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Background: IL-36α is involved in the pathogenesis of a variety of autoimmune diseases,

but the relationship between IL-36α and Graves’ disease (GD) has rarely investigated.

In the present study, we aimed to explore the expression of IL-36α and elucidate the

potential role of IL-36α in GD.

Methods: The expression of IL-36α mRNA in peripheral blood mononuclear cells

(PBMCs) from 32 newly diagnosed GD patients, 15 refractory GD patients and 30 normal

controls (NC) was examined using quantitative real-time polymerase chain reaction

(qRT-PCR). The level of IL-36α in serum from 46 newly diagnosed GD patients, 10

refractory GD patients and 24 NC was measured using enzyme linked immunosorbent

assay (ELISA). The percentage of CD4+IL-36α+T cells was detected by flow cytometry.

PBMCs from newly diagnosed GD patients and NC group were cultured in the presence

or absence of recombinant human IL-36α, and the expression levels of IFN-γ, TNF-α,

IL-6, and IL-17A in culture supernatant were detected by cytokine array.

Results: The expression of IL-36α mRNA in newly diagnosed GD patients was

significantly higher than that in NC group (P = 0.019). IL-36α mRNA expression was

positively associated with thyrotropin receptor antibody (TRAb) (P = 0.004, r = 0.498)

in newly diagnosed GD patients. The level of IL-36α in serum from newly diagnosed

GD patients was significantly higher than that in refractory GD patients and NC group

(P = 0.01; P = 0.007). The percentage of CD4+IL-36α+T cells in newly diagnosed

GD patients was significantly higher than that in NC group (P = 0.030). In GD group,

recombinant human IL-36α stimulation resulted in the increase of INF-γ, TNF-α, IL-6 and

IL-17A (P = 0.015; P = 0.016; P = 0.039; P = 0.017).

Conclusion: IL-36α and CD4+IL-36α+T cells may be involved in the pathogenesis of

GD by promoting the production of Th1, Th2, and Th17 cytokines.
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INTRODUCTION

Graves’ disease (GD), also known as the diffuse toxic goiter, is
a common subtype of autoimmune thyroid disease (AITD). As
an organ-specific autoimmune disease, GD is characterized by
hyperthyroidism and a large amount of thyrotropin receptor
antibody (TRAb) in serum. GD is the most common cause
of hyperthyroidism, and its annual incidence is approximately
20–50/100,000 (1). In addition to hyperthyroidism syndrome,
GD may also accompany some clinical manifestations outside
thyroid, mainly including ophthalmopathy, pretibial myxedema
and clubbing. GD can be observed in any age, but more
frequently encountered in women at the productive age. The
risk ratio of GD between male and female is about 1: 6
(2). Previous studies from our and other research teams have
documented that the interruption of classical Th1/Th2 cell
balance, and newly defined Th17/Treg cell balance, as well as
newly discovered lymphocytes such as Th22 cells and follicular
helper T (Tfh) cells are involved in the development of GD
(3–8), but so far, the specific pathogenesis of GD is still
unclear.

IL-36α is a new member of the IL-1 family (9), also
known as IL-36A or IL-1F6. IL-36α, IL-36β (IL-1F8) and
IL-36γ (IL-1F9) are collectively referred to as IL-36 due
to the same biological function (10). IL-36α can execute
pro-inflammatory and immunomodulatory functions through
binding its heterodimeric receptors consisting of IL-36R and
IL-1 receptor accessory protein (IL-1R/AcP), and activating
mitogen-activated protein kinase (MAPK) and transcription
factor NF-kB signaling cascades (11). As a kind of pro-
inflammatory factor, IL-36 is expressed in many tissues, with
the most notably expression in skin, esophagus, tonsils, lungs,
bowel, and brain; in addition, IL-36 can also be expressed
in immune cells, including monocytes, macrophages and T
cells (12). Because IL-36R expressed in human monocytes,
IL-36 can stimulate human monocyte-derived dendritic cells
(MDC) to produce a variety of pro-inflammatory cytokines,
including IL-1, IL-6 IL-12, IL-12, and IL-18, and can also
enhance the expression of CD83 and MHC-II on the cell
surface, thus promoting MDC maturation; vice versa, under the

stimulation of IL-36, MDC can promote T cell proliferation
and IFN-γ production (13, 14). It is found that IL-36α and
IL-36β can up-regulate the production of pro-inflammatory
cytokines such as TNF-α and IL-17; in turn, TNF-α, IL-17 and
IL-22 can also stimulate the expression of IL-36 (15). IL-36
may not only act solely on naive CD4+ T cells and promote
its proliferation and IL-2 expression, but also may execute a
synergistic effect on Th1 polarization when combined with IL-
12 (16).

Previous studies have confirmed that IL-36α is involved
in the pathogenesis of a variety of autoimmune diseases
such as rheumatoid arthritis, Sjogren’s syndrome, inflammatory

bowel disease, and so on, but the relationship between
IL-36α and GD has rarely been investigated. Therefore,

in the present study, the possible role of IL-36α and
underlying mechanism in the pathogenesis of GD were
explored.

MATERIALS AND METHODS

Subjects
In the present study, all GD samples were collected from
the Department of Endocrinology, Jinshan Hospital of Fudan
University and used as the case group, the normal controls with
matched sex and age of the case group were selected from the
Physical Examination Center of the same hospital. All subjects
included in this study signed informed consent. In this study,
134 GD patients and 73 normal controls (NC) were included.
As shown in Supplementary Table 1, among them, 32 newly
diagnosed GD patients (7 males and 25 females, 37.6± 13.7 years
old), 15 refractory GD patients (3 males and 12 females, 33.6 ±

11.1 years old), and 30 normal controls (8 males and 22 females,
35.2 ± 12.3 years old) were collected for quantitative real-time
polymerase chain reaction (qRT-PCR); 46 newly diagnosed GD
patients (15 males and 31 females, 43.8 ± 12.4 years old), 10
refractory GD patients (5 males and 5 females, 41.3 ± 9.4 years
old) and 24 normal controls (8 males and 16 females, 40.7 ±

9.8 years old) were collected for ELISA; 19 newly diagnosed
GD patients (3 males and 16 females, 41.0 ± 9.2 years old)
and 10 normal controls (2 males and 8 females, 38.2 ± 6.0
years old) were collected for flow cytometry. Twelve patients
with newly diagnosed GD (4 males and 8 females, 36.7 ± 11.6
years old) and 9 normal controls (2 males and 7 females, 35.3
± 9.0 years old) were collected for cell stimulation. Newly
diagnosed GD also known as newly onset GD patients, were
the first to be diagnosed as GD without drug therapy; refractory
GD patients were treated with anti-thyroid drugs for at least 4
years and still positive for thyrotropin receptor antibody (TRAb)
(17). Thyroid function test and TRAb levels of all subjects
were summarized in Supplementary Table 1. This project was
approved of by the Ethics Committee of Jinshan Hospital of
Fudan University.

Quantitative Real-Time Polymerase Chain
Reaction (qRT-PCR)
Peripheral bloodmonocytes (PBMCs) were separated from blood
using Lymphoprep density gradient centrifugation (TianGen
Biotech, China). Total RNA was extracted from PBMCs using
Trizol reagent (Invitrogen, USA) according to the manufacturer’s
protocol. Then, the concentration of RNA was determined and 1
µg of RNA was used to synthesize cDNA by reverse transcription
kit (TaKaRa, Japan). The qRT-PCR was performed in ABI PRISM
7300 Fast Real-Time PCR system (BIO-RAD) using SYBR Premix
Ex TaqTM II (Perfect Real Time) (TaKaRa, Japan). The primer
sequences were ATC AAT CAT CGG GTG TGG as the forward
primer and AAGGCAATAGTGACTGGAGAC as the reversed
primer for IL-36α; CAT TGC CGA CAG GAT GCA G as the
forward primer and CTC GTC ATA CTC CTG CTT GCT G as
the reversed primer for β-actin.

Serum IL-36α Assay
Serum samples were collected from 2mL of EDTA-containing
whole blood. After centrifuged at 4,000 rpm for 10min,
supernatants were obtained and then centrifuged at
13,000 rpm for 2min. Serum samples were obtained and
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stored at −80◦C. The concentration of IL-36α in serum
was determined using commercial sandwich ELISA kits
(CUSABIO, Wuhan, China) according to the manufacturer’s
instructions.

Flow Cytometry
PBMCswere stimulated with 2µLmixture (BD Bioscience, USA)
containing phorbol myristate acetate, ionomycin and monensin
at 37◦C and 5% CO2 for 4 h. Then, the cells were stained
with anti-human CD4-APC at 4◦C under light-free environment
for 30min. Fixation and permeabilization were conducted with
a Cytofix/Cytoperm kit (BD Biosciences, USA). Then, the
cells were incubated with primary antibody anti-human IL-36α
(Lifespan Bioscience, USA) at 4◦C for 30min under light-free
environment. The cells were sequentially washed with 1mL BD
Perm/WashTM buffer (1×) (BD Bioscience, USA), and stained
with secondary antibody goat anti-rabbit IgG-FITC (Santa, USA)
at room temperature for 30min. Finally, FACScalibur Flow
cytometer (Beckman coulter) was used to analyze the stained cells
(CD4+IL-36α+T cells) immediately.

Cell Culture
Like the previously published researches (7, 18), the separated
PBMCs from GD patients or controls were divided into two
equal parts (1∼2× 106 /ml). Both of them were seeded into
culture dishes with a diameter of 35mm. One was incubated
with recombinant human IL-2 (50 ng/ml) (PeproTech, USA)
and 100 U/ml penicillin/streptomycin (Hyclone, USA) in the
presence of recombinant human IL-36α (100 ng/ml) (R&D
system, USA) at a 37◦C incubator supplemented with 5%
CO2. Another was incubated only with recombinant human
IL-2 (50 ng/ml) (PeproTech, USA) and served as the negative
control. After 24 h, we harvested the cultured supernatants of
the both and stored them at −80◦C. The levels of T-cell-
derived cytokines including IFN-γ, TNF-α, IL-6 and IL-17A in
supernatants were determined by Human High Sensitivity T Cell
Magnetic Bead Panel (Merck Millipore, Germany) according to
the manufacturer’s instructions.

Statistical Analysis
All data are reported as mean ± standard deviation (M ± SD).
SPSS 17.0 was used for statistical analysis. The comparison of

multiple groups was conducted through the one-way ANOVA.
Comparison between two groups was performed by using two-
independent-sample T test, or nonparametric test. For the
correlation of two variables, the non-parametric spearman’s test
was conducted. Comparison of cytokine levels in supernatant of
PBMCs between stimulation with recombinant IL-36α combined
with IL-2 and IL-2 only was analyzed using paired T test. The
2−11CT method was used to analyze the data of RT-PCR. Data
of the levels of IFN-γ, IL-6 and TNF-α were log10 transformed.
P < 0.05 was considered to be statistically significant difference.

RESULTS

The Expression of IL-36α mRNA in PBMCs
As shown in Figure 1A, the expression of IL-36α mRNA in
newly onset GD patients was significant higher than that in NC
group (P = 0.019). There was no significant difference between
refractory GD and newly onset GD as well as NC (P > 0.05).
Correlation analysis showed that the expression of IL-36αmRNA
was positively correlated with TRAb (P = 0.004, r = 0.498,
Figure 1B) in newly onset GD patients. In refractory GDpatients,
the expression of IL-36α mRNA was not significantly correlated
with free triiodothyronine (FT3), free thyroxine (FT4) and TRAb
(P > 0.05) (data not shown).

Serum Levels of IL-36α

As shown in Figure 2, the concentration of IL-36α in newly
onset GD patients was significantly higher than that of refractory
GD patients and NC group (P = 0.010; P = 0.007). There was
no significant difference in serum IL-36α concentration between
refractory GD patients and NC group (P = 0.406). In newly
diagnosed GD group and refractory GD group, there was no
significant correlation between IL-36α concentration and FT3,
FT4 and TRAb (P > 0.05).

Frequency of CD4+IL-36α
+T Cells in

PBMCs
Flow cytometric analysis revealed that the percentage of CD4+IL-
36α+T cells in GD group was significantly higher than that
in NC group (P = 0.030, Figure 3), but the percentage of

FIGURE 1 | The expression of IL-36α mRNAs in GD patients (A). IL-36α mRNA expression in newly onset GD patients was significantly higher than that in NC group;

(B). Correlation analysis of IL-36α mRNA expression and TRAb. IL-36α mRNA expression in newly onset GD patients was positively correlated TRAb. *P < 0.05.
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CD4+IL-36α+T cells was not correlated with FT3, FT4 and
TRAb (P > 0.05).

The Expression of Cytokines in Cultured
PBMCs After Recombinant Human IL-36α

Stimulation
As shown in Figure 4, in supernatant of PBMCs from newly
onset GD patients, recombinant human IL-36α stimulation
resulted in the increase of INF-γ, IL-6, IL-17A, and TNF-α
(2.4 ± 1.2 pg/mL vs. 2.7 ±1.1 pg/mL, P = 0.015; 3.3 ± 0.5
pg/mL vs. 3.5 ± 0.3 pg/mL, P = 0.039; 24.2 ± 11.0 pg/mL
vs. 28.2 ± 11.0 pg/mL, P = 0.017; 2.6 ± 0.9 pg/mL vs. 2.9 ±

0.7 pg/mL, P = 0.016, respectively). While the levels of INF-
γ, IL-6, IL-17A, and TNF-α in PBMCs from NC group were
unaffected by the stimulation of recombinant human IL-36α
(P > 0.05).

DISCUSSION

The dysfunction of immune cells is a key factor in the
development of GD. In recent years, the studies on immune cells
and their corresponding cytokines have become a hotspot in the
field of GD pathogenesis. Previous reports have demonstrated
that Th1 and Th17 cells and their cytokines are abnormally
expressed in autoimmune thyroid disease (19). Compared with

FIGURE 2 | Serum IL-36α levels of GD patients (including newly onset GD,

refractory patients) and healthy controls. *P < 0.05.

the normal control group, the expression of Th2 cell-related
cytokines such as IL-4 and IL-10 is significantly increased
in GD patients (3). Similarly, protein concentrations of Th1-
related cytokines such as IL-12 and IL-18 in GD patients are
significantly higher than that in the normal controls (8). The
percentage of Th17 cells in peripheral blood of patients with
intractable GD is significantly higher than that in patients
at the remission state (4). It is also confirmed that the
proportion of CD4+CD25+Foxp3+Treg cells in the untreated
GD group is significantly lower than that in the normal group
and negatively correlated with the autoantibody concentration
against thyroid-stimulating hormone receptor (TSHR) (5). The
proportion of follicular helper T (Tfh) cells in the peripheral
blood of GD patients is significantly increased, and the number
of Tfh cells is positively correlated with FT3 and FT4. The
proportion of circulating Tfh cells is decreased after anti-
thyroid drug treatment in follow-up duration (6). Moreover,
the expression of IL-22 mRNA, the concentration of serum
IL-22 and the percentage of Th22 cells in PBMCs from GD
patients are significantly higher than those in the normal
control group (7). All those data suggest that various immune
cells and cytokines may be involved in the development of
GD.

IL-36α is a new member of IL-1 family (IL-1F) located
on IL-1F gene cluster of human chromosome 2 (9). The IL-1
family includes seven agonists or pro-inflammatory factors (IL-
1α, IL-1β, IL-18, IL-33, IL-36α, IL-36β, and IL-36r) and four
inhibitors or anti-inflammatory factors (IL-1Ra, IL-36Ra, IL-37
and IL-38) (20, 21). IL-36α and IL-IRa have 24% homology
(22). IL-36α can induce the production of pro-inflammatory
cytokines, chemokines and costimulatory molecules, and then
accomplish the recruitment of neutrophils, the activation
of dendritic cells and the polarization of Th1 cells (16,
23).

The abnormal expression of IL-36α has been found in a
series of autoimmune inflammatory diseases such as psoriasis,
rheumatoid arthritis, and Crohn’s disease (24). IL-36RN is a
gene encoding the native inhibitor for IL-36, and is deficient
in severe pustular psoriasis (25). IL-36α can up-regulate the
expression of IL-17A, IL-23, and tumor necrosis factor (TNF-α)
in psoriasis arthritis (PsA) (26). The expression of IL-36α in
the lesion skin is significantly higher than that in the normal

FIGURE 3 | Flow cytometry analysis detected CD4+ IL-36α+ T cells. (A) Representative flow cytometry data showing the expression of CD4+ IL-36α+ T cells in

newly onset GD patients and NC group. (B) The frequency of CD4+ IL-36α+ T cells in newly onset GD patients and controls. *P < 0.05.
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FIGURE 4 | IL-36α promotes the expression of inflammatory cytokines in PBMCs of patients with GD. In GD patients, the levels of IFN-γ (A), TNF-α (B), IL-6 (C), and

IL-17A (D) were increased in supernatant of PBMCs stimulated with human recombinant IL-36α combined with IL-2 than that of supernatant of PBMCs stimulated

with IL-2 only (P = 0.015, P = 0.016, P = 0.039, P = 0.017, respectively). For these cytokines in supernatant of PBMCs from NC, no significant difference was found

between stimulation with recombinant human IL-36α combined with IL-2 and IL-2 only. Each symbol represents an individual patient or healthy control. In GD patients

or NC group, the points on the left column represent the levels of cytokines after stimulation with IL-2 only; the points on the right column represent the levels of

cytokines after stimulation with IL36 in combination with IL-2. *P < 0.05.

skin of psoriasis (27). IL-36 can also induce the secretion of IL-
6 and IL-8 in the culture of synovial cells (28). The increased
level of IL-36α in serum from patients with rheumatoid arthritis
is positively correlated with C-reactive protein (CRP) (29).
The elevated expression of IL-36α in patients with Sjogren’s
syndrome is positively associated with the expression of IL-
22, IL-17 and IL-23p19 in the lip gland tissues (30). The
higher level of IL-36α in serum of patients with systemic lupus
erythematosus (SLE) is also positively correlated with disease
procession (31). Upon the stimulation with recombinant IL-36α
and IL-36γ, the concentrations of IL-6 and CXCL8 in the culture
of PBMCs are significantly increased when compared with NC
(31).

In the present study, the expression of IL-36α in PBMCs
and serum of newly diagnosed GD patients was significantly
higher than that of NC group. This is consistent with the results
of previous studies on the association of IL-36 with Sjogren’s
syndrome (30) and SLE (31). Correlation analysis showed that
the expression of IL-36α mRNA in newly diagnosed GD patients
was positively correlated with TRAb, suggesting that IL-36α was
involved in the development of GD and correlated with the
severity of the disease. There was no significant difference in IL-
36α mRNA in PBMCs and level of IL-36α in serum between
refractory GD patients and NC group. The reason may be
that refractory GD patients take drugs for a long time, thereby
the expression of IL-36α was inhibited to some extent. Flow

cytometric assay showed that the percentage of CD4+IL-36α+ T
cells in PBMCs from newly onset GD patients was higher than
that in normal controls, implicating that CD4+ T cells are one
of the major cells for the production of IL-36α in GD. The up-
regulation of IL-36α in serum from newly diagnosed GD patients
may be associated with an increase in the percentage of CD4+T
cells secreting IL-36α in PBMCs.

The PBMCs stimulation test showed that the expression of
IFN-γ, TNF-α, IL-6, and IL-17A in the supernatant of PBMCs
from GD patients was significantly increased after stimulation
with human recombinant IL-36α, while the concentrations of
above cytokines in the culture supernatant did not reveal a
significant change in NC group. These results suggest that IL-
36α may participate in the process of immune disorder in
GD by acting on Th1, Th2, and Th17 cells and inducing the
secretion of inflammatory cytokines. However, our results were
not consistent with the results from a previous study about IL-
36α in SLE with the only elevated level of IL-6, instead of IFN-γ
and IL-17A (31), which may be related to IL-36α concentration,
detection kit and cell population because the target cells and
the intensity of IL-36α are different in different autoimmune
inflammatory diseases.

In summary, the pro-inflammatory factor IL-36α is involved
in GD pathogenesis, which is beneficial to elucidate the
pathogenic mechanisms of GD and to develop a new immune-
specific therapy.

Frontiers in Endocrinology | www.frontiersin.org 5 October 2018 | Volume 9 | Article 591

https://www.frontiersin.org/journals/endocrinology
https://www.frontiersin.org
https://www.frontiersin.org/journals/endocrinology#articles


Yao et al. Interleukin-36α and Graves’ Disease

ETHICS STATEMENT

This study was carried out in accordance with the
recommendations of human participants, Ethics Committee of
the Jinshan Hospital of Fudan University with written informed
consent from all subjects. All subjects gave written informed
consent in accordance with the Declaration of Helsinki. The
protocol was approved by the Ethics Committee of the Jinshan
Hospital of Fudan University committee.

AUTHOR CONTRIBUTIONS

QY carried out the work, conducted the data analysis
and wrote the manuscript. LL, Z-YS, BW, QQ, XA
helped with the collection of specimens. JZ revised the
manuscript.

FUNDING

This study was supported by the National Natural Science
Foundation of China (81471004 and 81670722) and the Key
Discipline Development of Shanghai Jinshan District (No.
JSZK2015A02).

ACKNOWLEDGMENTS

The authors would like to thank all participants in the study.

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found
online at: https://www.frontiersin.org/articles/10.3389/fendo.
2018.00591/full#supplementary-material

REFERENCES

1. ZimmermannMB, Boelaert K. Iodine deficiency and thyroid disorders. Lancet

Diabetes Endocrinol. (2015) 3:286–295. doi: 10.1016/S2213-8587(14)70225-6

2. Smith TJ, Hegedus L. Graves’ disease. N Engl J Med. (2016) 375:1552–65.

doi: 10.1056/NEJMra1510030

3. Kocjan T, Wraber B, Repnik U, Hojker S. Changes in Th1/Th2 cytokine

balance in Graves’ disease. Pflugers Arch. (2000) 440(5 Suppl):R94–5.

4. Nanba T,WatanabeM, Inoue N, Iwatani Y. Increases of the Th1/Th2 cell ratio

in severeHashimoto’s disease and in the proportion of Th17 cells in intractable

Graves’ disease. Thyroid (2009) 19:495–501. doi: 10.1089/thy.2008.0423

5. Mao C, Wang S, Xiao Y, Xu J, Jiang Q, Jin M, et al. Impairment of

regulatory capacity of CD4+CD25+ regulatory T cells mediated by dendritic

cell polarization and hyperthyroidism in Graves’ disease. J Immunol. (2011)

186:4734–43. doi: 10.4049/jimmunol.0904135

6. Zhu C, Ma J, Liu Y, Tong J, Tian J, Chen J, et al. Increased frequency of

follicular helper T cells in patients with autoimmune thyroid disease. J Clin

Endocrinol Metab. (2012) 97:943–50. doi: 10.1210/jc.2011-2003

7. Song RH, Yu ZY, Qin Q, Wang X, Muhali FS, Shi LF, et al. Different levels

of circulating Th22 cell and its related molecules in Graves’ disease and

Hashimoto’s thyroiditis. Int J Clin Exp Pathol. (2014) 7:4024–31.

8. Miyauchi S, Matsuura B, Onji M. Increased levels of serum interleukin-18 in

Graves’ disease. Thyroid (2000) 10:815–9. doi: 10.1089/thy.2000.10.815

9. Dunn E, Sims JE, Nicklin MJ, O’Neill LA. Annotating genes with potential

roles in the immune system: six new members of the IL-1 family. Trends

Immunol. (2001) 22:533–6. doi: 10.1016/S1471-4906(01)02034-8

10. Dinarello C, Arend W, Sims J, Smith D, Blumberg H, O’Neill L, et al. IL-1

family nomenclature. Nat Immunol. (2010) 11:973. doi: 10.1038/ni1110-973

11. Towne JE, Garka KE, Renshaw BR, Virca GD, Sims JE. Interleukin (IL)-

1F6, .IL-1F8, and IL-1F9 signal through IL-1Rrp2 and IL-1RAcP to activate

the pathway leading to NF-kappaB and MAPKs. J Biol Chem. (2004)

279:13677–88. doi: 10.1074/jbc.M400117200

12. Gresnigt MS, Rosler B, Jacobs CW, Becker KL, Joosten LA, van der Meer

JW, et al. The IL-36 receptor pathway regulates Aspergillus fumigatus-

induced Th1 and Th17 responses. Eur J Immunol. (2013) 43:416–26.

doi: 10.1002/eji.201242711

13. Mutamba S, Allison A, Mahida Y, Barrow P, Foster N. Expression of IL-

1Rrp2 by human myelomonocytic cells is unique to DCs and facilitates

DC maturation by IL-1F8 and IL-1F9. Eur J Immunol. (2012) 42:607–17.

doi: 10.1002/eji.201142035

14. Foster AM, Baliwag J, Chen CS, Guzman AM, Stoll SW, Gudjonsson JE, et al.

IL-36 promotes myeloid cell infiltration, activation, and inflammatory activity

in skin. J Immunol. (2014) 192:6053–61. doi: 10.4049/jimmunol.1301481

15. Carrier Y, Ma HL, Ramon HE, Napierata L, Small C, O’Toole M, et al. Inter-

regulation of Th17 cytokines and the IL-36 cytokines in vitro and in vivo:

implications in psoriasis pathogenesis. J Invest Dermatol. (2011) 131:2428–37.

doi: 10.1038/jid.2011.234

16. Vigne S, Palmer G, Martin P, Lamacchia C, Strebel D, Rodriguez E,et al.

IL-36 signaling amplifies Th1 responses by enhancing proliferation and

Th1 polarization of naive CD4+ T cells. Blood (2012) 120:3478–87.

doi: 10.1182/blood-2012-06-439026

17. Yasuda T, Okamoto Y, Hamada N,Miyashita K, TakaharaM, Sakamoto F, et al.

Serum vitamin D levels are decreased in patients without remission of Graves’

disease. Endocrine (2013) 43:230–2. doi: 10.1007/s12020-012-9789-6

18. Guan LJ, Wang X, Meng S, Shi LF, Jiang WJ, Xiao L, et al. Increased IL-

21/IL-21R expression and its proinflammatory effects in autoimmune thyroid

disease. Cytokine (2015) 72:160–5. doi: 10.1016/j.cyto.2014.11.005

19. Bossowski A, MoniuszkoM, Idzkowska E, Dabrowska M, JeznachM, Sawicka

B, et al. Evaluation of CD4+CD161+CD196+ and CD4+IL-17+ Th17 cells

in the peripheral blood of young patients with Hashimoto’s thyroiditis and

Graves’ disease. Pediatr Endocrinol Diabetes Metab. (2012) 18:89–95.

20. Gabay C, Lamacchia C, Palmer G. IL-1 pathways in inflammation and

human diseases.Nat Rev Rheumatol. (2010) 6:232–41. doi: 10.1038/nrrheum.2

010.4

21. Garlanda C, Dinarello CA, Mantovani A. The interleukin-1 family: back

to the future. Immunity (2013) 39:1003–18. doi: 10.1016/j.immuni.2013.1

1.010

22. Gresnigt MS, van de Veerdonk FL. Biology of IL-36 cytokines and their role in

disease. Semin Immunol. (2013) 25:458–65. doi: 10.1016/j.smim.2013.11.003

23. Gabay C, Towne JE. Regulation and function of interleukin-36 cytokines in

homeostasis and pathological conditions. J Leukoc Biol. (2015) 97:645–52.

doi: 10.1189/jlb.3RI1014-495R

24. Boutet MA, Bart G, Penhoat M, Amiaud J, Brulin B, Charrier C, et al.

Distinct expression of interleukin (IL)-36alpha, beta and gamma, their

antagonist IL-36Ra and IL-38 in psoriasis, rheumatoid arthritis, and

Crohn’s disease. Clin Exp Immunol. (2016) 184:159–73. doi: 10.1111/cei.1

2761

25. Marrakchi S, Guigue P, Renshaw BR, Puel A, Pei XY, Fraitag S, et al.

Interleukin-36-receptor antagonist deficiency and generalized pustular

psoriasis. N Engl J Med. (2011) 365:620–8. doi: 10.1056/NEJMoa1013068

26. Blumberg H, Dinh H, Dean CJ, Trueblood ES, Bailey K, Shows D, et al.

IL-1RL2 and its ligands contribute to the cytokine network in psoriasis.

J Immunol. (2010) 185:4354–62. doi: 10.4049/jimmunol.1000313

27. Keermann M, Koks S, Reimann E, Abram K, Erm T, Silm H, et al. Expression

of IL-36 family cytokines and IL-37 but not IL-38 is altered in psoriatic skin.

J Dermatol Sci. (2015) 80:150–2. doi: 10.1016/j.jdermsci.2015.08.002

28. Frey S, Derer A, Messbacher ME, Baeten DL, Bugatti S, Montecucco C,

et al. The novel cytokine interleukin-36alpha is expressed in psoriatic

and rheumatoid arthritis synovium. Ann Rheum Dis. (2013) 72:1569–74.

doi: 10.1136/annrheumdis-2012-202264

Frontiers in Endocrinology | www.frontiersin.org 6 October 2018 | Volume 9 | Article 591

https://www.frontiersin.org/articles/10.3389/fendo.2018.00591/full#supplementary-material
https://doi.org/10.1016/S2213-8587(14)70225-6
https://doi.org/10.1056/NEJMra1510030
https://doi.org/10.1089/thy.2008.0423
https://doi.org/10.4049/jimmunol.0904135
https://doi.org/10.1210/jc.2011-2003
https://doi.org/10.1089/thy.2000.10.815
https://doi.org/10.1016/S1471-4906(01)02034-8
https://doi.org/10.1038/ni1110-973
https://doi.org/10.1074/jbc.M400117200
https://doi.org/10.1002/eji.201242711
https://doi.org/10.1002/eji.201142035
https://doi.org/10.4049/jimmunol.1301481
https://doi.org/10.1038/jid.2011.234
https://doi.org/10.1182/blood-2012-06-439026
https://doi.org/10.1007/s12020-012-9789-6
https://doi.org/10.1016/j.cyto.2014.11.005
https://doi.org/10.1038/nrrheum.2010.4
https://doi.org/10.1016/j.immuni.2013.11.010
https://doi.org/10.1016/j.smim.2013.11.003
https://doi.org/10.1189/jlb.3RI1014-495R
https://doi.org/10.1111/cei.12761
https://doi.org/10.1056/NEJMoa1013068
https://doi.org/10.4049/jimmunol.1000313
https://doi.org/10.1016/j.jdermsci.2015.08.002
https://doi.org/10.1136/annrheumdis-2012-202264
https://www.frontiersin.org/journals/endocrinology
https://www.frontiersin.org
https://www.frontiersin.org/journals/endocrinology#articles


Yao et al. Interleukin-36α and Graves’ Disease

29. WangM,Wang B, Ma Z, Sun X, Tang Y, Li X, et al. Detection of the novel IL-1

family cytokines by QAH-IL1F-1 assay in rheumatoid arthritis. Cell Mol Biol.

(2016) 62:31–4.

30. Ciccia F, Accardo-Palumbo A, Alessandro R, Alessandri C, Priori R,

Guggino G, et al. Interleukin-36alpha axis is modulated in patients

with primary Sjogren’s syndrome. Clin Exp Immunol. (2015) 181:230–8.

doi: 10.1111/cei.12644

31. Chu M, Wong CK, Cai Z, Dong J, Jiao D, Kam NW, et al. Elevated

expression and Pro-Inflammatory activity of IL-36 in patients with

systemic lupus erythematosus. Molecules (2015) 20:19588–604.

doi: 10.3390/molecules201019588

Conflict of Interest Statement: The authors declare that the research was

conducted in the absence of any commercial or financial relationships that could

be construed as a potential conflict of interest.

Copyright © 2018 Yao, Li, Song, Wang, Qin, An and Zhang. This is an open-access

article distributed under the terms of the Creative Commons Attribution License (CC

BY). The use, distribution or reproduction in other forums is permitted, provided

the original author(s) and the copyright owner(s) are credited and that the original

publication in this journal is cited, in accordance with accepted academic practice.

No use, distribution or reproduction is permitted which does not comply with these

terms.

Frontiers in Endocrinology | www.frontiersin.org 7 October 2018 | Volume 9 | Article 591

https://doi.org/10.1111/cei.12644
https://doi.org/10.3390/molecules201019588
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/endocrinology
https://www.frontiersin.org
https://www.frontiersin.org/journals/endocrinology#articles

	Elevated Interleukin-36α And CD4+IL-36α+T Cells Are Involved in the Pathogenesis of Graves' Disease
	Introduction
	Materials And Methods
	Subjects
	Quantitative Real-Time Polymerase Chain Reaction (qRT-PCR)
	Serum IL-36α Assay
	Flow Cytometry
	Cell Culture
	Statistical Analysis

	Results
	The Expression of IL-36α mRNA in PBMCs
	Serum Levels of IL-36α
	Frequency of CD4+IL-36α+T Cells in PBMCs
	The Expression of Cytokines in Cultured PBMCs After Recombinant Human IL-36α Stimulation

	Discussion
	Ethics Statement
	Author Contributions
	Funding
	Acknowledgments
	Supplementary Material
	References


