 |DUSP26 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000128203 |ASPHD2 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000177359 |AC024940.1 |protein_coding| -4.715857911] 0.000390163| 0.000654563[down
ENSG00000176884 |GRIN1 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000221923 |ZNF880 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000171403 |KRT9 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000180113 |TDRD6 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000131379 |C3orf20 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000179520 |SLC17A8 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000003096 |KLHL13 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000116990 |MYCL protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000174343 |CHRNA9 protein_coding| -4.715857911| 0.000390163[ 0.000654563|down




ENSG00000198440 |ZNF583 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000160097 |FNDC5 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000198835 |GIC2 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000008226 |DLEC1 protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000135747 |ZNF670-ZNF(gprotein_coding| -4.715857911] 0.000390163| 0.000654563[down
ENSG00000145192 |AHSG protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000111863 |ADTRP protein_coding | -4.715857911| 0.000390163[ 0.000654563|down
ENSG00000141448 |GATAG protein_coding 1.328536208] 0.000399603| 0.00066643|up
ENSG00000116039 |ATP6VI1B1 protein_coding 1.358283552| 0.000416042| 0.000692339|up
ENSG00000107159 |CA9 protein_coding 2.55092863| 0.000416508] 0.000692905|up
ENSG00000160226 |C21orf2 protein_coding 2.55092863| 0.000416508] 0.000692905|up
ENSG00000269743 |SLC25A53 protein_coding | -1.109584904| 0.000435877( 0.000723664|down
ENSG000001/2687 |ZNF/38 protein_coding 1.631098978] 0.00044281| 0.000734841|up
ENSG00000006747 |SCIN protein_coding | -3.841388793| 0.000446157( 0.000739913|down
ENSG00000260691 |ANKRD20A1 |protein_coding| -3.841388793| 0.000446157| 0.000739913[down
ENSG00000126460 |PRRG2 protein_coding | -3.841388793| 0.000446157( 0.000739913|down
ENSG00000233927 |RPS28 protein_coding | -3.841388793| 0.000446157( 0.000739913|down
ENSG00000146700 |SSC4D protein_coding 1469398744 0.000450115] 0.000745874|up
ENSG00000173890 |GPR160 protein_coding -1.32681562 0.00045165| 0.000748155|down
ENSG00000183023 |SLC8A1 protein_coding 1.516163212] 0.000453618]| 0.000751227]up
ENSG00000244219 |TMEM225B |protein_coding| 2.913498709] 0.000457031| 0.000756726(up
ENSG00000182580 |EPHB3 protein_coding 1.122085331] 0.000467529| 0.000773098|up
ENSG00000179583 |CIITA protein_coding 1.229000535] 0.000480142] 0.000793556|up
ENSG00000178947 |SMIM10L2A |protein_coding| 4.444013426] 0.000492612| 0.000812496(up
ENSG00000188738 |FSIP2 protein_coding | 4.444013426] 0.000492612| 0.000812496(up
ENSG000001/3585 |CCR9 protein_coding | 4.444013426] 0.000492612| 0.000812496(up
ENSG00000143603 |KCNN3 protein_coding | 4.444013426] 0.000492612| 0.000812496(up
ENSG00000137841 |PLCB2 protein_coding | 4.444013426] 0.000492612| 0.000812496(up
ENSG00000044524 |EPHAS protein_coding | 4.444013426] 0.000492612| 0.000812496(up
ENSG00000258555 |SPECC1L-AD(protein_coding| 4.444013426] 0.000492612| 0.000812496(up
ENSG00000062038 |CDH3 protein_coding | 4.444013426] 0.000492612| 0.000812496(up
ENSG000001/75182 |FAM131A protein_coding | -1.290373624| 0.000513142( 0.000843611|down
ENSG00000186204 |CYP4F12 protein_coding | -3.063781214| 0.000537972( 0.000883242|down
ENSG00000149571 |KIRREL3 protein_coding 1.274088424]| 0.000538421| 0.000883583|up
ENSG00000165879 |FRAT1 protein_coding 1.076149047] 0.000541259| 0.000887798|up
ENSG00000178301 |AQP11 protein_coding | -1.972633326] 0.000558925( 0.00091518|down
ENSG00000247746 |USP51 protein_coding 1.299967056] 0.000566628| 0.000927285|up
ENSG00000047597 |XK protein_coding 1.843109381] 0.000569655| 0.00093187|up
ENSG00000091262 |ABCC6 protein_coding | -1.654975669| 0.000592904( 0.000967978|down
ENSG000001/71791 |BCL2 protein_coding | -1.654975669| 0.000592904( 0.000967978|down
ENSG00000176945 |MUC20 protein_coding 1.328536208] 0.000593343| 0.000968455|up
ENSG00000113211 |PCDHB6 protein_coding 1.360245068] 0.00061/727] 0.001006361|up
ENSG00000185046 |ANKS1B protein_coding 1.360245068] 0.00061/727] 0.001006361|up
ENSG00000159882 |ZNF230 protein_coding | -1.017238628| 0.000626707( 0.001020687|down
ENSG00000184492 |FOXD4L1 protein_coding 1.532069603]  0.00066884| 0.001086622|up
ENSG00000196466 |ZNF799 protein_coding | -1.195025748| 0.000717289( 0.001162354|down
ENSG00000134864 |GGACT protein_coding | -1.578354387| 0.000734545( 0.001188738|down
ENSG00000187266 |EPOR protein_coding | -1.841388793| 0.000762156( 0.001231728|down
ENSG00000152503 |TRIM36 protein_coding | -1.256426292| 0.000772199( 0.00124759|down
ENSG00000168685 |IL7R protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000139269 |INHBE protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000213999 |MEF2B protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000115604 |IL18R1 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000089692 |LAG3 protein_coding| -4.578354387| 0.000773344[ 0.001242009|down




ENSG00000148584 |A1CF protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000158220 |ESYT3 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000261408 |TEN1-CDK3 |protein_coding| -4.578354387| 0.000773344| 0.001242009(down
ENSG00000114115 |RBP1 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000104951 |IL411 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000104901 |DKKL1 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000196388 |INCA1 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000172543 |CTSW protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000280537 |AC068946.1 |protein_coding| -4.578354387| 0.000773344| 0.001242009(down
ENSG000001/72803 |SNX32 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000103023 |PRSS54 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000250510 |GPR162 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000166793 |YPEL4 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000185291 |IL3RA protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000053702 |NRIP2 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000161653 |NAGS protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000205464 |ATP6AP1L protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000106327 |TFR2 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000121966 |CXCR4 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000253873 |PCDHGA11 |protein_coding| -4.578354387| 0.000773344| 0.001242009(down
ENSG00000180878 |Cllorf42 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000180999 |Clorfl05 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000141854 |MISP3 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000042781 |USH2A protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000150628 |SPATA4 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000159399 |HK2 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000076826 |CAMSAP3 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000204086 |RPA4 protein_coding | -4.578354387| 0.000773344[ 0.001242009|down
ENSG00000213782 |DDX47 protein_coding | 2.831036549| 0.000787252| 0.00125675[up

ENSG00000164674 |SYTL3 protein_coding 1.270820711] 0.000799865| 0.001275896]up

ENSG00000198754 |OXCT2 protein_coding | -2.182425711| 0.000819602( 0.001306051|down
ENSG00000166578 |IQCD protein_coding | -1.077456151| 0.000833845( 0.001327912|down
ENSG00000149021 |SCGB1A1l protein_coding | 4.328536208] 0.000878033| 0.001393703(up

ENSG00000158428 |CATIP protein_coding | 4.328536208] 0.000878033| 0.001393703up

ENSG00000153347 |FAM81B protein_coding | 4.328536208] 0.000878033| 0.001393703[up

ENSG00000186399 |GOLGASR protein_coding | 4.328536208]| 0.000878033| 0.001393703up

ENSG00000121871 |SLITRKS3 protein_coding | 4.328536208] 0.000878033| 0.001393703up

ENSG00000180332 |KCTD4 protein_coding | 4.328536208] 0.000878033| 0.001393703up

ENSG00000135960 |EDAR protein_coding | 4.328536208] 0.000878033| 0.001393703up

ENSG00000136235 |GPNMB protein_coding | -3.715857911| 0.000889479( 0.00140895|down
ENSG00000185862 |EVIZ2B protein_coding | -3.715857911| 0.000889479( 0.00140895|down
ENSG00000101222 |SPEF1 protein_coding | -3.715857911| 0.000889479( 0.00140895|down
ENSG00000198914 |POU3F3 protein_coding | 2.203005326] 0.000920952| 0.001457053|up

ENSG00000160201 |U2AF1 protein_coding [ -1.908502989| 0.000960942( 0.001517626|down
ENSG00000162994 |CLHC1 protein_coding | -1.037786006] 0.000963195( 0.001520892|down
ENSG00000179965 |ZNF/71 protein_coding | -1.037786006] 0.000963195( 0.001520892|down
ENSG00000104361 |NIPAL2 protein_coding 1.618042826] 0.000971244| 0.001533087|up

ENSG00000151470 |C4orf33 protein_coding 1.55092863[ 0.000986327( 0.00155615[up

ENSG00000188295 |ZNF669 protein_coding | -1.730357481| 0.000997761[ 0.001573135|down
ENSG00000254402 |LRRC24 protein_coding 1.102654801] 0.001013902| 0.001598049|up

ENSG00000214050 |FBXO16 protein_coding 1.102654801] 0.001013902| 0.001598049|up

ENSG00000128849 |CGNL1 protein_coding | -2.578354387| 0.00103977[ 0.001636785|down
ENSG00000121270 |ABCC11 protein_coding -2.95686601( 0.001041742| 0.001639497|down
ENSG00000205436 |EXOC3L4 protein_coding| -1.163316888] 0.001056331[ 0.001660712|down




ENSG00000015568 |RGPD5 protein_coding 240653872 0.001164866{ 0.00182577|up
ENSG00000126583 |PRKCG protein_coding 1.132615998| 0.001184369] 0.001855456|up
ENSG00000133874 |RNF122 protein_coding 1.00230/7976] 0.00119742| 0.001874118|up
ENSG00000109072 VTN protein_coding | -1.393929816| 0.001242514[ 0.001940732|down
ENSG00000086717 |PPEF1 protein_coding | -1.779988248| 0.001284133[ 0.002003175|down
ENSG00000126259 |KIRRELZ protein_coding 1.743573708] 0.001356055| 0.00210848|up
ENSG00000167034 |NKX3-1 protein_coding | -1.086501291| 0.001367294[ 0.002124852|down
ENSG00000154479 |CCDC173 protein_coding 1.365062084| 0.001368293| 0.002126204|up
ENSG00000248144 |ADH1C protein_coding | -1.256426292| 0.001381714[ 0.002146047|down
ENSG00000239779 |WBP1 protein_coding -1.46287717 0.001410097| 0.002188067|down
ENSG00000164675 [IQUB protein_coding 1.454067091] 0.001445118]| 0.002240194|up
ENSG00000170345 |FOS protein_coding 1.573648706] 0.001454388| 0.002254247]up
ENSG00000163521 |GLBI1L protein_coding 1.210699718] 0.001571652| 0.002431084|up
ENSG00000108821 |COL1A1 protein_coding 1.210699718] 0.001571652| 0.002431084|up
ENSG00000155849 |ELMO1 protein_coding 1.210699718] 0.001571652| 0.002431084|up
ENSG00000128165 |ADM?2 protein_coding | 4.203005326] 0.001572559| 0.002429066(up
ENSG00000177614 |PGBDS protein_coding | 4.203005326] 0.001572559| 0.002429066(up
ENSG00000163141 |BNIPL protein_coding | 4.203005326] 0.001572559| 0.002429066(up
ENSG00000171989 |LDHALEB protein_coding | 4.203005326] 0.001572559| 0.002429066(up
ENSG00000142765 |SYTL1 protein_coding | 4.203005326] 0.001572559| 0.002429066(up
ENSG00000162040 |HS3ST6 protein_coding | 4.203005326] 0.001572559| 0.002429066(up
ENSG00000174945 |AMZ1 protein_coding | 4.203005326] 0.001572559| 0.002429066(up
ENSG00000154310 |TNIK protein_coding | -1.042301487| 0.001584957( 0.00244409|down
ENSG00000141314 |RHBDL3 protein_coding | -1.042301487| 0.001584957( 0.00244409|down
ENSG00000109220 |CHIC2 protein_coding 1.106143787] 0.001619701] 0.00249/7083|up
ENSG00000186523 |FAM86B1 protein_coding [ -2.256426292| 0.00172296[ 0.002652553|down
ENSG00000185869 |ZNF829 protein_coding [ -2.256426292| 0.00172296[ 0.002652553|down
ENSG00000271447 |MMP28 protein_coding 1.945207569| 0.001758245| 0.002705991|up
ENSG00000154188 |ANGPT1 protein_coding | -3.578354387| 0.00177804[ 0.002733901|down
ENSG00000272196 |HIST2H2AA4 |protein_coding| -3.578354387| 0.00177804| 0.002733901[down
ENSG00000163864 |[NMNAT3 protein_coding | -3.578354387| 0.00177804[ 0.002733901|down
ENSG00000136197 |C7orf25 protein_coding | -3.578354387| 0.00177804[ 0.002733901|down
ENSG00000204219 |TCEA3 protein_coding | -3.578354387| 0.00177804[ 0.002733901|down
ENSG00000164687 |FABPS protein_coding -1.0026697] 0.001807969( 0.002776939|down
ENSG00000160179 |ABCG1 protein_coding 1.29377079( 0.001871223[ 0.002870614[up
ENSG000001/72318 |B3GALT1 protein_coding | -1.154546678| 0.001888164[ 0.002895255|down
ENSG00000181274 |FRAT2 protein_coding | -1.056127642| 0.001963934( 0.003004308|down
ENSG00000104368 |PLAT protein_coding | -2.841388793| 0.002011561[ 0.003073454|down
ENSG00000164414 |SLC35A1 protein_coding 1.158611207] 0.002036568| 0.003109211|up
ENSG00000183150 |GPR19 protein_coding 1.368064573] 0.002042119| 0.003117/252|up
ENSG00000211448 |DIO2 protein_coding | -1.578354387| 0.002054968( 0.003135413|down
ENSG00000112309 |B3GAT?2 protein_coding | -1.919391305| 0.002069705[ 0.003155999|down
ENSG00000136371 |[MTHFS protein_coding | -1.919391305| 0.002069705[ 0.003155999|down
ENSG00000139679 |LPARG protein_coding 1.691106288| 0.002074802| 0.003162454|up
ENSG00000142700 |[DMRTAZ2 protein_coding 1.413425106] 0.002107018] 0.003210221|up
ENSG00000188763 |FZD9 protein_coding 1.601554703] 0.002143499| 0.003263388|up
ENSG00000166924 |NYAP1 protein_coding | -1.715857911| 0.002146256[ 0.003266981|down
ENSG00000171443 |ZNF524 protein_coding | -1.300820412| 0.002196668[ 0.003340323|down
ENSG00000180096 1-Sep|protein_coding 1.016592202| 0.002292462| 0.00348149|up
ENSG00000189420 |ZFP92 protein_coding | 2.650464303]| 0.002316951| 0.003515602[up
ENSG00000280789 |PAGR1 protein_coding | 3.328536208]| 0.002347041| 0.003557818(up
ENSG00000154548 |SRSF12 protein_coding 1.094070955| 0.002393988| 0.003624148|up
ENSG00000182749 |PAQRY protein_coding 1.110356038] 0.002594601| 0.003912924|up
ENSG00000204965 |PCDHAS protein_coding 1.110356038] 0.002594601] 0.003912924|up




ENSG00000162981 |FAMB84A protein_coding 1.258146881| 0.002649698 0.0039909|up
ENSG00000175279 |CENPS protein_coding | -1.610063247| 0.002707064[ 0.004073578|down
ENSG00000131773 |KHDRBS3 protein_coding 1.039029591] 0.002738076] 0.00411/988|up
ENSG00000153993 |SEMASD protein_coding 1.88107/7231] 0.002774048] 0.004169424|up
ENSG00000126016 |AMOT protein_coding 1.128237558]| 0.002806198| 0.004212941|up
ENSG00000163823 |CCR1 protein_coding | 4.065501803] 0.002830739| 0.004244369(up
ENSG00000011590 |ZBTB32 protein_coding | 4.065501803] 0.002830739| 0.004244369(up
ENSG00000133328 |HRASLS2 protein_coding | 4.065501803] 0.002830739| 0.004244369(up
ENSG00000166343 |MSS51 protein_coding | 4.065501803] 0.002830739| 0.004244369(up
ENSG00000277870 |FAM230A protein_coding | 4.065501803] 0.002830739| 0.004244369(up
ENSG00000125285 |SOX21 protein_coding | 4.065501803] 0.002830739| 0.004244369(up
ENSG00000111254 |AKAP3 protein_coding | 4.065501803] 0.002830739| 0.004244369(up
ENSG00000115556 |PLCD4 protein_coding | -1.003660222| 0.002990491[ 0.004471688|down
ENSG00000262621 |AC025283.2 |protein_coding 1.147963963| 0.003027745] 0.004524725|up
ENSG00000091428 |RAPGEF4 protein_coding | -2.163316888| 0.003108289( 0.004637729|down
ENSG00000129355 |CDKN2D protein_coding 1.421645613] 0.003148224| 0.004694974|up
ENSG00000183111 |ARHGEF37  |protein_coding| 2.246074048] 0.003201452| 0.004768096(up
ENSG00000120658 |ENOX1 protein_coding 1.480539302| 0.003205357| 0.004773048|up
ENSG00000144362 |PHOSPHOZ |protein_coding 1.55092863( 0.003212899( 0.004783198[up
ENSG00000249158 |PCDHA11 protein_coding | -1.519460698| 0.003313642( 0.00492739|down
ENSG00000228439 |TSTD3 protein_coding [ -1.256426292| 0.003334479( 0.004957032|down
ENSG00000130997 |POLN protein_coding | -1.143951563| 0.003388488[ 0.005032099|down
ENSG00000175600 |SUGCT protein_coding | -1.143951563| 0.003388488[ 0.005032099|down
ENSG00000212123 |PRR22 protein_coding | -1.648743715| 0.003556194[ 0.005264777|down
ENSG00000188626 |GOLGA8BM  |protein_coding| -3.426351294| 0.003562943| 0.005270506{down
ENSG00000182325 |FBXL6 protein_coding | -3.426351294| 0.003562943[ 0.005270506|down
ENSG00000136167 |LCP1 protein_coding | -3.426351294| 0.003562943[ 0.005270506|down
ENSG00000076344 |RGS11 protein_coding -2.37190351[ 0.003603672| 0.005324778|down
ENSG00000139865 |TTC6 protein_coding 1.221621005] 0.003731308] 0.005505225]up
ENSG00000240053 |LY6GSB protein_coding 2.55092863| 0.00395486] 0.005819681|up
ENSG00000120051 |CFAPS8 protein_coding 1.115542485]| 0.004169716] 0.006121629|up
ENSG00000117477 |CCDC181 protein_coding 1.115542485| 0.004169716] 0.006121629|up
ENSG00000158423 |RIBC1 protein_coding | 3.203005326] 0.004174601| 0.006127162[up
ENSG00000162746 |FCRLB protein_coding | 3.203005326] 0.004174601| 0.006127162[up
ENSG00000176040 |TMPRSS7 protein_coding | 3.203005326] 0.004174601| 0.006127162[up
ENSG00000151623 |NR3C2 protein_coding 1.813963036] 0.004349601| 0.006371807]|up
ENSG00000167105 |TMEM92 protein_coding 1.328536208]| 0.004401548] 0.006443895|up
ENSG00000147689 |FAM83A protein_coding | -1.934498197| 0.004493853[ 0.006573479|down
ENSG00000188613 |[NANOS1 protein_coding | -1.137781796] 0.004547213[ 0.006647107|down
ENSG00000164093 |PITX2 protein_coding | -1.696998884| 0.004652418[ 0.006791855|down
ENSG00000110693 |SOX6 protein_coding 1.431629701] 0.00471468| 0.00687848|up
ENSG00000144339 |TMEFF2 protein_coding 1.580074975] 0.004767942| 0.006953416|up
ENSG00000111348 |ARHGDIB protein_coding 1.580074975] 0.004767942| 0.006953416|up
ENSG00000005421 |PON1 protein_coding 1.49846121[ 0.004785189( 0.006975789[up
ENSG00000204961 |PCDHA9 protein_coding 1.49846121[ 0.004785189( 0.006975789[up
ENSG00000100167 3-Sep|protein_coding 1.158611207] 0.004861559| 0.00707929|up
ENSG00000197568 |HHLA3 protein_coding | -1.004887525| 0.004966511( 0.007224136|down
ENSG00000100271 |TTLL1 protein_coding | -1.210622603| 0.005020208[ 0.007298375|down
ENSG00000271425 |NBPF10 protein_coding 1.184146299| 0.005224279| 0.007585012|up
ENSG00000100346 |CACNALI protein_coding | -1.458060153| 0.005294862( 0.007684104|down
ENSG00000052850 |ALX4 protein_coding | -1.044922187| 0.005792074[ 0.008372118|down
ENSG00000108786 |HSD17B1 protein_coding 1.006608114| 0.005929292| 0.008561818|up
ENSG00000212747 |RTL8B protein_coding 1.246074048] 0.00595452| 0.008595611|up
ENSG00000141449 |GREBIL protein_coding | -1.256426292| 0.006041369( 0.008714108|down




ENSG00000099260 |PALMD protein_coding 1.284142089| 0.006302894| 0.009069494|up
ENSG00000177076 |ACER2 protein_coding 1.328536208]| 0.006621186] 0.009507981|up
ENSG00000135604 |STX11 protein_coding 1.328536208]| 0.006621186| 0.009507981|up
ENSG00000251537 |AC005324.3 |protein_coding | -2.256426292| 0.006640859| 0.009533321[down
ENSG00000145736 |GTF2H2 protein_coding | -2.256426292| 0.006640859( 0.009533321|down
ENSG00000180998 |GPR137C protein_coding | -2.256426292| 0.006640859( 0.009533321|down
ENSG00000120068 |HOXB8 protein_coding 1.122085331] 0.006726684| 0.009653584|up
ENSG000001/72006 |ZNF554 protein_coding 1.122085331] 0.006726684| 0.009653584|up
ENSG00000144182 |LIPT1 protein_coding 1.743573708] 0.006774254| 0.009718466|up
ENSG00000136206 |SPDYE1 protein_coding 1.743573708] 0.006774254| 0.009718466|up
ENSG00000124593 |AL365205.1 |protein_coding 1.521181286 0.0071554] 0.01023896|up
ENSG00000170099 |SERPINAG protein_coding | -2.578354387| 0.007412257( 0.010590409|down
ENSG00000011332 |DPF1 protein_coding | -1.618996372| 0.007725786[ 0.011013533|down
ENSG00000205085 |FAM/71F2 protein_coding | -1.034033871| 0.007750177 0.01104687|down
ENSG00000105672 |ETVZ2 protein_coding | -1.841388793| 0.007786222( 0.011093447|down
ENSG00000131650 |KREMENZ2 protein_coding | -1.841388793| 0.007786222( 0.011093447|down
ENSG00000183048 |SLC25A10 protein_coding [ -1.006448039| 0.008288967( 0.011766483|down
ENSG00000197978 |GOLGAGLY |protein_coding| -1.006448039]| 0.008288967| 0.011766483[down
ENSG00000133134 |BEX2 protein_coding | -1.203958872 0.0091322] 0.012903992|down
ENSG00000113396 |SLC27A6 protein_coding 1.279626608] 0.00950644| 0.013408073|up
ENSG00000141540 |TTYHZ? protein_coding 1.328536208 0.0099957] 0.014071028]up
ENSG00000125430 |HS3ST3B1 protein_coding 1.459780742] 0.010660062| 0.014961507]up
ENSG00000083720 |OXCT1 protein_coding 1.55092863( 0.010715915( 0.015029012fup
ENSG00000102003 |SYP protein_coding 1.55092863( 0.010715915( 0.015029012fup
ENSG00000162551 |ALPL protein_coding 1.130596831 0.0109016] 0.015280979]up
ENSG00000176058 |TPRN protein_coding | -1.114407287| 0.011083942( 0.015516766|down
ENSG00000185038 |MROH2A protein_coding | 2.328536208]| 0.011371779| 0.015904174|up
ENSG00000188163 |FAM166A protein_coding -2.13089541( 0.012135703| 0.01691012|down
ENSG00000081181 |ARG2 protein_coding | -1.199842764| 0.012354395( 0.017198846|down
ENSG00000105613 |MAST1 protein_coding | -1.199842764| 0.012354395( 0.017198846|down
ENSG00000167723 |TRPV3 protein_coding 1.191032685| 0.012667473| 0.017616824|up
ENSG00000167981 |ZNF597 protein_coding | -1.741853119| 0.013349602( 0.018506879|down
ENSG00000275793 |RIMBP3 protein_coding 1.965966129| 0.01397/7161] 0.019336198|up
ENSG00000101460 |MAP1LC3A |protein_coding 1.965966129| 0.01397/7161] 0.019336198|up
ENSG00000196420 |S100A5 protein_coding | -2.426351294| 0.014113454[ 0.019519829|down
ENSG00000185761 |ADAMTSLS |protein_coding| -2.426351294| 0.014113454| 0.019519829(down
ENSG00000259431 |THTPA protein_coding 1.274088424| 0.014396811] 0.019885851|up
ENSG00000197857 |ZNF44 protein_coding | -1.104423199| 0.014968636( 0.020632445|down
ENSG00000214128 |TMEM213 protein_coding 1.087528109] 0.015071839| 0.020762536]up
ENSG00000197889 |MEIG1 protein_coding 1.328536208] 0.01515494| 0.020871777]|up
ENSG00000151617 |EDNRA protein_coding 1.328536208] 0.01515494| 0.020871777|up
ENSG00000156265 |MAP3K7CL |protein_coding| -1.426351294| 0.015244326] 0.020982602[down
ENSG00000235863 |B3GALT4 protein_coding 1.591570614| 0.01606526| 0.022057262|up
ENSG00000135362 |PRR5L protein_coding 1.591570614| 0.01606526]| 0.022057262|up
ENSG00000127951 |FGL2 protein_coding 1.480539302| 0.016107066] 0.022103607|up
ENSG00000164841 |TMEM74 protein_coding 1.480539302| 0.016107066] 0.022103607]|up
ENSG00000123243 |ITIH5 protein_coding 1.112807517] 0.016392149| 0.022481714|up
ENSG00000167103 |PIPSKL1 protein_coding | -1.195025748| 0.016754185[ 0.022956265|down
ENSG00000254732 |AP001931.1 |protein_coding| -1.195025748] 0.016754185| 0.022956265[down
ENSG00000167608 |TMC4 protein_coding | -1.140949075| 0.01852778[ 0.025244675|down
ENSG00000204311 |PJVK protein_coding 1.023681627] 0.018864694| 0.025684611|up
ENSG00000180938 |ZNF572 protein_coding | 2.203005326] 0.019124991| 0.026027178[up
ENSG00000178922 |HYI protein_coding -1.09292756[ 0.02025787| 0.02748603|down
ENSG00000125246 |CLYBL protein_coding 1.217504896] 0.020574298]| 0.027882062|up




ENSG00000154309 |DISP1 protein_coding 1.04313399| 0.020691884| 0.028020667|up
ENSG00000128268 |MGAT3 protein_coding 1.267135664| 0.021911704] 0.029583764|up
ENSG00000188368 |PRR19 protein_coding | -1.993391886| 0.021958875[ 0.029634092|down
ENSG00000107485 |GATA3 protein_coding | -1.993391886| 0.021958875[ 0.029634092|down
ENSG00000129757 |CDKN1C protein_coding | -1.634937916] 0.022619591[ 0.030470828|down
ENSG00000226174 |TEX22 protein_coding | -1.634937916| 0.022619591[ 0.030470828|down
ENSG00000261308 |FIGNL2 protein_coding 1.065501803] 0.022650615| 0.03050389|up
ENSG00000064655 |EYAZ protein_coding | -1.189312096| 0.022785293[ 0.030658945|down
ENSG00000135740 |SLCOAS protein_coding| -1.011313794| 0.02355881[ 0.031639025|down
ENSG00000204618 |RNF39 protein_coding 1.650464303] 0.024079784| 0.032303129|up
ENSG00000119121 |TRPM6 protein_coding | -1.343889134| 0.024208787( 0.032461648|down
ENSG00000102904 |TSNAXIP1 protein_coding 1.09149/7011] 0.024731278] 0.03312855|up
ENSG00000147174 |GCNA protein_coding | -2.256426292| 0.026674618[ 0.035589923|down
ENSG00000162572 |SCNN1D protein_coding | -1.715857911| 0.029987262( 0.039728178|down
ENSG00000197558 |SSPO protein_coding 1.203005326] 0.031408835| 0.041521366|up
ENSG00000183691 |NOG protein_coding | 2.065501803]| 0.031943873| 0.042181276[up
ENSG00000259030 |FPGT-TNNI3K]protein_coding| -1.355961966] 0.033037243| 0.043576148[down
ENSG00000163536 |SERPINI1 protein_coding 1.258146881| 0.033557419| 0.04422154|up
ENSG00000010310 |GIPR protein_coding | -1.118922769| 0.034321073[ 0.045175473|down
ENSG00000160051 |IQCC protein_coding | -1.118922769| 0.034321073[ 0.045175473|down
ENSG00000205609 |EIF3CL protein_coding 1.743573708] 0.035957475| 0.047180492|up
ENSG00000182612 |TSPAN10O protein_coding 1.421645613| 0.036797664 0.0482253|up
ENSG00000099904 |ZDHHC8 protein_coding | -1.519460698| 0.037820188[ 0.049461095|down
ENSG00000115239 |ASB3 protein_coding | -1.256426292| 0.037947358[ 0.049613622|down




