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Cell Type

CXCL3
ANGPTL4
CXCL2
cTsL
TIMP1
CXCL5
S100A9
FN1
TOP2A
CENPF
NUSAP1
MKI67
PCLAF
H2AFZ
STMN1
HMGB2
HMGN2
HIST1H4C
CXCL10
CXCL11
RSAD2
IFIT1
TNFSF10
IFIT2
IFIT3
NT5C3A
ISG15
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regulation of symbiosis, encompassing mutualism through parasitism
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UMAP1

positive regulation of cytokine production

regulation of inflammatory response

regulation of lymphocyte activation

leukocyte migration

positive regulation of response to external stimulus
positive regulation of cell activation

positive regulation of leukocyte activation

negative regulation of immune system process
neutrophil activation

regulation of hemopoiesis

antigen processing and presentation

leukocyte cell-cell adhesion

regulation of cell-cell adhesion

positive regulation of cell adhesion

T cell activation

immune response-activating cell surface receptor signaling pathway
neutrophil degranulation

neutrophil activation involved in immune response
neutrophil mediated immunity

antigen processing and presentation of peptide antigen

chromosome segregation

nuclear division

organelle fission

regulation of cell cycle phase transition
mitotic nuclear division

DNA replication

DNA conformation change

regulation of mitotic cell cycle phase transition
uclear chromosome segregation

sister chromatid segregation

mitotic sister chromatid segregation
negative regulation of cell cycle process
protein-DNA complex subunit organization
cell cycle G2/M phase transition

regulation of DNA metabolic process

DNA packaging

regulation of chromosome organization
protein-DNA complex assembly

negative regulation of mitotic cell cycle
G2/M transition of mitotic cell cycle

o

response to virus
defense response to virus

regulation of multi-organism process
response to interferon-gamma
regulation of innate immune response
regulation of viral process

type | interferon signaling pathway
cellular response to type | interferon

response to type | interferon

negative regulation of multi-organism process
viral life cycle

negative regulation of viral process

regulation of viral life cycle

negative regulation of viral life cycle

cellular response to interferon-gamma
negative regulation of viral genome replication
regulation of viral genome replication

viral genome replication
interferon-gamma-mediated signaling pathway
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