
Supplementary Figure 11. Phylogenetic tree of plant taxa based on IMDH protein sequences.
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XP_024184506.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like_isoform_X1__Rosa_chinensis_

KVI11184.1_Isocitrate_and_isopropylmalate_dehydrogenase_family__Cynara_cardunculus_var._scolymus_

ONI16361.1_hypothetical_protein_PRUPE_3G094300__Prunus_persica_

NP_174403.1_isopropylmalate_dehydrogenase_3__Arabidopsis_thaliana_

AQK47426.1_isopropylmalate_dehydrogenase3__Zea_mays_

XP_020103700.1_3-isopropylmalate_dehydrogenase__chloroplastic-like_isoform_X2__Ananas_comosus_

XP_020180272.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Aegilops_tauschii_subsp._tauschii_

CBC92330.1_unnamed_protein_product__Arabidopsis_thaliana_

XP_002893911.1_3-isopropylmalate_dehydrogenase_1__chloroplastic_isoform_X1__Arabidopsis_lyrata_subsp._lyrata_

XP_020225884.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Cajanus_cajan_

AAM64894.1_3-methyladenine_DNA_glycosylase__putative__Arabidopsis_thaliana_

XP_008454199.1_PREDICTED__3-isopropylmalate_dehydrogenase__chloroplastic-like__Cucumis_melo_

PHU01968.1_3-isopropylmalate_dehydrogenase__chloroplastic__Capsicum_chinense_

CAW89943.1_unnamed_protein_product__Arabidopsis_thaliana_

AAX12863.1_At5g14200__Arabidopsis_thaliana_

sp_Q9SA14.2_LEU33_ARATH_RecName__Full_3-isopropylmalate_dehydrogenase_3__chloroplastic__Short_3-IPM-DH_3__Short_AtIMDH2__Short_AtIMDH3__Short_IMDH_3__AltName__Full_Beta-IPM_dehydrogenase_3

RZB78854.1_3-isopropylmalate_dehydrogenase__chloroplastic__Glycine_soja_

XP_027925865.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Vigna_unguiculata_

XP_021738443.1_3-isopropylmalate_dehydrogenase__chloroplastic-like_isoform_X2__Chenopodium_quinoa_

PWZ39777.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Zea_mays_

XP_020876336.1_3-isopropylmalate_dehydrogenase_3__chloroplastic_isoform_X1__Arabidopsis_lyrata_subsp._lyrata_

AAL67125.1_AT5g14200_MUA22_20__Arabidopsis_thaliana_

ABF97968.1_3-isopropylmalate_dehydrogenase_2__chloroplast_precursor__putative__expressed__Oryza_sativa_Japonica_Group_

ACG36652.1_3-isopropylmalate_dehydrogenase_2__Zea_mays_

KFK25652.1_hypothetical_protein_AALP_AA8G142100__Arabis_alpina_

P_maker-scf7180005512074-exonerate_protein2genome-gene-0.0-mRNA-1

PIM99558.1_3-isopropylmalate_dehydrogenase__Handroanthus_impetiginosus_

XP_020586440.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Phalaenopsis_equestris_

GAY42296.1_hypothetical_protein_CUMW_065720__Citrus_unshiu_

PAN40844.1_hypothetical_protein_PAHAL_7G345900__Panicum_hallii_

THU50421.1_hypothetical_protein_C4D60_Mb06t20030__Musa_balbisiana_

XP_022948488.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__Cucurbita_moschata_

XP_021628571.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__Manihot_esculenta_

RLM73398.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__Panicum_miliaceum_

AAU90074.1_At5g14200__Arabidopsis_thaliana_

XP_028782690.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Prosopis_alba_

PSR96056.1_3-isopropylmalate_dehydrogenase__Actinidia_chinensis_var._chinensis_

EAY91242.1_hypothetical_protein_OsI_12854__Oryza_sativa_Indica_Group_

XP_008372684.2_LOW_QUALITY_PROTEIN__3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Malus_domestica_

XP_024966503.1_3-isopropylmalate_dehydrogenase__chloroplastic_isoform_X2__Cynara_cardunculus_var._scolymus_

XP_022714763.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like_isoform_X1__Durio_zibethinus_

XP_015075676.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__Solanum_pennellii_

NP_001149749.1_3-isopropylmalate_dehydrogenase_2__Zea_mays_

XP_012455045.1_PREDICTED__3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Gossypium_raimondii_

KJB70648.1_hypothetical_protein_B456_011G085100__Gossypium_raimondii_

XP_013694410.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Brassica_napus_

EFH47866.1_hypothetical_protein_ARALYDRAFT_488253__Arabidopsis_lyrata_subsp._lyrata_

CBD11202.1_unnamed_protein_product__Oryza_sativa_Japonica_Group_

XP_009624710.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Nicotiana_tomentosiformis_

BAT91463.1_hypothetical_protein_VIGAN_07006100__Vigna_angularis_var._angularis_

XP_008228749.1_PREDICTED__3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Prunus_mume_

PWZ43791.1_3-isopropylmalate_dehydrogenase__chloroplastic__Zea_mays_

XP_007215476.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Prunus_persica_

XP_013619265.1_PREDICTED__3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Brassica_oleracea_var._oleracea_

NP_196924.1_isopropylmalate_dehydrogenase_1__Arabidopsis_thaliana_

ONK54997.1_uncharacterized_protein_A4U43_UnF8790__Asparagus_officinalis_

PWA40632.1_Isocitrate_and_isopropylmalate_dehydrogenase_family__Artemisia_annua_

AFK35636.1_unknown__Medicago_truncatula_

CAX04878.1_unnamed_protein_product__Zea_mays_

OMO68033.1_Isocitrate_and_isopropylmalate_dehydrogenases_family__Corchorus_capsularis_

XP_012856699.1_PREDICTED__LOW_QUALITY_PROTEIN__3-isopropylmalate_dehydrogenase_2__chloroplastic__Erythranthe_guttata_

KRH28824.1_hypothetical_protein_GLYMA_11G079000__Glycine_max_

XP_011073370.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Sesamum_indicum_

XP_012455047.1_PREDICTED__3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Gossypium_raimondii_

KOM44647.1_hypothetical_protein_LR48_Vigan05g225200__Vigna_angularis_

GAY42297.1_hypothetical_protein_CUMW_065720__Citrus_unshiu_

XP_021970683.1_3-isopropylmalate_dehydrogenase__chloroplastic__Helianthus_annuus_

EPS71083.1_3-isopropylmalate_dehydrogenase__partial__Genlisea_aurea_

XP_010938756.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Elaeis_guineensis_

KAA0044462.1_3-isopropylmalate_dehydrogenase__Cucumis_melo_var._makuwa_

KJB70649.1_hypothetical_protein_B456_011G085100__Gossypium_raimondii_

XP_028802089.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Prosopis_alba_

AES68231.1_3-isopropylmalate_dehydrogenase__Medicago_truncatula_

XP_022714764.1_3-isopropylmalate_dehydrogenase__chloroplastic-like_isoform_X2__Durio_zibethinus_

TKY48039.1_3-isopropylmalate_dehydrogenase_2__Spatholobus_suberectus_

KFK42439.1_hypothetical_protein_AALP_AA2G256600__Arabis_alpina_

XP_004486631.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__Cicer_arietinum_

RID75367.1_hypothetical_protein_BRARA_B02414__Brassica_rapa_

XP_006344159.1_PREDICTED__3-isopropylmalate_dehydrogenase__chloroplastic-like__Solanum_tuberosum_

KRH23613.1_hypothetical_protein_GLYMA_13G367900__Glycine_max_

XP_028190195.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__Glycine_soja_

CAW89952.1_unnamed_protein_product__Oryza_sativa_Japonica_Group_

sp_Q9FMT1.1_LEU31_ARATH_RecName__Full_3-isopropylmalate_dehydrogenase_1__chloroplastic__Short_3-IPM-DH_1__Short_AtIMDH1__Short_IMDH_1__AltName__Full_Beta-IPM_dehydrogenase_1__AltName__Full_Isopropylmalate_dehydrogenase_1

TMW91380.1_hypothetical_protein_EJD97_014409__Solanum_chilense_

KAF5759550.1_putative_3-isopropylmalate_dehydrogenase__Helianthus_annuus_

XP_015633256.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Oryza_sativa_Japonica_Group_

ESW22792.1_hypothetical_protein_PHAVU_005G181600g__Phaseolus_vulgaris_

ACU21053.1_unknown__Glycine_max_

CBC92357.1_unnamed_protein_product__Zea_mays_

XP_010452712.1_PREDICTED__3-isopropylmalate_dehydrogenase__chloroplastic-like_isoform_X1__Camelina_sativa_

KRH09689.1_hypothetical_protein_GLYMA_15G005400__Glycine_max_

XP_025611175.1_3-isopropylmalate_dehydrogenase__chloroplastic__Arachis_hypogaea_
XP_025671315.1_3-isopropylmalate_dehydrogenase__chloroplastic__Arachis_hypogaea_

XP_024966499.1_3-isopropylmalate_dehydrogenase__chloroplastic_isoform_X1__Cynara_cardunculus_var._scolymus_

CBC92311.1_unnamed_protein_product__Arabidopsis_thaliana_

CBD11214.1_unnamed_protein_product__Arabidopsis_thaliana_

EFH65546.1_hypothetical_protein_ARALYDRAFT_895936__Arabidopsis_lyrata_subsp._lyrata_

CBD34895.1_unnamed_protein_product__Glycine_max_

OMP03946.1_Isocitrate_and_isopropylmalate_dehydrogenases_family__Corchorus_olitorius_

XP_021738442.1_3-isopropylmalate_dehydrogenase__chloroplastic-like_isoform_X1__Chenopodium_quinoa_

KAB8092847.1_hypothetical_protein_EE612_019369__partial__Oryza_sativa_

RZB62316.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Glycine_soja_

XP_025824002.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__Panicum_hallii_

pdb_3R8W_A_Chain_A__3-isopropylmalate_Dehydrogenase_2__Chloroplastic

XP_028779219.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Prosopis_alba_

XP_021844378.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__Spinacia_oleracea_

EAZ27992.1_hypothetical_protein_OsJ_11956__Oryza_sativa_Japonica_Group_

OAP13330.1_IPMDH1__Arabidopsis_thaliana_

CBI23872.3_unnamed_protein_product__partial__Vitis_vinifera_

VDD23818.1_unnamed_protein_product__Brassica_oleracea_

EOA19327.1_hypothetical_protein_CARUB_v10003397mg__Capsella_rubella_

PUZ49613.1_hypothetical_protein_GQ55_7G340200__Panicum_hallii_var._hallii_

XP_021731756.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Chenopodium_quinoa_

CAX04858.1_unnamed_protein_product__Oryza_sativa_Japonica_Group_

TKW23760.1_hypothetical_protein_SEVIR_3G008000v2__Setaria_viridis_

CAX04854.1_unnamed_protein_product__Arabidopsis_thaliana_

TYK29589.1_3-isopropylmalate_dehydrogenase__Cucumis_melo_var._makuwa_

ACG41069.1_3-isopropylmalate_dehydrogenase_2__Zea_mays_

KRH28823.1_hypothetical_protein_GLYMA_11G079000__Glycine_max_

XP_010453537.1_PREDICTED__3-isopropylmalate_dehydrogenase_3__chloroplastic_isoform_X1__Camelina_sativa_

KJB70644.1_hypothetical_protein_B456_011G085100__Gossypium_raimondii_

FW_maker-scf7180001652446-exonerate_protein2genome-gene-0.0-mRNA-1

XP_024184507.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like_isoform_X2__Rosa_chinensis_

NP_001322636.1_isopropylmalate_dehydrogenase_3__Arabidopsis_thaliana_

PRQ50495.1_putative_3-isopropylmalate_dehydrogenase__Rosa_chinensis_

XP_020250563.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Asparagus_officinalis_

XP_010063537.1_PREDICTED__3-isopropylmalate_dehydrogenase__chloroplastic__Eucalyptus_grandis_

XP_017424101.1_PREDICTED__3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Vigna_angularis_

XP_013694417.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__partial__Brassica_napus_

CDY37603.1_BnaA02g19670D__Brassica_napus_

CAX04864.1_unnamed_protein_product__Arabidopsis_thaliana_

RCV14791.1_hypothetical_protein_SETIT_3G006600v2__Setaria_italica_

CAW89965.1_unnamed_protein_product__Arabidopsis_thaliana_

XP_028204655.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Glycine_soja_

BAB08299.1_3-isopropylmalate_dehydrogenase__Arabidopsis_thaliana_

XP_008799875.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Phoenix_dactylifera_

CBD11194.1_unnamed_protein_product__Arabidopsis_thaliana_

pdb_3R8W_B_Chain_B__3-isopropylmalate_Dehydrogenase_2__Chloroplastic

NP_001150956.2_uncharacterized_protein_LOC100284589__Zea_mays_

BAF12721.1_Os03g0655700__Oryza_sativa_Japonica_Group_

PKA64054.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Apostasia_shenzhenica_

CDM80073.1_unnamed_protein_product__Triticum_aestivum_

XP_024966502.1_3-isopropylmalate_dehydrogenase__chloroplastic_isoform_X1__Cynara_cardunculus_var._scolymus_

SPT21149.1_unnamed_protein_product__Triticum_aestivum_

BAJ90152.1_predicted_protein__Hordeum_vulgare_subsp._vulgare_

XP_010691069.1_PREDICTED__3-isopropylmalate_dehydrogenase__chloroplastic__Beta_vulgaris_subsp._vulgaris_

XP_009795445.1_PREDICTED__3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Nicotiana_sylvestris_

CAW89939.1_unnamed_protein_product__Arabidopsis_thaliana_

XP_012455046.1_PREDICTED__3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Gossypium_raimondii_

ONI16362.1_hypothetical_protein_PRUPE_3G094300__Prunus_persica_

CAA42596.1_3-isopropylmalate_dehydrogenase__Brassica_napus_

AED91997.1_isopropylmalate_dehydrogenase_1__Arabidopsis_thaliana_

KHN44202.1_3-isopropylmalate_dehydrogenase__chloroplastic__Glycine_soja_

EFH70170.1_hypothetical_protein_ARALYDRAFT_473708__Arabidopsis_lyrata_subsp._lyrata_

KJB70643.1_hypothetical_protein_B456_011G085100__Gossypium_raimondii_

XP_022998344.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__Cucurbita_maxima_

XP_006650366.1_PREDICTED__3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Oryza_brachyantha_

TEY86735.1_3-isopropylmalate_dehydrogenase__Salvia_splendens_

XP_014498460.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Vigna_radiata_var._radiata_

sp_P93832.1_LEU32_ARATH_RecName__Full_3-isopropylmalate_dehydrogenase_2__chloroplastic__Short_3-IPM-DH_2__Short_AtIMDH2__Short_AtIMDH3__Short_IMDH_2__AltName__Full_Beta-IPM_dehydrogenase_2__AltName__Full_Isopropylmalate_dehydrogenase_2

XP_006286429.1_3-isopropylmalate_dehydrogenase_3__chloroplastic_isoform_X1__Capsella_rubella_

XP_002276384.2_PREDICTED__3-isopropylmalate_dehydrogenase__chloroplastic__Vitis_vinifera_

WH_maker-scf7180000954179-exonerate_protein2genome-gene-0.0-mRNA-1

XP_009128415.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Brassica_rapa_

BAH20196.1_AT5G14200__Arabidopsis_thaliana_

PHT67311.1_3-isopropylmalate_dehydrogenase__chloroplastic__Capsicum_annuum_

PWZ43790.1_hypothetical_protein_Zm00014a_017251__Zea_mays_

CBD11242.1_unnamed_protein_product__Zea_mays_

XP_002447363.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Sorghum_bicolor_

XP_004289754.1_PREDICTED__3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Fragaria_vesca_subsp._vesca_

XP_022874497.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__Olea_europaea_var._sylvestris_

RDY13697.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__partial__Mucuna_pruriens_

CBC92307.1_unnamed_protein_product__Arabidopsis_thaliana_

EES11691.1_hypothetical_protein_SORBI_3006G275800__Sorghum_bicolor_

XP_007150798.1_hypothetical_protein_PHAVU_005G181600g__Phaseolus_vulgaris_

CBC92326.1_unnamed_protein_product__Arabidopsis_thaliana_

KMZ75069.1_3-isopropylmalate_dehydrogenase__Zostera_marina_

XP_022874498.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__Olea_europaea_var._sylvestris_

XP_024022497.1_3-isopropylmalate_dehydrogenase__chloroplastic__Morus_notabilis_

XP_012455048.1_PREDICTED__3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Gossypium_raimondii_

pdb_3R8W_D_Chain_D__3-isopropylmalate_Dehydrogenase_2__Chloroplastic

CAX04862.1_unnamed_protein_product__Arabidopsis_thaliana_

XP_015933610.1_3-isopropylmalate_dehydrogenase__chloroplastic__Arachis_duranensis_

CAW89960.1_unnamed_protein_product__Arabidopsis_thaliana_

AW_maker-scf7180005693121-exonerate_protein2genome-gene-0.0-mRNA-1

PWA46937.1_Isocitrate_and_isopropylmalate_dehydrogenase_family__Artemisia_annua_

XP_006593436.1_uncharacterized_protein_LOC100793433_isoform_X1__Glycine_max_

XP_003597980.1_3-isopropylmalate_dehydrogenase__chloroplastic__Medicago_truncatula_

AED91999.1_isopropylmalate_dehydrogenase_1__Arabidopsis_thaliana_

BAJ91934.1_predicted_protein__Hordeum_vulgare_subsp._vulgare_

XP_011457816.1_PREDICTED__3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Fragaria_vesca_subsp._vesca_

PKI32780.1_hypothetical_protein_CRG98_046828__Punica_granatum_

AEE31326.1_isopropylmalate_dehydrogenase_3__Arabidopsis_thaliana_

XP_024966501.1_3-isopropylmalate_dehydrogenase__chloroplastic_isoform_X1__Cynara_cardunculus_var._scolymus_

XP_009128416.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Brassica_rapa_

XP_009405375.1_PREDICTED__3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Musa_acuminata_subsp._malaccensis_

PHT26483.1_3-isopropylmalate_dehydrogenase__chloroplastic__Capsicum_baccatum_

KGN52920.1_hypothetical_protein_Csa_015202__Cucumis_sativus_

XP_016433562.1_PREDICTED__3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Nicotiana_tabacum_

KHN22421.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Glycine_soja_

pdb_3R8W_C_Chain_C__3-isopropylmalate_Dehydrogenase_2__Chloroplastic

EXB29708.1_3-isopropylmalate_dehydrogenase__Morus_notabilis_

CBC92319.1_unnamed_protein_product__Oryza_sativa_Japonica_Group_

QCE08835.1_3-isopropylmalate_dehydrogenase__Vigna_unguiculata_

XP_003580860.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Brachypodium_distachyon_

CDP07926.1_unnamed_protein_product__Coffea_canephora_

CAX04852.1_unnamed_protein_product__Arabidopsis_thaliana_

CBD11190.1_unnamed_protein_product__Arabidopsis_thaliana_

XP_011652988.1_3-isopropylmalate_dehydrogenase__chloroplastic__Cucumis_sativus_

EMS57077.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Triticum_urartu_

XP_002889287.1_3-isopropylmalate_dehydrogenase_2__chloroplastic_isoform_X1__Arabidopsis_lyrata_subsp._lyrata_

AEE36420.1_isopropylmalate_dehydrogenase_2__Arabidopsis_thaliana_

OAY36953.1_hypothetical_protein_MANES_11G062800__Manihot_esculenta_

AAF27137.1_putative_3-isopropylmalate_dehydrogenase__30797-28504__Arabidopsis_thaliana_

sp_P29102.1_LEU3_BRANA_RecName__Full_3-isopropylmalate_dehydrogenase__chloroplastic__Short_3-IPM-DH__Short_IMDH__AltName__Full_Beta-IPM_dehydrogenase__Flags__Precursor

KAF4397044.1_hypothetical_protein_G4B88_008890__Cannabis_sativa_

XP_022153420.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Momordica_charantia_

OAO93822.1_IMD1__Arabidopsis_thaliana_

AAD21684.1_Strong_similarity_to_gb_X59970_3-isopropylmalate_dehydrogenase__IMDH__from_Brassica_napus._EST_gb_F14478_comes_from_this_gene__Arabidopsis_thaliana_

NP_001303020.1_3-isopropylmalate_dehydrogenase__chloroplastic__Brassica_napus_

XP_023525901.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__Cucurbita_pepo_subsp._pepo_

XP_028059394.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__Camellia_sinensis_

NP_001242236.1_uncharacterized_protein_LOC100793433__Glycine_max_

XP_028798273.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Prosopis_alba_

XP_010492219.1_PREDICTED__3-isopropylmalate_dehydrogenase_3__chloroplastic_isoform_X1__Camelina_sativa_

ANM60340.1_isopropylmalate_dehydrogenase_3__Arabidopsis_thaliana_

XP_003537647.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Glycine_max_

XP_020103699.1_3-isopropylmalate_dehydrogenase__chloroplastic-like_isoform_X1__Ananas_comosus_

XP_022015748.1_3-isopropylmalate_dehydrogenase__chloroplastic__Helianthus_annuus_

XP_004238906.1_3-isopropylmalate_dehydrogenase__chloroplastic__Solanum_lycopersicum_

CBD34889.1_unnamed_protein_product__Arabidopsis_thaliana_

RID75368.1_hypothetical_protein_BRARA_B02415__Brassica_rapa_

PAN40845.1_hypothetical_protein_PAHAL_7G345900__Panicum_hallii_

XP_028188914.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Glycine_soja_

ACF17658.1_putative_3-isopropylmalate_dehydrogenase_large_subunit__Capsicum_annuum_

CAW89997.1_unnamed_protein_product__Zea_mays_

RV_maker-scf7180000728235-exonerate_protein2genome-gene-0.0-mRNA-1

RZB84800.1_3-isopropylmalate_dehydrogenase__chloroplastic__Glycine_soja_

KNA14017.1_hypothetical_protein_SOVF_111300__Spinacia_oleracea_

ACU23473.1_unknown__Glycine_max_

GAY42295.1_hypothetical_protein_CUMW_065720__Citrus_unshiu_

VDC89476.1_unnamed_protein_product__Brassica_rapa_

AAP50991.1_putative_3-isopropylmalate_dehydrogenase__Oryza_sativa_Japonica_Group_

XP_022553818.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Brassica_napus_
CDY38678.1_BnaC02g23010D__Brassica_napus_

XP_015871557.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Ziziphus_jujuba_

KMT00606.1_hypothetical_protein_BVRB_9g219010__Beta_vulgaris_subsp._vulgaris_

NP_001031880.1_isopropylmalate_dehydrogenase_1__Arabidopsis_thaliana_

EOA34804.1_hypothetical_protein_CARUB_v10022382mg__Capsella_rubella_

XP_004959989.1_3-isopropylmalate_dehydrogenase__chloroplastic__Setaria_italica_

QHN94568.1_3-isopropylmalate_dehydrogenase__Arachis_hypogaea_

XP_021807837.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__Prunus_avium_

NP_001311666.1_3-isopropylmalate_dehydrogenase_2__chloroplastic-like__Capsicum_annuum_

KAF4367400.1_hypothetical_protein_F8388_025818__Cannabis_sativa_

XP_020890386.1_3-isopropylmalate_dehydrogenase_2__chloroplastic_isoform_X2__Arabidopsis_lyrata_subsp._lyrata_

RHN76570.1_putative_3-isopropylmalate_dehydrogenase__Medicago_truncatula_

KCW70773.1_hypothetical_protein_EUGRSUZ_F03933__Eucalyptus_grandis_

CDM80086.1_unnamed_protein_product__Triticum_aestivum_

KQJ85415.1_hypothetical_protein_BRADI_5g26890v3__Brachypodium_distachyon_

XP_003547607.1_3-isopropylmalate_dehydrogenase_2__chloroplastic__Glycine_max_

PLY76416.1_hypothetical_protein_LSAT_8X105360__Lactuca_sativa_

RLM64953.1_3-isopropylmalate_dehydrogenase__chloroplastic-like__Panicum_miliaceum_

KYP56772.1_hypothetical_protein_KK1_003019__Cajanus_cajan_

XP_010420047.1_PREDICTED__3-isopropylmalate_dehydrogenase_3__chloroplastic_isoform_X2__Camelina_sativa_

BAS85554.1_Os03g0655700__partial__Oryza_sativa_Japonica_Group_

ABG25063.1_At1g31180__Arabidopsis_thaliana_

RAL45258.1_hypothetical_protein_DM860_014668__Cuscuta_australis_

NP_178171.1_isopropylmalate_dehydrogenase_2__Arabidopsis_thaliana_

CBD11210.1_unnamed_protein_product__Arabidopsis_thaliana_

KAF5803515.1_putative_3-isopropylmalate_dehydrogenase__Helianthus_annuus_

ONM15574.1_isopropylmalate_dehydrogenase2__Zea_mays_
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