Supplementary Table 1 Key genes for different types of trichome development
	Gene name
	Function
	Species
	References

	GIS
	Positive regulation of trichome fate determination and initiation; Negatively regulate the branching of trichome
	Arabidopsis thaliana
	(Guan et al., 2007) (Yan et al., 2014)

	GIS2
	Positive regulation of trichome fate determination and initiation; Positively regulates trichome elongation and maturation
	Arabidopsis thaliana
	(Sun et al., 2015a)

	GIS3
	Positive regulation of trichome fate determination and initiation
	Arabidopsis thaliana
	(Sun et al., 2015a)

	ZFP1
	Positive regulation of trichome fate determination and initiation
	Arabidopsis thaliana
	(Sun et al., 2015a;Xie et al., 2019;Zhang et al., 2020)

	ZFP5
	Positive regulation of trichome fate determination and initiation
	Arabidopsis thaliana
	(Zhou et al., 2011;Zhou et al., 2012)

	ZFP6
	Positive regulation of trichome fate determination and initiation
	Arabidopsis thaliana
	(Zhou et al., 2013)

	ZFP8
	Positive regulation of trichome fate determination and initiation; Positively regulates trichome elongation and maturation
	Arabidopsis thaliana
	(Zhou et al., 2011;Zhou et al., 2012)

	GL1
	Positive regulation of trichome fate determination and initiation
	Arabidopsis thaliana
	(Ram et al., 2015)

	GL3
	Positive regulation of trichome fate determination and initiation; Negatively regulate the branching of trichome; Positively regulates trichome elongation and maturation
	Arabidopsis thaliana
	(Hung et al., 2020)

	EGL3
	Positive regulation of trichome fate determination and initiation; Positively regulates trichome elongation and maturation
	Arabidopsis thaliana
	(Hung et al., 2020)

	TTG1
	Positive regulation of trichome fate determination and initiation; Positively regulates trichome elongation and maturation
	Arabidopsis thaliana
	(Jose et al., 2018;Hung et al., 2020)

	SAD2
	Positive regulation of trichome fate determination and initiation
	Arabidopsis thaliana
	(Du et al., 2018)

	GL2
	Positive regulation of trichome fate determination and initiation
	Arabidopsis thaliana
	(Gao et al., 2008)

	TTG2
	Positive regulation of trichome fate determination and initiation
	Arabidopsis thaliana
	(Ishida et al., 2007)

	SPY
	Negative regulation of trichome fate determination and initiation; Negatively regulates trichome elongation and maturation
	Arabidopsis thaliana
	(Guan et al., 2007)

	GAI
	Negative regulation of trichome fate determination and initiation
	Arabidopsis thaliana
	(Guan et al., 2007)

	TRY
	Negative regulation of trichome fate determination and initiation
	Arabidopsis thaliana
	(Champagne and Boutry, 2017)

	CPC
	Negative regulation of trichome fate determination and initiation
	Arabidopsis thaliana
	(Champagne and Boutry, 2017)

	ETC1
	Negative regulation of trichome fate determination and initiation;Negatively regulate the branching of trichome
	Arabidopsis thaliana
	(Victor et al., 2004)

	SPL
	Negative regulation of trichome fate determination and initiation
	Arabidopsis thaliana
	(Yu et al., 2010;Wei et al., 2012)

	MYC1
	Positive regulation of trichome fate determination and initiation
	Arabidopsis thaliana
	(Pesch et al., 2013)

	SIM
	Negatively regulate the branching of trichome
	Arabidopsis thaliana
	(Wang et al., 2021c).

	CPR5
	Negatively regulate the branching of trichome
	Arabidopsis thaliana
	(Wang et al., 2021c).

	RBR
	Negatively regulate the branching of trichome
	Arabidopsis thaliana
	(Wang et al., 2021c).

	CCS52A1
	Negatively regulate the branching of trichome
	Arabidopsis thaliana
	(Remmy et al., 2010)

	AtMYB106
	Negatively regulate the branching of trichome
	Arabidopsis thaliana
	(Jakoby et al., 2008;Tian and Zhang, 2021)

	KAK
	Negatively regulate the branching of trichome
	Arabidopsis thaliana
	(El Refy et al., 2003;Schellmann and Hülskamp, 2005)

	CDKB1;1
	Positively regulate the branching of trichome
	Arabidopsis thaliana
	(Jiang et al., 2022)

	CPL3
	Positively regulate the branching of trichome
	Arabidopsis thaliana
	(Tominaga-Wada and Nukumizu, 2012)

	TCP14
	Positively regulate the branching of trichome
	Arabidopsis thaliana
	(Vadde et al., 2018)

	AtTCP15
	Positively regulate the branching of trichome
	Arabidopsis thaliana
	(Li et al., 2012)

	CYCA2;3
	Positively regulate the branching of trichome
	Arabidopsis thaliana
	(Li et al., 2012)

	ZWI
	Positively regulate the branching of trichome
	Arabidopsis thaliana
	(Chen et al., 2016b)

	STI
	Positively regulate the branching of trichome
	Arabidopsis thaliana
	(Victor et al., 2002;Ilgenfritz et al., 2003)

	TFCA/C
	Positively regulate the branching of trichome
	Arabidopsis thaliana
	(Victor et al., 2002;Ilgenfritz et al., 2003)

	TON2
	Positively regulate the branching of trichome
	Arabidopsis thaliana
	(Traas et al., 1995;Qiu et al., 2002;Deeks and Hussey, 2003;Ilgenfritz et al., 2003)

	SPIKE
	Positively regulate the branching of trichome
	Arabidopsis thaliana
	(Traas et al., 1995;Qiu et al., 2002;Deeks and Hussey, 2003;Ilgenfritz et al., 2003)

	ICK1/KRP1
	Positively regulate the branching of trichome
	Arabidopsis thaliana
	(Schnittger et al., 2003;Wang et al., 2021c)

	HYP6
	Positively regulate the branching of trichome
	Arabidopsis thaliana
	(El Refy et al., 2003;Schellmann and Hülskamp, 2005)

	RHL2
	Positively regulate the branching of trichome
	Arabidopsis thaliana
	(El Refy et al., 2003;Schellmann and Hülskamp, 2005)

	BRK1
	Positively regulates trichome elongation and maturation
	Arabidopsis thaliana
	(Hulskamp et al., 1994;Yang, 2002)

	DIS
	Positively regulates trichome elongation and maturation
	Arabidopsis thaliana
	(Hulskamp et al., 1994;Yang, 2002)

	TEMs
	Negatively regulates trichome elongation and maturation
	Arabidopsis thaliana
	(Fiehn et al., 2000).

	MYB5
	Positively regulates trichome elongation and maturation
	Arabidopsis thaliana
	(Li et al., 2009)

	NRX2
	Positively regulates trichome elongation and maturation
	Arabidopsis thaliana
	(FuYu et al., 2020)

	JMJ29
	Positively regulates trichome elongation and maturation
	Arabidopsis thaliana
	(FuYu et al., 2020)

	JAZ1
	Negatively regulates trichome elongation and maturation
	Arabidopsis thaliana
	(FuYu et al., 2020)

	GhMYB2
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Wang et al., 2004;Yong-Mei and Yu-Xian, 2011;Andreas et al., 2014;Zhao et al., 2020)

	GhMYB3
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Shangguan et al., 2021)

	GhMYB25
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Wang et al., 2021a)

	GhMYB25-like
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Wang et al., 2021a)

	GhMYB109
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Jinfeng et al., 2003)

	GhACO1
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Suo et al., 2003)

	GhACO2
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Suo et al., 2003)

	GhTUB1
	Positive regulation of trichome initiation and elongation
	Gossypium hirsutum Linn.
	(Suo et al., 2003)

	GhACT1
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Suo et al., 2003)

	GhCPC
	Negatively regulates trichome initiation
	Gossypium hirsutum Linn.
	(Prakash et al., 2020)

	GhMYC1
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Liu et al., 2015;Zhang et al., 2021a)

	GhTTG1/4
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Liu et al., 2015;Zhang et al., 2021a)

	GhHOX3
	Positive regulation of trichome initiation and elongation; Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Deng et al., 2012a)

	GhRDL1
	Positive regulation of trichome initiation and elongation
	Gossypium hirsutum Linn.
	(Deng et al., 2012a)

	GbRDL1
	Positive regulation of trichome initiation and elongation
	Gossypium barbadense Linn.
	(Zhang et al., 2010)

	GbPDF1
	Positive regulation of trichome initiation and elongation
	Gossypium barbadense Linn.
	(Jiang et al., 2012;Wang et al., 2019c)

	GbML1
	Positive regulation of trichome initiation
	Gossypium barbadense Linn.
	(Zhang et al., 2010)

	GhHOX1
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Hu et al., 2018)

	GaHOX1
	Positive regulation of trichome initiation
	Gossypium arboretum Linn.
	(Humphries et al., 2005;Guan et al., 2008;Zhang et al., 2010)

	GhHD1
	Positive regulation of trichome initiation and elongation
	Gossypium hirsutum Linn.
	(Walford et al., 2012)

	GhDEL65
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Shangguan et al., 2016;Sun et al., 2020)

	GhWRKY16
	Positive regulation of trichome initiation and elongation
	Gossypium hirsutum Linn.
	(Wang et al., 2021b)

	GhVIN1
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Wang et al., 2014)

	GhPIN3
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Li et al., 2007;Zhang et al., 2017)

	GhARF2b
	Positive regulation of trichome initiation and elongation
	Gossypium hirsutum Linn.
	(Liu et al., 2020a;He et al., 2021)

	GhARF2-1
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Xiao et al., 2018)

	GhARF18-1
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Xiao et al., 2018)

	GhJAZ2
	Negatively regulates trichome initiation
	Gossypium hirsutum Linn.
	(Xueying et al., 2014)

	GhGL1
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Xueying et al., 2014)

	GhMYC2
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Xueying et al., 2014)

	GhWD40
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Xueying et al., 2014)

	GhJI1
	Positive regulation of trichome initiation
	Gossypium hirsutum Linn.
	(Xueying et al., 2014)

	Gh14-3-3
	Positive regulation of trichome initiation and elongation
	Gossypium hirsutum Linn.
	(Li et al., 2013)

	GhBZR1
	Positive regulation of trichome initiation and elongation
	Gossypium hirsutum Linn.
	(Li et al., 2013)

	GhMYB212
	Positive regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Sun et al., 2019)

	GhSWEET12
	Positive regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Sun et al., 2019)

	GhEXPA1
	Positive regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Shan et al., 2014;Shangguan et al., 2021)

	GhFP1
	Positive regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Liu et al., 2020b)

	GhbHLH13
	Positive regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Sun et al., 2020)

	GhPEL76
	Positive regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Sun et al., 2020)

	GhPIS
	Positive regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Long et al., 2018)

	GhAGP2
	Positive regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Liu et al., 2008)

	GhAGP3
	Positive regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Liu et al., 2008)

	GhAGP4
	Positive regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Liu et al., 2008)

	GhFLA1
	Positive regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Liu et al., 2008)

	GhMAT4
	Positive regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Yu et al., 2021)

	GhDET2
	Positive regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Luo et al., 2007)

	GhPAG1
	Negative regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Yang et al., 2014b;Li et al., 2021)

	GhSLR1
	Negative regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Xia et al., 2018)

	GhMADS11
	Positive regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Wang et al., 2019c)

	GhMAD14
	Negative regulation of trichome elongation
	Gossypium hirsutum Linn.
	(Zhou et al., 2014)

	GhFSN1
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Jie et al., 2018;Zhang et al., 2018)

	GhIRX12
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Jie et al., 2018;Zhang et al., 2018)

	GhMYB1
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Jie et al., 2018;Zhang et al., 2018)

	GhGUT1
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Jie et al., 2018;Zhang et al., 2018)

	GhDUF231L1
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Jie et al., 2018;Zhang et al., 2018)

	GhMYB46_D13
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Huang et al., 2019)

	GhMYB46_D9
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Huang et al., 2019)

	GhMYB7
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Huang et al., 2016;Huang et al., 2021b)

	GhMYBL1
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Sun et al., 2015b)

	GhCesA4
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Kim et al., 2011;Xu et al., 2021)

	GhCesA7
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Yuan et al., 2015;Wang et al., 2019a;Zhang et al., 2021b)

	GhCesA8
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Yuan et al., 2015;Wang et al., 2019a;Zhang et al., 2021b)

	GhGDSL
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Yadav et al., 2017)

	GhMYB1
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Yadav et al., 2017)

	GhTCP4
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Cao et al., 2020;Huang et al., 2021a)

	GhHUB2
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Feng et al., 2018;Hao et al., 2018)

	GhKNL1
	Positive regulation of SCW deposition
	Gossypium hirsutum Linn.
	(Feng et al., 2018;Hao et al., 2018)

	GhBRI1
	Positive regulation of SCW deposition and cotton fiber maturation
	Gossypium hirsutum Linn.
	(Li et al., 2011;Sun et al., 2015c)

	GhSusA1
	Positive regulation of cotton fiber maturation
	Gossypium hirsutum Linn.
	(Bai et al., 2014;Wang et al., 2020)

	GLR1/OsWOX3B/DEP/NUDA /GL-1
	Positive regulation of trichome initiation
	Oryza sativa
	Shang et al., 2020b; Li et al., 2021b

	GLR2
	Positive regulation of trichome formation
	Oryza sativa
	(Wang et al., 2013)

	OsSPL10
	Positive regulation of trichome initiation
	Oryza sativa
	(Tao et al., 2019)

	OsTCL1
	Positive regulation of trichome initiation
	Oryza sativa
	(Kaijie et al., 2016)

	OsHL6
	Positive regulation of trichome initiation and elongation
	Oryza sativa
	(Sun et al., 2017)

	OsGL6
	Positive regulation of trichome initiation
	Oryza sativa
	(Xie et al., 2020c)

	OsYUCCA5
	Positive regulation of trichome initiation
	Oryza sativa
	(Xie et al., 2020c)

	CsGL1
	Positive regulation of trichome development (glandular and non-glandular)
	Cucumis sativus
	(Pan et al., 2015)

	CsTBH
	Positive regulation of trichome development (glandular and non-glandular)
	Cucumis sativus
	(Chen et al., 2014;Xue et al., 2019)

	CsMICT
	Positive regulation of trichome development (glandular and non-glandular)
	Cucumis sativus
	(Zhao et al., 2015;Pan et al., 2021)

	CsMYB6
	Negatively regulates trichome initiation (glandular and non-glandular)
	Cucumis sativus
	(Li et al., 2015)

	CsACS
	Positive regulation of trichome development (glandular and non-glandular)
	Cucumis sativus
	(Zhang et al., 2021c)

	CsTRIL
	Positively regulates the fate determination and initiation of trichome
	Cucumis sativus
	(Pan et al., 2015;Wang et al., 2016)

	CsGL3
	Positively regulates the fate determination and initiation of trichome (glandular and non-glandular)
	Cucumis sativus
	(Pan et al., 2015;Wang et al., 2016)

	CsWIN1
	Positive regulation of trichome development (glandular and non-glandular)
	Cucumis sativus
	(Pan et al., 2015;Shvachko et al., 2020)

	CsGL2
	Positive regulation of trichome development (glandular and non-glandular)
	Cucumis sativus
	(Pan et al., 2015;Shvachko et al., 2020)

	CsTRY
	Negatively regulates trichome initiation (glandular and non-glandular)
	Cucumis sativus
	(Yang et al., 2018;Yang et al., 2021)

	Tu
	Positive regulation of cucumber nodule formation
	Cucumis sativus
	(Yang et al., 2014a)

	Csa5M644580
	Positive regulation of cucumber nodule formation
	Cucumis sativus
	(Yang et al., 2014a)

	Csa5M224130
	Positive regulation of cucumber nodule formation
	Cucumis sativus
	(Yang et al., 2014a)

	CsTTG1
	Positive regulation of trichome development (glandular and non-glandular)
	Cucumis sativus
	(Chen et al., 2016a)

	CsHEC2
	Positively regulates the fate determination and initiation of trichome (glandular and non-glandular)
	Cucumis sativus
	(Wang et al., 2021d)

	CsGA20ox1
	Negative regulation of trichome elongation (glandular and non-glandular)
	Cucumis sativus
	(Li et al., 2015;Sun et al., 2018)

	NS
	Negative regulation of trichome development (glandular and non-glandular)
	Cucumis sativus
	(Du et al., 2020)

	NtZFP8
	Positive regulation of trichome development
	Nicotiana tabacum L.
	(Liu et al., 2017)

	NbGIS
	Positive regulation of trichome development (glandular hairs)
	Nicotiana benthamiana L.
	(Liu et al., 2018)

	NbMYB123-like
	Positive regulation of trichome initiation (glandular hairs)
	Nicotiana benthamiana L.
	(Liu et al., 2018)

	NbCycB2
	Negative regulation of trichome development
	Nicotiana benthamiana L.
	(Yang et al., 2015)

	NbWoolly (NbWo)
	Positive regulation of trichome development
	Nicotiana benthamiana L.
	(Yang et al., 2015)

	NbWoV
	Positive regulation of trichome development
	Nicotiana benthamiana L.
	(Wu et al., 2020)

	NbWo66
	Positive regulation of trichome development
	Nicotiana benthamiana L.
	(Wu et al., 2020)

	NtCycB2
	Negative regulation of trichome development (glandular hairs)
	Nicotiana tabacum L.
	(Wang et al., 2021e)

	NtJAZ
	Positive regulation of trichome initiation (glandular hairs)
	Nicotiana tabacum L.
	(Zhang et al., 2019)

	SlMIXTA1
	Positive regulation of trichome initiation
	Solanum Lycopersicum
	(Ewas et al., 2017;Galdon-Armero et al., 2020)

	SlMIXTA-like
	Positive regulation of trichome initiation
	Solanum Lycopersicum
	(Ewas et al., 2017;Galdon-Armero et al., 2020)

	SlWOOLLY (SlWo)
	Positive regulation of trichome development (glandular hairs)
	Solanum Lycopersicum
	(Yanna et al., 2015)

	SlCycB2
	Positive regulation of trichome development (glandular hairs)
	Solanum Lycopersicum
	(Yanna et al., 2015)

	SlCD2
	Positive regulation of trichome development (glandular hairs)
	Solanum Lycopersicum
	(Nadakuduti et al., 2012)

	HDZIPIV8
	Positive regulation of trichome development (glandular and non-glandular)
	Solanum Lycopersicum
	(Xie et al., 2020b)

	Hairless-2 (hl-2)
	Positive regulation of trichome development (glandular and non-glandular)
	Solanum Lycopersicum
	(Xie et al., 2020a)

	SlHZ45
	Positive regulation of trichome development (glandular hairs)
	Solanum Lycopersicum
	(Zhang et al., 2014)

	Hair (H)
	Positive regulation of trichome initiation and elongation (glandular hairs)
	Solanum Lycopersicum
	(Chang et al., 2018)

	SlZFP8-like (SlZFP8L)
	Positive regulation of trichome initiation and elongation (glandular hairs)
	Solanum Lycopersicum
	(Zheng et al., 2021)

	SlZFP6
	Positive regulation of trichome initiation and elongation (glandular hairs)
	Solanum Lycopersicum
	(Zheng et al., 2021)

	SlMYC1
	Positive regulation of trichome development (glandular hairs)
	Solanum Lycopersicum
	(Xu et al., 2019)

	SlJAZ2
	Negative regulation of trichome initiation (glandular hairs)
	Solanum Lycopersicum
	(Xu et al., 2019)

	SlbHLH95
	Negative regulation of trichome initiation (glandular hairs)
	Solanum Lycopersicum
	(Chen et al., 2020)

	SlCOI1
	Positive regulation of trichome development (glandular hairs)
	Solanum Lycopersicum
	(Thines et al., 2007)

	SlIAA15
	Positive regulation of trichome development (glandular and non-glandular)
	Solanum Lycopersicum
	(Deng et al., 2012b)

	SlARF3
	Positive regulation of trichome development (glandular and non-glandular)
	Solanum Lycopersicum
	(Deng et al., 2012b)

	SlJAZ4
	Negative regulation of trichome elongation
	Solanum Lycopersicum
	(Hua et al., 2021)

	SlHD8
	Positive regulation of trichome  elongation
	Solanum Lycopersicum
	(Hua et al., 2021)

	AaMIXTA1
	Positive regulation of trichome initiation (glandular hairs)
	Artemisia annua
	(Matías‐Hernández et al., 2017)

	AaMYB1
	Positive regulation of trichome development (glandular hairs)
	Artemisia annua
	(Matías‐Hernández et al., 2017)

	AaMYB16
	Positive regulation of trichome initiation (glandular hairs)
	Artemisia annua
	(Xie et al., 2021a)

	AaMYB5
	Negative regulation of trichome initiation (glandular hairs)
	Artemisia annua
	(Xie et al., 2021a)

	AaHD1
	Positive regulation of trichome initiation (glandular hairs)
	Artemisia annua
	(Xie et al., 2021a)

	AaHD8
	Positive regulation of trichome initiation (glandular hairs)
	Artemisia annua
	(Yan et al., 2018)

	AaGSW2
	Positive regulation of trichome initiation (glandular hairs)
	Artemisia annua
	(Xie et al., 2021b)

	TAR1
	Negative regulation of trichome development (glandular hairs)
	Artemisia annua
	(Tan et al., 2015)

	BGL1
	Positive regulation of trichome development (glandular and non-glandular)
	Artemisia annua
	(Singh et al., 2016)

	AaJAZ8
	Negative regulation of trichome development (glandular hairs)
	Artemisia annua
	(Yan et al., 2017)

	AaSAP1
	Positive regulation of trichome development (glandular hairs)
	Artemisia annua
	(Wang et al., 2019b)

	TLR1
	Negative regulation of trichome development (glandular hairs)
	Artemisia annua
	(Lv et al., 2022)

	TLR2
	Negative regulation of trichome development (glandular hairs)
	Artemisia annua
	(Lv et al., 2022)

	AaTAR2
	Positive regulation of trichome development (glandular hairs)
	Artemisia annua
	(Zhou et al., 2020)

	AaSPL9
	Positive regulation of trichome development (glandular hairs)
	Artemisia annua
	(He et al., 2022)
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