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 Figure S1. GO annotation distributions for Diquat degradation-related genes. The horizontal axis corresponds to the secondary GO classification, while the vertical axis denotes the number of genes in that classification (right) and its percentage relative to the total number of annotated genes (left). Different colors represent different orthologs. 
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Figure S2. KOG classification histogram. Each color on the horizontal axis represents the functional classification of a KOG, as annotated in the legend on the right. The vertical axis corresponds to the number of genes annotated to this category. 
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Figure S3. KEGG Pathway classification histogram. The horizontal axis denotes the specific KEGG pathway, while the vertical axis indicates the number of genes annotated to the pathway. 
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A:RNA processing and modification
hromatin structure and dynamics

:Energy production and conversion

D:Cell cycle control, cell division, chromosome partitioning
E:Amino acid transport and metabolism

F:Nucleotide transport and metabolism

G:Carbohydrate transport and metabolism

:Coenzyme transport and metabolism

:Lipid transport and metabolism

J:Translation, ribosomal structure and biogenesis
K:Transcription

L:Replication, recombination and repair

M:Cell wall/membrane/envelope biogenesis

:Cell motility

O:Posttranslational modification, protein turnover, chaperones

P:Inorganic ion transport and metabolism

Q:Secondary metabolites biosynthesis, transport and catabolism

:General function prediction only
:Function unknown

T:Signal transduction mechanisms

Uslntracellular trafficking, secretion, and vesicular transport
efense mechanisms

W:Extracellular structures

Y:Nuclear structure

Z:Cytoskeleton
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