Supplementary Table S2. Summary statistics of sequences obtained from RNA-seq of pepper plants infected with CMV.
	Index
	Healthy
	CMV-infected

	No. of trimmed reads (%)
	80,988,234
(90.73%)
	89,158,100
(91.55%)

	No. of mapped reads (%)
	75,175,224
(92.82%)
	82,327,921
(92.34%)

	No. of mapped nucleotides (%)
	6,848,712,056
(92.81%)
	7,526,945,055
(92.55%)

	Average coverage
	175.00
	192.33


