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Supplementary Table 1. Genes analyzed and primer sequences used for RT-qPCR.
	Gene name
	Locus
	Forward primer (5’-3’)
	Reverse primer (5’-3’)

	Proteinase inhibitor II (PIN2)
	NM_001247698.1
	TGCCAAGGCTTGTACTAGAGAATG
	CTTATAGCCTGAGCAACAATTGATG

	Beta-1,3-glucanase A (GluA)
	NM_001247869.2
	ACTTTTCAAGCAACAAGGGCTAA
	GAATCCACAAGGGCATCGAA

	Pathogenesis-related protein 1 (PR1)
	NM_001247429.1
	AACCTAGCTGCCGCTTTCC
	TCTCATCAACCCACATCTTCACA

	1-aminocyclopropane-1-carboxylate oxidase 1 (ACO1)
	NM_001247095.2
	GAGCCAAGATTTGAAGCAATGA
	GAATTGGGATCTAAGCACTTGCA

	Pathogenesis-related genes transcriptional activator (PTI5)
	NM_001247058.2
	GCGATTCGGCTAGACATGGT
	GCAGCTTCTTCAGCAGTTTCG

	Lipoxygenase A (Lox1.1)
	NM_001247927.2
	GTGGAAGGAAGTCCGAGAAGTG
	TGGGACGATTTGGGAGGTAA

	Polygalacturonase inhibitor protein (PGIP)
	NM_001330726
	CCAACCGGATAAATGCTCTCA
	CGGAATTTGGCCGGAGATAT

	Actin-7
	NM_001308447.1
	CGTACAACTGGTATTGTGTTGG
	CGGTGAGGATCTTCATCAGGT

	Ubiquitin
	NM_001345879.1
	CAAGACATTGACAGGGAAGAC
	CCACCTCTAAGGCGAAGAAC

	Tubulin beta chain
	XM_004240343
	TCTCATTCCTTTCCCCCGTCTCC
	CATCTGCTCATCAACTTCCTTGGTGC

	Glyceraldehyde-3-phosphate dehydrogenase A
	XM_004236801  
	CTGCTCTCTCAGTAGCCAACAC
	CTTCCTCCAATAGCAGAGGTTT














Supplementary Figure 1. Transcriptional stability of four different candidate endogenous reference genes (Actin-7, Ubiquitin, Tubulin beta chain and Glyceraldehyde-3-phosphate dehydrogenase A - GAPDH) across ten different cDNA samples representative of each experimental condition.

	Sample
	Treatment
	Actin 
(Ct values)
	Ubiquitin 
(Ct values)
	Tubulin
(Ct values)
	GAPDH
(Ct values)

	1
	Control, 48hpt
	20.4033
	22.17011
	21.69557
	15.67875

	4
	Pep4, 48hpt
	20.50684
	22.19052
	21.91979
	15.56273

	7
	Control+mock, 6hpi
	20.54813
	22.85227
	25.20161
	16.84517

	10
	Control+Inf., 6hpi
	20.14689
	22.39856
	24.89786
	16.37898

	13
	Pep4+mock, 6hpi
	20.88157
	23.07317
	25.17737
	16.81327

	16
	Pep4+Inf., 6hpi
	19.81329
	22.25773
	24.72934
	16.44251

	20
	Control+mock, 24hpi
	20.28778
	22.02772
	25.09817
	16.40279

	22
	Control+Inf., 24hpi
	19.91173
	20.26717
	26.53268
	18.90939

	25
	Pep4+mock, 24hpi
	20.17453
	21.9249
	25.22546
	16.15486

	28
	Pep4+Inf., 24hpi
	20.26791
	20.51674
	26.47465
	18.9706

	
	
	
	
	
	

	
	Average Ct value
	20.29
	21.97
	24.70
	16.82

	
	SD
	0.31
	0.90
	1.64
	1.19








[bookmark: OLE_LINK1]Supplementary Figure 2. Efficacy of Trichogin-derived peptides at 100 µM. Treatments were performed on Solanum lycopersicum cv. Marmande leaves 48 h before B. cinerea B05.10 inoculation. Treatments and pathogen inoculations were performed on the same (abaxial) leaf surface. Data are the mean ± SEM (n=12). Statistical analysis was performed by unpaired t-test by comparing 100 µM data to 50 µM data from Figure 1, and considered significant at P<0.05. n.s., not significant. 
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Supplementary Figure 3. Disease severity 24 h after spray inoculation of B. cinerea conidia on plants used for RNA extraction. Pep 4 treatments (50 µM + Silwet L77 AG 0.01%) were performed on 2-weeks-old plants 48 h before B. cinerea B05.10 spray inoculation. Peptide treatment and pathogen inoculation were performed on the same (adaxial) leaf surface. Disease severity was quantified as the number of necrotic spots visible on the adaxial leaf surfaces 24 h after pathogen inoculation, just before freezing in liquid nitrogen for RNA extraction. Data are shown as mean ± SEM (n=3 plants). Statistical analysis was performed by unpaired t-test. *, statistically significant at P<0.05. 

*




Nr. of necrotic spots	2.2200000000000002	3.65	2.2200000000000002	3.65	Control 	Pep 4	27.33	10	
Nr. of necrotic spots



Actin	1	4	7	10	13	16	20	22	25	28	20.403301239013672	20.506843566894531	20.548128128051758	20.146894454956055	20.881570816040039	19.813291549682617	20.287776947021484	19.911727905273438	20.174533843994141	20.267910003662109	Ubiquitin	1	4	7	10	13	16	20	22	25	28	22.170112609863281	22.190515518188477	22.852266311645508	22.3985595703125	23.073169708251953	22.257730484008789	22.027721405029297	20.267166137695313	21.924901962280273	20.516735076904297	Tubulin	1	4	7	10	13	16	20	22	25	28	21.695571899414063	21.91978645324707	25.201610565185547	24.897859573364258	25.177371978759766	24.729343414306641	25.098167419433594	26.532684326171875	25.225461959838867	26.474647521972656	GAPDH	1	4	7	10	13	16	20	22	25	28	15.678753852844238	15.562725067138672	16.845172882080078	16.378982543945313	16.813270568847656	16.442508697509766	16.402786254882813	18.909391403198242	16.154863357543945	18.970596313476563	Sample

Ct value



0.32800000000000001	1.3360000000000001	1.33	1.4850000000000001	1.79	1.2410000000000001	1.7	0.92200000000000004	1.42	1.173	1.5	0.8	1.038	0.32800000000000001	1.3360000000000001	1.33	1.4850000000000001	1.79	1.2410000000000001	1.7	0.92200000000000004	1.42	1.173	1.5	0.8	1.038	Control	Pep 4r 50µM	Pep 4r 100µM	Pep 4 50µM	Pep 4 100µM	Pep K9 50µM	Pep K9 100µM	Pep 5 50µM	Pep 5 100µM	Pep 6r 50µM	Pep 6r 100µM	Pep 6 50µM	Pep 6 100µM	12.958333333333334	6.458333333333333	6.083333333333333	7.041666666666667	4.916666666666667	5.333333333333333	5.416666666666667	9.0416666666666661	9.7916666666666661	11.25	12.125	10.583333333333334	11.208333333333334	
Lesion diameter (mm)



4

3

image1.jpeg
’ frontiers




