Table 1. Transplantation parameters and follow-up characteristics of animals included in this study.

	
	JM82
	ZK22
	ZJ31
	ZG66
	A9E016

	CD34+ transplant dose (Millions)
	91
	82
	23
	48 
	23

	CD34+ transplant dose/kg (Millions) 
	7.2
	7.2
	4.1
	8.5
	4.3

	% GFP+ infused cells
	34%
	31%
	35%
	35%
	25%

	Infused GFP+ cells (Millions) 
	30.6
	25.2
	8.0
	16.7
	5.75

	Follow-up timepoints 
(Months post transplantation) 
	46,47,48,49
	45,62,63
	63,74,75,76
	105,106
	4


Details of transplantation and the clonal patterns of lineage cells in the PB overtime from animals JM82, ZG66, ZJ31 and ZK22 has been previously reported (Truitt et al., 2019), (Wu et al., 2018), (Koelle et al., 2017), (Wu et al., 2014)
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