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Supplemental Figure 3: Silhouette and PCA plots for drought clusters. Partitioning-around-medoids
(PAM) clustering of individuals under drought stress based on root anatomical and architectural phenotypes
under drought. Silhouette plots (A-D) show the similarity of individuals within clusters. Silhouette widths
show the similarity of an individual to all other individuals within the same cluster, where 1 indicates perfect
cohesion of the individual to others in the clusters and -1 indicates total dissimilarity. Average silhouette
widths across all individuals (red dotted line) are 0.26 (A), 0.27 (B), 0.15 (C) and 0.20 (D). Principle
component plots (E-H) show the loadings of the first two principle components (Diml and Dim2)
separating the clusters of individuals. The percentage of variation explained by each principle component
is noted in the axis label in parenthesis.



