
Blue dots - Horseradish samples from Site1 (Group1) 
Red dots - Horseradish samples from Site2 (Group2) 
Orange dots - Carrot samples from Site1 (Group3) 
Black dots - Soil samples from Site1 (Group4)
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Figure S2. PCoA plots and ANOSIM results of beta diversity of the fungal communities (total for 
soil samples and endophytic fungi for plant samples). (A) PCoA plots created from abundance data 
using Bray-Curtis similarity index. (B) PCoA plots demonstrated species turnover calculated from 
Whittaker distances. (C) PCoA plots depicted phylogenetic distance measured with unweighted 
UniFrac analysis. Similarities between and within the sample sets examined with on-way ANOSIM 
tests. The low R values of the ANOSIM tests indicated that similarities between the sample sets do 
not differ strongly from the similarities within the sample sets.


