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Figure S1. Length distribution of unigenes in C. dieckmanni. The histogram bars represent the
numbers of unigenes in each length category.
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Figure S2. Venn diagrams of genes that were annotated in NR, Swiss-Port, KEGG and COG/KOG
databases.
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W 40.93%-Dendhroctonus ponderosae

W 14.13%-Anoplophora glabripennis

W 5.01%-Tribolium castaneum

W 4.68%-Lasius niger

W 2.51%-Aethina tumida

W /.24%-Aedes aegypti
1.12%-Stegodvphus mimosarum

W /.08%-Amyelois transitella

B /.07%-Acyrthosiphon pisum

W /.06%-Agrilus planipennis

W 27.17%-Other species

Figure S3. Species distribution of annotated genes in the Nr database.
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Figure S4. Gene Ontology (GO) classifications of C. dieckmann
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A:RNA processing and modification
B:Chromatin structure and dynamics
5000 C:Energy production and conversion
D:Cell cycle control, cell division, chrom-
osome partitioning
E:Amino acid transport and metabolism
F:Nucleotide transport and metabolism
G:Carbohydrate transport and metabolism
H:Coenzyme transport and metabolism
4000 L:Lipid transport and metabolism
J:Translation. ribosomal structure and
biogenesis
K:Transcription
L:Replication, recombination and repair
M:Cell wall/membrane/envelope biogenesis
N:Cell motility

O:Posttranslational modification, protein
3000
turnover, chaperones
P:Inorganic ion transport and metabolism
Q:Secondary metabolites biosynthesis, tra-
nsport and catabolism
R:General function prediction only
S:Function unknown

T:Signal transduction mechanisms
2000 U:Intracellular trafficking, secretion, and
vesicular transport
V:Defense mechanisms
W:Extracellular structures
Y:Nuclear structure
Z:Cytoskeleton
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Figure SS. Karyotic Orthologous Groups classification of C. dieckmanni unigenes.
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