Supplementary Figure 1
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Supplementary Figure 2
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Supplementary Figure 3
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Primer Sequence

TRDMT1 Forward: CGGGTGCTGGAGCTATACAG
TRDMT1 Reverse: CGACAGTGTTGACATCAATGGC
SMS Forward: TGGGCGGGTGAAACGATTAC
SMS Reverse: CCAAACTGCTTCGAGTGTAGAA
UAP1 Forward: AATGACCTCAAACTCACGTTGT
UAP1 Reverse: GCTCTGCATAAAGTTCTACCTGT
WARS2 Forward: CTGCACTCAATGCGGAAAGC
WARS2 Reverse: GAATGCCGGAAAATACTCGCT
PLOR3G Forward: CACTTCGGCTGCAGAGTTTT
PLOR3G Reverse: AGTGGGCAAATTCTGAAAG
NNT Forward: GGGGTCCTGTAAGGGTCTAC
NNT Reverse: ATGCCACTCGCTTCTCATTTT



Supplementary Figure 4
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