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A Corrigendum on

The Impact of Pathway Database Choice on Statistical Enrichment Analysis and

Predictive Modeling

by Mubeen, S., Hoyt, C. T., Gemünd, A., Hofmann-Apitius, M., Fröhlich, H., and Domingo-
Fernández, D. (2019). Front. Genet. 10:1203. doi: 10.3389/fgene.2019.01203

In the original article, the correspondence email was incorrect. The correct one should
be daniel.domingo.fernandez@scai.fraunhofer.de.

The authors apologize for the error and state that this does not change the scientific conclusions
of the article in any way. The original article has been updated.
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