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1 Supplementary Tables

Table S1 Annotation of genes in the PGP15 genome.

Annotation database No. of genes Percentage (%)

Uniprot 3558 58.10
Pfam 5020 81.97
Refseq 5788 94.51
Nr 4266 69.66
Tigrfam 3059 49.95
GO 3268 53.36
KEGG 1395 22.78
COG 2204 35.99
Annotation 5834 95.26
All 6124 100

Table S2 Description of PGP15-specific ortholog groups (OGs).

OG_ID Genes Descriptions

0G0006 g 00633,g 01082,g 01998,g 1S3 family transposase

0G0008 g 01522,g 01999,g 02481,g_  transposase

0G0011 g 00632,g 01081,g 02749, -

0G0018 g701 361 ,g702700,g703263,g7 IS3 family transposase

0G0045 g 01521,g 02709,g 02995,g 1S3 family transposase

0G0048 g 01362,g 03264,g 04612,  transposase

0G4012 g 01039,g 05877,g 05954 S-layer homology domain-containing protein
0G4023 g 05962,g 05963,2 05964 hypothetical protein

0G4024 g 06090,g 06091,g 06092 glycopeptide, sublancin family

0G4678 g 00842,g 04880 ISZOQ/IS605 family element transposase accessory
0G4679 g 02193,g 02621 =

0G4680 g 02653,g 04352 N-acetylmuramoyl-L-alanine amidase
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0G4682 g 03202,g 05973 hypothetical protein

0G4684 g 03224,g 05894 MES transporter

0G4686 g 03475,2 06031 PLP-dependent aminotransferase family protein

0G4688 g 04660,g 04661 hypothetical protein

0G4690 g 05703,g 05709 1S200/1S605 family element transposase accessory

0G4692 g 05847,g 06112 IS4 family transposase

0G4713 g 00964,g 00970 DUF4176 domain-containing protein

0G4715 g 00998,g 04411 DUF4064 domain-containing protein

0G4717 g 02699,g 02856 NUDIX domain-containing protein

0G4719 g 03225,g 05895 ABC transporter substrate-binding protein

0G4721 g 03388,g 03392 hypothetical protein

0G4723 g 03398,g 03402 recombinase family protein

0G4725 g 05917,g 05918 hypothetical protein

0G4727 g 05979,g 05987 hypothetical protein

Table S3 The unique genes identified in the PGP15 genome.

Genes Source Uniprot annotation




g_00240 Chromosome -

g_00247 Chromosome -

g_00499 Chromosome -

g_00566 Chromosome -

g_00579 Chromosome -

g_00621 Chromosome -

g_00714 Chromosome -

g_00816 Chromosome -

g_00922  Chromosome -

g 00924 Chromosome Protein translocase subunit SecA 2°

g_00929 Chromosome S-layer protein’

g_00941 Chromosome -

g_00947 Chromosome -

g_00963 Chromosome -

g 00971 Chromosome -

g_00976 Chromosome -
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g_00980 Chromosome -

g_00990 Chromosome -

g_00997 Chromosome -

g_01010 Chromosome Probable 1-alkyl-2-acetylglycerophosphocholine esterase®

g_01014 Chromosome -

g_01019 Chromosome -

g_01104 Chromosome -

g_01124 Chromosome -

g_01133  Chromosome Uncharacterized HTH-type transcriptional regulator YobV"

g 01169 Chromosome -

g_01197 Chromosome -

g_01250 Chromosome -

g 01360 Chromosome -

g_01373 Chromosome -

g 01432 Chromosome -

g_01598 Chromosome -



g_ 01773 Chromosome Metallo-beta-lactamase domain-containing protein 2

g_01833 Chromosome -

g_01836 Chromosome NADPH-dependent reductive aminase

g_01839 Chromosome -

g 01875 Chromosome -

g_01889 Chromosome -

g_01898 Chromosome Arsenical resistance operon repressor

g_01900 Chromosome -

g_01902 Chromosome -

g 01904 Chromosome  Arsenite resistance protein ArsB’

g 01906 Chromosome Arsenical resistance operon trans-acting repressor ArsD’

g_01908 Chromosome -

g 01911 Chromosome Uncharacterized membrane protein YmcC®

g_01978 Chromosome Alkaline phosphatase synthesis sensor protein PhoR®

g_02011 Chromosome -

g 02028 Chromosome -

g_02030 Chromosome -
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g_02032 Chromosome -

g_02034 Chromosome Ribonuclease BC_0920"

g_02097 Chromosome -

g_02106 Chromosome -

g_02108 Chromosome -

g_ 02110 Chromosome -

g_02113 Chromosome -

g_02158 Chromosome -

g 02173 Chromosome -

g_02178 Chromosome -

g_02187 Chromosome -

g_02189 Chromosome -

g 02191 Chromosome -

g_02197 Chromosome -

g_02199 Chromosome -

g 02212 Chromosome -




g_02232  Chromosome -

g 02274 Chromosome Putative transposase in snaA-snaB intergenic region’

g_02303 Chromosome ADP-ribose pyrophosphatase

g_02371  Chromosome -

g_02427 Chromosome -

g_02452  Chromosome -

g_02457 Chromosome -

g_02459  Chromosome -

g_02461 Chromosome -

g 02480 Chromosome Putative transposase InsK for insertion sequence element 1S150°

g_02507 Chromosome -

g_02543 Chromosome -

g_02570 Chromosome Transposon Tn1546 resolvase’

g 02574 Chromosome -

g_02584 Chromosome -

g_02587 Chromosome -
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g 02598 Chromosome Cell wall hydrolase CwlJ®

g_02606 Chromosome -

g_02620 Chromosome -

g_02623 Chromosome Probable integrase/recombinase YoeC™

g 02628 Chromosome -

g_02630 Chromosome -

g_02632 Chromosome -

g_02634 Chromosome -

g_02636 Chromosome -

g_02642 Chromosome -

g_02646  Chromosome -

g_02651 Chromosome -

g 02655 Chromosome -

g_02657 Chromosome -

g 02672 Chromosome Cytochrome P450(BM-1)"

g_02697 Chromosome -



g 02702 Chromosome -

g_02740 Chromosome -

g_02751 Chromosome -

g 02775 Chromosome  Tyrosine recombinase XerC’

g_02778 Chromosome -

g_02780 Chromosome -

g_02794  Chromosome -

g_02796 Chromosome Tryptophan decarboxylase

g_02799 Chromosome -

g_02824  Chromosome -

g 02830 Chromosome Uncharacterized phosphatase PhoE"

g_02839 Chromosome -

g_02880 Chromosome -

g 02929 Chromosome -

g_02939 Chromosome -

g 02966 Chromosome -

g_02972 Chromosome -
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g 02987 Chromosome Bifunctional AAC/APH"

g 03025 Chromosome -

g_03027 Chromosome -

g_03062 Chromosome -

g_03068 Chromosome Antitoxin YokJ’

g 03072 Chromosome Probable RNA 2'-phosphotransferase”

g_03074 Chromosome -

g_03076 Chromosome -

g 03100 Chromosome Sensor histidine kinase YbdK"

g_03130 Chromosome -

g_03149 Chromosome -

g 03151 Chromosome Spore coat protein F°

g 03153 Chromosome Uncharacterized protein Yqcl

g_03155 Chromosome Uncharacterized transporter YcgH®

g_03157 Chromosome Small, acid-soluble spore protein 1°

g 03163 Chromosome -
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g 03181 Chromosome Uncharacterized protein YdgD"

g_03206 Chromosome -

g_03229 Chromosome Bacitracin export permease protein BceB®

g 03231 Chromosome -

g_03242 Chromosome -

g_03266 Chromosome -

g_03268 Chromosome -

g_03280 Chromosome -

g 03294 Chromosome Probable sulfoacetate transporter SauU®

g 03296 Chromosome Lactate utilization protein B

g_03300 Chromosome -

g 03310 Chromosome D-alanyl-D-alanine carboxypeptidase

g_03326 Chromosome -

g 03332 Chromosome Diaminobutyrate--2-oxoglutarate transaminase”

g_03334 Chromosome Hydrogenase expression/formation protein HupE®

g 03336 Chromosome Uncharacterized HTH-type transcriptional regulator YezC"
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g_03339 Chromosome -

g_03351 Chromosome -

g_03363 Chromosome -

g_03369 Chromosome -

g_03373 Chromosome -

g_03384 Chromosome -

g_03390 Chromosome -

g_03395 Chromosome -

g_03400 Chromosome -

g_03423 Chromosome -

g_03425 Chromosome -

g_03449 Chromosome -

g 03466 Chromosome -

g_03476  Chromosome Putative glutamine amidotransferase-like protein YfeJ®

g 03486 Chromosome -

g_03514 Chromosome -
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g 03576 Chromosome -

g_03596 Chromosome -

g_03608 Chromosome -

g_03610 Chromosome Uncharacterized cell wall amidase pXO2-

g_03787 Chromosome -

g_03789 Chromosome -

g_03799 Chromosome -

g_03845 Chromosome -

g_03895 Chromosome -

g_04105 Chromosome Putative transposase in snaA-snaB intergenic region’

g_04244  Chromosome -

g_04282 Chromosome -

g_04350 Chromosome -

g 04354 Chromosome -

g_04356 Chromosome -

g 04358 Chromosome -

g_04360 Chromosome -
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g_04377 Chromosome -

g_04384  Chromosome -

g_04386 Chromosome -

g_04388 Chromosome -

g_04390 Chromosome -

g_04392 Chromosome -

g_04395 Chromosome -

g_04399 Chromosome -

g_04405 Chromosome -

g_04412  Chromosome -

g_04570 Chromosome -

g_04610 Chromosome -

g 04664 Chromosome -

g_04666 Chromosome -

g_04668 Chromosome -

g 04670 Chromosome -

14



g_04672  Chromosome -

g_04675 Chromosome -

g_04739  Chromosome -

g_04785 Chromosome -

g_04858 Chromosome -

g_04934  Chromosome -

g 04955 Chromosome Uncharacterized 39.9 kDa protein in amylase 3'region’

g_04996 Chromosome Macrolide export ATP-binding/permease protein MacB™

g_05004 Chromosome -

g 05034 Chromosome Bacitracin export ATP-binding protein BceA

g_05037 Chromosome -

g_05046 Chromosome -

g_05076 Chromosome -

g 05215 Chromosome -

g_05234 Chromosome -

g_05244  Chromosome -
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g_05265 Chromosome -

g 05300 Chromosome -

g_05368 Chromosome -

g_05403 Chromosome -

g_05459 Chromosome -

g 05462 Chromosome Teichoic acid translocation permease protein TagG"

g_05464 Chromosome -

g 05466 Chromosome Poly(ribitol-phosphate) beta-glucosyltransferase

g_05468 Chromosome -

g 05472  Chromosome Uncharacterized protein YadE®

g_05515 Chromosome -

g_05554 Chromosome -

g 05621 Chromosome -

g_05644 Chromosome -

g_05683  Plasmid 1 Transposase for insertion sequence element 1S231C"

g_05685 Plasmid 1 Probable isoprenylcysteine alpha-carbonyl methylesterase ICMEL2"
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g_05688 Plasmid 1 -

g 05692  Plasmid 1 -

g_05710  Plasmid 1 RNA-binding protein Hfq

g_05712  Plasmid 1 Probable disulfide formation protein C 2°

g_05715  Plasmid 1 Linear gramicidin dehydrogenase LgrE’

g_05719  Plasmid 1 ATP-binding protein SyrD"

g_05721  Plasmid 1 -

g_05723  Plasmid 1 Probable acetolactate synthase large subunit’

g_05725 Plasmid 1 -

g_05729  Plasmid 1 -

g_05732  Plasmid 1 Uncharacterized protein pXO1-01/BXA0003/GBAA pX01 0003

g_05734  Plasmid 1 -

g_05736  Plasmid 1 -

g_05738  Plasmid 1 -

g_05741  Plasmid 1 -

g_05744  Plasmid 1 -

g_05750 Plasmid 1 Response regulator aspartate phosphatase A’
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g 05753  Plasmid 1 -

g_05755  Plasmid 1 -

g_05766  Plasmid 1 -

g 05768 Plasmid 1 -

g_05770  Plasmid 1 -

g_05772  Plasmid 1 -

g_05774  Plasmid 1 -

g_05776  Plasmid 1 -

g_05778  Plasmid 1 -

g_05780  Plasmid 1 -

g_05787  Plasmid 1 dTDP-4-amino-4,6-dideoxy-D-glucose acyltransferase”

g_05791  Plasmid 1 -

g_05793  Plasmid 1 Undecaprenyl-diphosphatase BerC’

g_05795  Plasmid 1 Small, acid-soluble spore protein H*

g_05797  Plasmid 1 -

g_05800 Plasmid 1 RNA-directed DNA polymerase from retron EC86°
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g_05802  Plasmid 1

_05804  Plasmid 1

g_05813  Plasmid 1 Uncharacterized protein YwoF®

g_05815  Plasmid 1 -

g_05817  Plasmid 1 -

g_05819  Plasmid 1 -

g_05823  Plasmid 1 -

g_05825  Plasmid 1 -

g_05830 Plasmid 1 -

g_05833  Plasmid 1 -

g_05838  Plasmid 1 Homocysteine S-methyltransferase YbgG™

g_05841  Plasmid 1 Transposase for insertion sequence element 1S231F

g_05857  Plasmid 1 -

g_05859  Plasmid 1

g 05861 Plasmid 1

g_05863 Plasmid 1
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g 05865 Plasmid 1 -

g_05867  Plasmid 1 -

g_05870 Plasmid 1 Uncharacterized mitochondrial protein ymf40®

g_05874  Plasmid 1 -

g_05879  Plasmid 1 Aminopeptidase YwaD"

g 05881  Plasmid 1 Ulilysin®

g_05884  Plasmid 1 -

g_05889  Plasmid 1 -

g_05896  Plasmid 1 -

g_05899  Plasmid 1 -

g_05908  Plasmid 1 Probable methyl-accepting chemotaxis protein BT9727_0355

g_05913 Plasmid 1 -

g_05915 Plasmid 1 UPF0276 protein AM1_3026°

g 05919  Plasmid 1 -

g_05922  Plasmid 1 Uncharacterized protein YIbO"

g 05926  Plasmid 1 -
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g_05928 Plasmid 1 -

g 05930 Plasmid 1 -

g_05932  Plasmid 1 -

g 05935  Plasmid 1 Na(+), Li(+), K(+)/H(+) antiporter

g_05938  Plasmid 1 -

g_05941  Plasmid 1 -

g_05943  Plasmid 1 -

g_05945  Plasmid 1 -

g_05950 Plasmid 1 -

g_05952  Plasmid 1 -

g_05955  Plasmid 1 -

g_05957  Plasmid 1 -

g_05959  Plasmid 1 -

g_05961 Plasmid 1 -

g_05966  Plasmid 1 -

g_05968 Plasmid 1 Transposase for insertion sequence element IS231E"

g 05972  Plasmid 1 -
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g 05978  Plasmid 1 -

g_05985  Plasmid 1 -

g_05988  Plasmid 1 -

g 05990 Plasmid 1 -

g_05992  Plasmid 1 -

g_05994  Plasmid 1 -

g_05998  Plasmid 1 -

g_06000 Plasmid 1 -

g_06002  Plasmid 1 Uncharacterized protein YrkO®

g_06004  Plasmid 1 Foldase protein PrsA’

g_06007  Plasmid 1 -

g_06009  Plasmid 1 NLP effector protein 3°

g_06019 Plasmid 1 -

g_06025 Plasmid 1 -

g_06027  Plasmid 1 -

g_06029 Plasmid 1 -
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g_06035 Plasmid 1 -

g_06039 Plasmid 1 Peptidoglycan-N-acetylglucosamine deacetylase BC_1974"

g_06046  Plasmid 1 Uncharacterized protein in bps2 5'region (Fragment)®

g_06049  Plasmid 1 Putative peptidoglycan O-acetyltransferase YrhL"

g_06056  Plasmid 1 Transposase A from transposon Tn554"

g_06058  Plasmid 1 -

g_06060 Plasmid 1 -

g_06062  Plasmid 1 ABC transporter permease protein YxdM®

g_06067  Plasmid 1 -

g_06070 Plasmid 1 Transposons Tn1721 resolvase

g_06077  Plasmid 1 -

g_06080 Plasmid 1 HTH-type transcriptional regulator LmrA’

g_06083  Plasmid 1 -

g_06086 Plasmid 1

g_06088 Plasmid 1

g_06093  Plasmid 1 SPbeta prophage-derived sublancin-168-processing and transport ATP-
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g_06095 Plasmid 1 SPbeta prophage-derived disulfide bond formation protein B

g_06098  Plasmid 1 Uncharacterized protein YqcK®

g 06102  Plasmid 1 -

g_06108 Plasmid 1 -

g_06113  Plasmid 1 Methylthioribose transporter”

g_06115 Plasmid 1

g_06117  Plasmid 2

g_06119  Plasmid 2

g_06121  Plasmid 2 -

g_06123  Plasmid 2 Uncharacterized 23.6 kDa protein®
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