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Supplementary Figures  

Supplementary Figure 1.  The biotype distribution of facultative endosymbionts across the 

six screenings. Rows represent the six screenings projects reported at the main text. A - Tsagkarakou 

et al., 2012; B - Bing et al., 2013; C - Zchori-Fein’s lab, unpublished. D - Gueguen et al., 2010; E - 

Thierry et al., 2011; F -Gnankine et al., 2012. Columns represent FSs. A – Arsenophonus, C – 

Cardinium, H – Hamiltonella, R – Rickettsia, W  – Wolbachia. All facultative symbionts were 

detected in three of the screenings (B, D, F). The miss identifications of Arsenophonus (A) in 

screening A, Cardinium  (C)  in screening C, and Wolbachia (W) in screening E can be related to the 

absence of the relevant biotypes in the relevant screenings, as can be indicated from the biotype 

distribution in the columns, pointing at the biotype-endosymbiont associations.  
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Supplementary Figure 2.  The biotype distribution of facultative endosymbionts. Numbers in 

bracts are the numbers of whitefly individuals sampled, carrying a specific facultative endosymbiont. 

A – Arsenophonus, C – Cardinium, H – Hamiltonella, R – Rickettsia, W  – Wolbachia. Legneds are 

as in Supplementary Figure 1. 

 

 

Supplementary Figure 3.  Mean genera richness of facultative endosymbiont species co-

infecting whitefly individuals in each geographic location (Pearson correlation: 0.73, P-value 0.05). 

Circle sizes indicate the number of sampled individuals. The figure repeats the analysis reported at 

figure 1 in the main text (left), while further dividing the groups within each location according to its 

contributing project (Project A: green; project B: red; project C: blue; project D: black; project E: 

dark green; project F: pink). Groups from similar locations that were analyzed by different 

laboratories show high similarity in their typical genera richness (indicated by gray circles). A 

gradient of increasing genera richness with the distance from the equator exists between locations 

that were analyzed by a single group (black circles). 
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Supplementary Figure 4.  The geographical location distribution of whitefly individuals. 
Geographic locations are outlined at Figure 1 in the main text.  

 

 

Supplementary Figure 5.  The host-plant distribution of whitefly individuals.  
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1. Supplementary Tables 

Supplementary Table 1. The PCR protocols used for species detection by the different 

laboratories included in the screening. 
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