1.Detailed information of GO-based enrichment of the differentially expressed proteins (DM vs CM)

Category Term Count % P value Genes List Total | Pop Hits | Pop Total |Fold Enrichment FDR
BP positive regulation of | 5| 5 443 | 5 gap-g7| TOVBPI FOZ2LS, FERM73, FOWARZ, | 4 7 12023 | 7599873578 | 7.63E-05
cholesterol esterification F6RZ27
BP triglyceride catabolic 5 54038 | 478E-06 FEVBPY, F6Z5E1, F6Z2L5, F6QUF7, 113 13 12023 4092239619 | 9.95E-04
process F6RZ27
very-low-density
BP lipoprotein particle 4 1.9231 [ 2.68E-05| F6VBPY, F6Z2L5, F6QUF7, F6RZ27 113 7 12023 60.79898862 | 0.002788
_ rempdeling .
BP high-density lipoprotein |, | 4 9531 | 2 68E-05| F6VBPY, F672L5, FERM73, FERZ27 113 7 12023 | 60.79898862 | 0.002788
particle assembly
. FEVBP9, F6Z5E1, F6Z2L5, FERM73,
BP cholesterol homeostasis 6 2.8846 | 7.98E-05 F6QUF7, F6RZ27 113 48 12023 13.29977876 | 0.006225
BP revertsrzrf:géerftero' 4 |19231 | 1636-04| F6VBPY, F672L5, FERM73, FERZ27 113 12 12023 | 354660767 | 0.010162
BP regulation of intestinal 3 | 1.4423 | 8.44E-04 F6Z2L5, FERM73, FBRZ27 113 5 12023 | 63.83893805 | 0.047905
cholesterol absorption
F7BXD8, F6PQ46, P35747, F6Z2L5,
F7C450, F7BFJ1, FTAAK7, FEX1I8,
. . F6RZ27, F7TCZW9, F6VBP9, FERAOS,
cC blood microparticle 20 [9.6154 | 1.39E-23 FGRM73. FEW2Y1, FEW4R?, 125 69 13544 31.40637681 | 8.18E-22
AOAO0B4J1C4, FEXEB4, F7CZ92, FEVIRSG,
F6V881
F6241)4, F628W0, B3IVML1, P35747,
cC myelin sheath 11 | 5.2885 | 3.49E-07| C6L115, FTAAK7, K9K202, QIGKX?7, 125 132 13544 9.029333333 | 1.03E-05
F7B320, F7BFT1, F6ZFH9
cc chylomicron 5 | 24038 | 4556-07| FOVEBPY. F6ZZ§JZGZ§M73' FOQUF7. 1 125 8 13544 67.72 1.07E-05
cc very-low-density 5 | 24038 | 135606 FOZOFL FOZ2LS FERM73, FOQUFT. | 155 10 13544 54176 | 2.65E-05
lipoprotein particle F6RZ27
cc h|gh—den3|tyl lipoprotein 5 54038 | 4.49E-06 F7COY4, F6VBP9, F6Z2L5, Q6X9WS5, 195 13 13544 4167384615 | 6.62E-05
particle F6RZ27
FEXWM5, Q6X9X1, FETIR2, F7CTFO,
cC extracellular region 10 | 4.8077 | 3.27E-04| P02758, FEQUF7, FEW4R2, F6RRV1, 125 237 13544 4571814346 | 0.004292
Q865P6, F6VIRE
CC cortical actin cytoskeleton 4 1.9231 | 0.0023 F6SRP7, FBUME7, F6YOD9, F7CL80 125 29 13544 14.94510345 | 0.027142
MEF cholesterol_t_ransporter 54038 | 3.57E-06 FEVBPY, F6Z5E1, F6Z2L5, F6RM73, 108 12 11279 4351466049 | 590E-04
activity F6RZ27
MF phosphatidylcholine 4 |19231 | 2.226-04 |F672L5, FGRM73, AOAOBAIICA, F6RZ27| 108 13 11279 | 3213390313 | 0.012185

binding




2.Detailed information of GO-based enrichment of the differentially expressed proteins (DM vs HM)

Category Term Count % P value Genes List Total | Pop Hits | Pop Total |Fold Enrichment FDR
BP reverse cholesterol 5 33557 | 5.97E-07 F6TN81, F6VBPY, F6Z2L5, FEBRM73, 74 12 12023 67.69707207 1 20E-04
transport F6RZ27
BP high-density lipoprotein |, | » 6a46 | 739E-06| F6VBPY, F672L5, FERM73, FERZ27 74 7 12023 | 92.84169884 | 5.92E-04
particle assembly
BP reg“'if;‘;:riﬁ‘;ggg’fStero' 4 | 26846 | 7.39-06| F6VBPY, F672L5, FERM73, FERZ27 74 7 12023 | 92.84169884 | 592E-04
very-low-density
BP lipoprotein particle 4 | 26846 | 7.39E-06| F6VBPY, F6Z2L5, FEQUF7, FERZ27 74 7 12023 | 92.84169884 | 5.92E-04
remodeling
. F6TNSL, F6VBPY, F622L5, FGRM 73,
BP cholesterol homeostasis 4.0268 | 1.00E-05 F6QUF7. F6RZ27 74 48 12023 20.30912162 | 6.71E-04
BP phospholipid efflux 26846 | 2.50E-05| F6VBPY, F622L5, FGRM73, F6RZ27 74 10 12023 | 64.98918919 | 0.001432
BP t”g'yc‘i;;g‘;e‘;astabo“c 4 | 26846 | 588E-05| F6VBPY, F672L5 FEQUF7, FERZ27 74 13 12023 | 49.99168399 | 0.002947
BP regulation of intestinal 3 | 20134 | 3.50E-04 F6Z2L5, FERM73, FBRZ27 74 5 12023 | 97.48378378 | 0.0131
cholesterol absorption
positive regulation of
BP macrophage cytokine 3 | 20134 | 7.49E-04 F7B3U1, FBU904, F7C7V8 74 7 12023 | 69.63127413 | 0.023095
_ proo_luction _
BP "poDrO;fgncerzsetabo"c 3 | 20134 | 0001273 F622L5, FERM73, F6RZ27 74 9 12023 | 5415765766 | 0.034044
FGTOPG, F/BXD8, F6PQ46, P35747,
F6Z2L5, F7C450, F7BFIL, FTAAKY,
. . F6UZHO, F7CODY, F6X118, FBRZ27,
cc blood microparticle 21 |14.0940 | 1.23E-28 F1CAN. FBVEPY, FERVYS 88 69 13544 | 46.84189723 | 1.21E-26
AOAOB4J1C4, FEXEB4, F7CYR1, F6VIRS,
F6PH38, F6V881
F7BM31, F7APUZ, FBWINZ, F6XOU4,
F7BPX8, F7B0S3, F7B3U1, FBUME7,
F6T7K7, FBWQ61, F6ZBH7, F6VF11,
F7CSL8, P82187, F7DXMS5, F6RRVY,
CcC extracellular space 36 |24.1611] 1.61E-20| F6UL68, F7CYR1, F7CABS, F7C603, 88 825 13544 6.716033058 | 5.24E-19

F7COY4, F6VB94, P35747, F6GYNHG,
077811, F7CGP9, F7D8I6, F6ZNX3,

F6U904, P11376, F7CZW9, F6TN8L,
FEWR95, F6PH25, Q6X9WS, FEVUW?




FEVBP9, F622L5, F6RM73, F6QUF7,

CcC chylomicron 5 3.3557 | 1.09E-07 F6R727 88 8 13544 96.19318182 | 2.67E-06
cc h|gh—den5|tyl lipoprotein 5 33557 | 1.09E-06 F7COY4, F6VBP9, F6Z2L5, Q6X9WS5, 88 13 13544 59 1958042 2 13E-05
particle F6RZ27
F6Z4)4, FEBWQ61, FEX9U4, F7TAAKY,
cC focal adhesion 11 | 7.3826 | 2.17E-05| ALYBLS, K9K202, F6YOD9, F6XEBA4, 88 300 13544 5643333333 | 3.05E-04
F6SP02, F7B5C4, F7B821
. F6Z4)4, FEBWQ61, P35747, FTAAKY,
CcC myelin sheath 8 5.3691 | 2.18E-05 K9K202, AOAOBAILCS. FEYLOG. F6ZSB4 88 132 13544 9.327823691 | 3.05E-04
FEXWM5, FBUSP9, F6TIR2, P02758,
cC extracellular region 9 6.0403 [ 1.39E-04 | F6QUF7, FERRV1, Q865P6, FEVIRG, 88 237 13544 5.844649022 | 0.001512
F6PH38
phosphatidylcholine-sterol
MF O-acyltransferase 4 2.6846 | 3.27E-06 | F6VBP9, F6Z2L5, F6RM73, F6RZ27 80 5 11279 112.79 3.90E-04
activator activity
serine-type
. L F7CZW9, F7TBM31, F7CSL8, F7DXM5,
MF endopepud_as_e inhibitor 6 4.0268 | 5.99E-05 FBUZHO. F7CYR1 80 60 11279 14.09875 0.002675
activity
MF | cholesterol transporter |, |5 gers | 595E-05| F6VBPY, F6Z2L5, FERM73, FERZ27 80 12 11279 | 4699583333 | 0.002675

activity




3.Detailed information of KEGG pathway-based enrichment of the differentially expressed proteins (DM vs CM)

KEGG pathway Count % P value Genes List Total | Pop Hits | Pop Total| Fold Enrichment FDR
Antigen processing and QIGKX8, Q6X9X1, F7BPX8, FEYNHS,
presentation 8 3.8462 | 7.62E-06 QIGKX7, F7BN14, FEVUW?2, FETQR2 81 64 6936 10.70 0.0010367
Glycolysis / B3IVM1, C6L1J5, F7D1R1, F6X8Q2, PO0559,
Gluconeogenesis 7 3.3654 | 5.40E-05 F65X98, F7DOSE, FETZ56 81 59 6936 10.16 0.0036686
Complement and F7CZW9, F7BM31, F7APU2, F7BFJ1,
coagulation cascades 7| 33654 | 131E-04 F7DXM5, FEW2Y1, F6XSF7 81 69 6936 8.69 0.0059379
F7BFVO, F6V6F7, F7BPXS, F6YNHS,
Lysosome 8 3.8462 | 3.54E-04 FTBMSE. FTDGLG, FOPHZS, FEVUW? 81 116 6936 591 0.0120341
. . o B3IVM1, C6L1J5, F7D1R1, F6X8Q2, FEY4I1,
Biosynthesis of antibiotics 9 4.3269 10.0023729 PO0559, F6SX98, F7CLO2, F7TDQS6, F6TZS 81 205 6936 3.76 0.0645431
Q95M34, Q5XWBS, F7AAK7, F7BPXS,
Phagosome 7 3.3654 |0.0070083 F7DGI0 FEVUWS, FETOR? 81 148 6936 4.05 0.1485799
4.Detailed information of KEGG pathway-based enrichment of the differentially expressed proteins (DM vs HM)
KEGG pathway Count % P value Genes List Total [ Pop Hits |Pop Total Fold Enrichment| FDR
Comblement and F7CZW9, F6USP9, F7BM31, F7TAPU2,
PIe 9 |6.0403 | 2.87E-08| F7BFJ1, FTDXM5, F7COD9, F7CYR1, 52 69 6936 17.39799331 | 3.47E-06
coagulation cascades
F6PH38
] Q95M34, Q5XWBS, F7TAAK7, F7BPX8,
Phagosome 7 |4.6980 | 6.96E-04 F6LI004. F675B4. FEVUW2 52 148 6936 6.308731809 | 0.042102
Antigen processingand| ;|5 6846 | 0011388| F7BPX8, FBYNH6, F7BN14, FEVUW?2 52 64 6936 8.336538462 | 0.374498
presentatlon
PPApZ;'SV”ai/“”g 4 26846 | 001238 | F6Z2L5, F6RM73, FEQUF7, F6U904 52 66 6936 8.083916084 | 0.374498
Fat digestion and 3 |2.0134 | 0.033037 F672L5, F6U904, F6RZ27 52 39 6936 10.26035503 | 0.79949

absorption




