Supplementary Table S1: AUC variation with NN parameter input choices

NN AUC | Number of Activation | Solver | Regularization | Maximal
hidden layers iterations
0.817 300 Relu SGD 0.0005 1370
0.808 200 Relu SGD 0.0005 5370
0.809 100 Relu SGD 0.0005 5370
0.816 100 Identity SGD 0.0001 5370
0.817 200 Identity Adam | 0.0005 5370
0.816 300 Identity Adam | 0.0001 5370
0.816 100 Logistics SGD 0.0005 5370
0.816 200 Logistics Adam | 0.0001 5370
0.816 300 Logistics Adam | 0.0005 5370
0.812 300 Relu Adam | 0.0001 5370
0.803 200 Relu Adam | 0.0001 4370
0.808 100 Relu Adam | 0.0001 5370

Supplementary Table $2: AUC variation with SVM parameter input choices

The “optimal” parameter set is highlighted.
SVM AUC Cost Regression | Kernel Numerical | Iteration
loss tolerance | limit
0.821 0.10 0.3 0.01 0.00010 100
0.819 0.10 0.4 0.01 0.00010 100
0.820 0.10 0.5 0.01 0.00010 100
0.819 0.10 0.10 0.01 0.00010 100
0.824 0.30 0.10 0.01 0.00010 200
0.825 0.40 0.10 0.01 0.00010 100
0.825 0.60 0.10 0.01 0.00010 100
0.817 0.10 0.10 Auto 0.00010 100
0.818 0.20 0.10 Auto 0.00010 100
0.821 0.30 0.10 Auto 0.00010 100
0.819 0.10 0.10 0.01 0.00011 100
0.821 0.30 0.10 0.01 0.00011 100
0.826 0.30 0.40 0.01 0.00011 100
0.823 0.30 0.50 0.01 0.00010 100
0.825 0.40 0.40 0.01 0.00010 150
0.823 0.40 0.40 0.01 0.00010 200
0.824 0.30 0.40 0.01 0.0010 200
0.822 0.20 0.40 0.01 0.0010 200
0.819 0.10 0.40 0.01 0.0010 200
0.823 0.80 0.90 0.01 0.0010 200

Supplementary Table S3: AUCs for four protein-partition categories

Support Vector Machine (SVM) | Neural Network (NN)

INSOL 0.851 0.827
BOTH 0.934 0.894
NOAGG 0.800 0.780

SOL 0.637 0.563




Supplementary Table S4. PS Predictor Scores vs. NN (INSOL) and SVM (INSOL) Prediction Scores

K PSP Score NN (INSOL) SVM (INSOL) Rank PSP Rank NN Rank SVM
Q2M218 AAK1_HUMAN 0.998 0.995 0.887 1 1 1
Q01546 K220_HUMAN 0.998 0.995 0.886 2 2 2
P13645 K1C10_HUMAN 0.997 0.995 0.873 3 3 3
P23246 SFPQ_HUMAN 0.996 0.995 0.872 4 4 4
Q8N7X1 RMXL3_HUMAN 0.996 0.994 0.867 5 5 5
Q13151 ROAO_HUMAN 0.996 0.994 0.866 6 6 6
P35527 K1C9_HUMAN 0.996 0.994 0.866 7.5 7 7
P04264 K2C1_HUMAN 0.996 0.994 0.865 7.5 8 8
Q16629 SRSF7_HUMAN 0.996 0.994 0.865 9 9 9
P51116 FXR2_HUMAN 0.995 0.985 0.865 10 10 10
Q08170 SRSF4_HUMAN 0.994 0.984 0.863 11 11 11
Q92945 FUBP2_HUMAN 0.994 0.984 0.863 12 12 12
Q8NC51 PAIRB_HUMAN 0.993 0.984 0.861 13 13 13
Q7Z2K8 GRIN1_HUMAN 0.992 0.983 0.859 14 14 14
014964 HGS_HUMAN 0.992 0.983 0.858 15 15 15
Q15517 CDSN_HUMAN 0.990 0.983 0.857 16 16 16
P16403 H12_HUMAN 0.989 0.983 0.856 17 17 17
000401 WASL_HUMAN 0.988 0.983 0.779 18 18 21.5
Q12906 ILF3_HUMAN 0.987 0.983 0.778 19 19 23.5
Q96GY0 ZC21A_HUMAN 0.986 0.675 0.778 20 50 25.5
Q13263 TIF1B_HUMAN 0.983 0.673 0.777 21.5 51 27
P16402 H13_HUMAN 0.983 0.672 0.777 215 52 28
095886 DLGP3_HUMAN 0.982 0.671 0.777 23 53 29
P29966 MARCS_HUMAN 0.981 0.671 0.777 24 54 30
Q5JU85 IQEC2_HUMAN 0.981 0.671 0.774 25 55 31
Q16186 ADRM1_HUMAN 0.980 0.670 0.773 26 56 32
Q9BUJ2 HNRL1_HUMAN 0.980 0.670 0.772 27 57 33
Q16204 CCDC6_HUMAN 0.977 0.670 0.772 28 58 34
Q02952 AKA12_HUMAN 0.977 0.670 0.771 29 59 35
Q99490 AGAP2_HUMAN 0.971 0.669 0.770 30 60 36
P43243 MATR3_HUMAN 0.969 0.669 0.770 31 61 37
P08779 K1C16_HUMAN 0.968 0.668 0.770 32 62 38
060641 AP180_HUMAN 0.968 0.668 0.781 33 63 18
Q92522 H1X_HUMAN 0.967 0.667 0.780 34 64 19
Q3KQu3 MA7D1_HUMAN 0.965 0.667 0.780 35 65 20
Q632Y3 KANK2_HUMAN 0.965 0.666 0.779 36 66 21.5
Q5sQlo ATAT_HUMAN 0.961 0.665 0.778 37 67 23.5
Q8WXD9 CSKI1_HUMAN 0.957 0.665 0.778 38 68 25.5
Q9H3Q1 BORG4_HUMAN 0.954 0.663 0.685 39 69 39
Q9Y4F5 C170B_HUMAN 0.950 0.663 0.684 40 70 40
075363 BCAS1_HUMAN 0.949 0.662 0.684 41 71 41
043602 DCX_HUMAN 0.945 0.661 0.681 42 72 42
075822 EIF3J_HUMAN 0.944 0.660 0.680 43 73 43
Q9COH9 SRCN1_HUMAN 0.944 0.658 0.679 44 74 44
P19338 NUCL_HUMAN 0.941 0.658 0.679 45 75 45
Q9H4GO E41L1_HUMAN 0.940 0.710 0.678 46 30 46
Q6NY19 KANK3_HUMAN 0.939 0.710 0.675 47 31 47
Q96SB3 NEB2_HUMAN 0.939 0.707 0.674 48 32 48
P54727 RD23B_HUMAN 0.939 0.705 0.673 49 33 49

QSNZ56 FMN2_HUMAN 0.939 0.705 0.670 50.5
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