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A Corrigendum on

Comparison of 21-Plex PCR and API 20C AUX, MALDI-TOFMS, and rDNA Sequencing for a

WideRange of Clinically IsolatedYeast Species: Improved Identification byCombining 21-Plex

PCR and API 20C AUX as an Alternative Strategy for Developing Countries

by Arastehfar, A., Daneshnia, F., Kord, M., Roudbary, M., Zarrinfar, H., Fang, W., et al. (2019).
Front. Cell. Infect. Microbiol. 9:21. doi: 10.3389/fcimb.2019.00021

An author’s name was incorrectly spelled as “Amir Aarstehfar.” The correct spelling is

“Amir Arastehfar”.
The authors apologize for this error and state that this does not change the scientific conclusions

of the article in any way. The original article has been updated.
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