[bookmark: _Hlk77340001][bookmark: _Hlk77159084]The RNA sequencing data of 495 PRAD patients was obtained from The Cancer Genome Atlas (TCGA, https://portal.gdc.cancer.gov) with gene IDs converted from Ensembl ID to gene symbol matrix. The FPKM gene expression profile was measured experimentally using the Illumina HiSeq 2000 RNA Sequencing platform by the University of North Carolina TCGA genome characterization center. Level 3 data was downloaded from TCGA data coordination center, with available clinicopathological and survival data.

 In addition, the phenotypic and clinical data of 495 PRAD patients were obtained from TCGA training cohort  

[bookmark: _GoBack]A total of 770 genes were downloaded from The nCounter® PanCancer Immune Profiling panel (https://www.nanostring.com/products/ncounter-assays-panels/oncology/pancancer-immune-profiling/) and 758 immune genes were matched in TCGA database for further analysis[1].
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