Supplementary Figure 3. The total ion chromatograms of the quality control samples in positive (A) and negative (B) ion mode. The chromatographically

separated components enter the mass spectrometer continuously, and the mass spectrometer is scanned for data collection continuously. Each scan yields a

mass spectrum, and the sum of all ion intensities in each mass spectrum yields the total ion current intensity. The total ion chromatogram is drawn with time

as the abscissa and total ion intensity as the ordinate. The data used in the analysis were derived from LC-MS data of fecal metabolites.
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