Online Resource 1 Nutrient and Trace Element concentrations (μg g1 DW) in bark and debarked-trunk of trees grown on the two study sites (Fresnes-sur-Escaut and Pierrelaye) for the two treatments (control and inoculated).
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Online Resource 2 Rarefaction analysis of ITS1 region sequence data for estimating fungal diversity based on a threshold of < 97% sequence similarity for the delineation of operational taxonomic units (OTUs). Comparisons of the fungal communities from the two study soils (Fresnes-sur-Escaut and Pierrelaye) and two treatments (control and inoculated) of Populus Skado field trials.


Online Resource 3 Example of FUNguild assignment table
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Online Resource 4 Relative proportion of fungal sequences from the two sites (Fresnes-sur-Escaut: F; Pierrelaye: P) and the two treatments (control: C; inoculated: I) assigned to the major fungal guilds.
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Site Treatment Tissue Nutrients (ug g2 DW)
Ca Fe K Mg Mn S Sr Na P
Control 25139 14.81 7407 1221 9.293 684.1 58.41 73.53 1547
Fresnes- Inoculated Bark 25693 15.13 8017 1370 6.648 700.5 60.73 86.94 1451
sur-Escaut  control  Debar 1412 2.698 946.7 191.5 0.883 124.1 5.371 0.16 341.2
Inoculated T'ﬁf,ﬂ'k 1380 2.259 972.1 170.1 0.649 121.5 5.402 0.13 316.0
Control Bark 22183 23.75 10483 1493 9.463 597.6 162.1 0.627 1921
Pierrelaye Inoculated 23809 23.11 9821 1568 9.748 658.0 179.9 0.518 1933
Control Dkilzla_r 1480 2.84 1359 220.1 1.232 115.6 16.25 0.118 417.1
Inoculated Trunk 1492 2.94 1256 237.8 1.245 109.0 16.81 0.119 423.6
Trace elements (pg g1 DW)
As Cd Cr Cu Pb Zn
Control Bark - 2.859 0.19 3.904 0.498 239.0
Fresnes- Inoculated - 2.892 0.437 3.808 0.528 247.7
sur-Escaut  control Dktzlzﬁr - 0.878 - 1.853 0.206 29.81
Inoculated  Trunk - 0.729 - 1.747 - 29.39
Control Bark 0.188 0.788 0.238 4.759 0.780 221.0
Pierrelaye Inoculated 0.167 0.902 0.225 4.533 0.797 206.0
Control Dki%a_r - 0.519 0.17 1.988 0.343 27.94
Inoculated  Trunk - 0.569 - 1.813 0.299 26.55
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Trait Notes Citation/Source

ID_exemple1

habitat 

A

Agaricoid

k__Fungi; 

p__Basidiomycota; 

c__Agaricomycetes; 

o__Agaricales; 

f__Tricholomataceae; 

g__Tricholoma; 

s__Tricholoma_scalptu

ratum|SH193992,06FU

Tricholoma 13

Symbiotr

oph

Ectomycor

rhizal

Highly 

Probabl

e

NULL NULL

Rinaldi AC, et al, 

2008, Fungal 

Diversity 33:1-45; 

Tedersoo L, et al, 

2010, Mycorrhiza 

20:217-263; 

http://mycorrhizas,in

fo/ecmf,html
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