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FIGURE S1

The o-diversity and B-diversity of the fecal microbiome alteration in DCI and T2DM groups. (A) Venn
diagram in DCI and T2DM groups. (B) Species accumulation curve of Specaccum showed the adequate
sampling and high species richness. (C) Rarefaction curves based on the Chao 1 index showed the

reasonable sequencing data and the sufficient sequencing depth.



