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Figure S1 - Analysis of TAP2 gene expression according to the genotypes of the four SNPs evaluated.
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Supplementary Figure 1. Legend: Number of patients evaluated (N). The Mann-Whitney or Kruskal-Wallis tests were used to estimate the differences between the TAP2 mRNA expressions in the evaluated groups.
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Supplementary Figure 2. Legend: Number of patients evaluated (N). Presence of HPV infection (HPV+). Absence of HPV infection (HPV-). Evaluation of TAP2 expression in mRNA (A) and protein (B). The Mann-Whitney or Kruskal-Wallis tests were used to estimate the differences between the TAP-2 expressions in the evaluated groups.
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