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1.1 Supplementary Figure 1 
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Supplementary Figure 1.  

A) Static cell cycle analysis (Dean-Jett-Fox calculation) and  
B) Dynamic cell cycle analysis of Ba/F3-cells retrovirally infected with MigNPM-ALK and 

pLMPmiRmNIPA or pLMPmiRctrl, after 1 h incubation with EdU and staining with FxCycle  Violet. 
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1.2 Supplementary Figure 2 

 
 

 

•  LckCreTG/wtNipawt/wt MSNAIE (n=13; WBC: n=9) 

Δ  LckCreTG/wtNipaflox/flox MSNAIE (n=14; WBC/ BM/ PB: 
n=8) 

 

 

Supplementary Figure 2.  

A) Retroviral construct MSNAIE (MSCV-STOP-NPM-ALK-IRES-EGFP).  
B) Organ weight of spleen, thymus and mediastinal lymph nodes and white blood count of  mice 

transplanted with LckCreTG/wtNipawt/wt MSNAIE and LckCreTG/wtNipaflox/flox MSNAIE bone 
marrow at death. Mean weight shown of LckCreTG/wtNipawt/wt MSNAIE thymus  (n=18), spleen 
(n=19), mediastinal LNs (n=14), WBC (n=15) and LckCreTG/wtNipaflox/flox MSNAIE thymus 
(n=16), spleen (n=16), mediastinal LNs (n=10), WBC (n-=4). p>0.05.  

C) Infiltration of lymphatic organs, peripheral blood and bone marrow measured by EGFP- 
positivity in mice transplanted with LckCreTG/wtNipawt/wt MSNAIE and LckCreTG/wtNipaflox/flox 
MSNAIE bone marrow at death. Frequency shown of LckCreTG/wtNipawt/wt MSNAIE thymus 
(n=13), mediastinal LNs (n=11), spleen (n=13) and LckCreTG/wtNipaflox/flox MSNAIE thymus 
(n=14), mediastinal LNs (n=8), spleen (n=14), bone marrow (n=8), peripheral blood (n=8), 
bone marrow (n=12), peripheral blood (n=9). p>0.05. 
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1.3 Supplementary Figure 3 

 

 

 

 

 

 

 

Supplementary Figure 3.  

A) Western blot analysis for STAT3, AKT, ERK1/2 and their phosphorylation status. Primary 
Mefs (Nipako/ko MEFs retrovirally infected with pBABE-puroRNipa or pBABE-puroRempty vector 
and MigNPM-ALK or Migempty vector), Karpas299 (retrovirally infected with pLMPmiRhNIPA or 
pLMPmiRctrl) and lymphoma mouse tissue (Thymus of LckCreTG/wtNipawt/wt MSNAIE and 
LckCreTG/wtNipaflox/flox MSNAIE transplanted mice) was used for analysis.  

B) Representative flow cytometry isotype controls for "LSK" subpopulation in EGFP+ thymic 
cells of LckCreTG/wtNipawt/wt and LckCreTG/wtNipafoxl/flox MSNAIE transplanted mice. EGFP+ 

Lineage- DN cells are stained for cKIT and SCA1. *p<0.05; **p<0.01; ***p<0.001. Data are 
represented as mean ± SD. 
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