
November 2017 | Volume 8 | Article 15721

Original research
published: 20 November 2017

doi: 10.3389/fimmu.2017.01572

Frontiers in Immunology | www.frontiersin.org

Edited by: 
Ilse Denise Jacobsen,  

Leibniz-Institut für Naturstoff-
Forschung und Infektionsbiologie, 

Hans Knöll Institut, Germany

Reviewed by: 
Etienne Meunier,  

UMR5089 Institut de  
Pharmacologie et de Biologie 

Structurale (IPBS), France  
Leonardo H. Travassos,  

Federal University of Rio de Janeiro, 
Brazil

*Correspondence:
Anamélia Lorenzetti Bocca 

albocca@unb.br

†These authors have contributed 
equally and share senior authorship.

Specialty section: 
This article was submitted to 

Microbial Immunology,  
a section of the journal  

Frontiers in Immunology

Received: 30 August 2017
Accepted: 01 November 2017
Published: 20 November 2017

Citation: 
Castro RJA, Siqueira IM, 

Jerônimo MS, Basso AMM, 
Veloso Junior PHH, Magalhães KG, 

Leonhardt LC, Oliveira SAM, 
Bürgel PH, Tavares AH and 
Bocca AL (2017) The Major 

Chromoblastomycosis Etiologic 
Agent Fonsecaea pedrosoi Activates 

the NLRP3 Inflammasome. 
Front. Immunol. 8:1572. 

doi: 10.3389/fimmu.2017.01572

The Major chromoblastomycosis 
etiologic agent Fonsecaea pedrosoi 
activates the nlrP3 inflammasome
Raffael Júnio Araújo de Castro1, Isaque Medeiros Siqueira1, Márcio Sousa Jerônimo1, 
Angelina Maria Moreschi Basso1, Paulo Henrique de Holanda Veloso Junior1,  
Kelly Grace Magalhães2, Luiza Chaves Leonhardt1, Stephan Alberto Machado de Oliveira1, 
Pedro Henrique Bürgel1, Aldo Henrique Tavares1† and Anamélia Lorenzetti Bocca1*†

1 Laboratory of Applied Immunology, Department of Cellular Biology, Institute of Biological Sciences, University of Brasília, 
Brasília, Brazil, 2 Laboratory of Immunology and Inflammation, Department of Cellular Biology, Institute of Biological  
Sciences, University of Brasília, Brasília, Brazil

Fonsecaea pedrosoi is the main etiologic agent of chromoblastomycosis (CBM), one of 
the most prevalent subcutaneous mycosis in tropical and subtropical countries. CBM 
is a poorly characterized chronic infection that commonly starts after transcutaneous 
inoculation of conidia and saprophytic hyphae of F. pedrosoi. Recently, we have shown 
that unlike conidia, hyphae and muriform cells (the parasitic morphotype) of F. pedrosoi  
promotes an intense inflammatory response pattern in vivo, which comprises the pro-
duction of an inflammasome-derived cytokine, IL-1β. Nonetheless, the mechanisms 
underlying IL-1β production and maturation upon F. pedrosoi infection and its functional 
output in the course of CBM remains unknown. We show here that F. pedrosoi hyphae, 
differently from conidia, induce IL-1β secretion in both bone marrow-derived dendritic 
cells and macrophages. Using inhibitors and knockout cells, we demonstrated that 
the mechanisms underlying IL-1β production by hyphae-infected macrophages were 
dependent on dectin-1, -2, and -3 receptors and the Syk-NF-kB signaling pathway. 
Furthermore, F. pedrosoi promoted a NLRP3-dependent inflammasome activation, 
which required potassium efflux, reactive oxygen species production, phagolysosomal 
acidification, and cathepsin B release as triggers. IL-1β processing and release was 
mediated primarily by caspase-1 and, to a lesser extent, by caspase-8-dependent 
cleavage. Finally, we showed using a murine CBM model that F. pedrosoi elicits a 
NLRP3-regulated IL-1β and interleukin-18 release in vivo, but without NLRP3 inflam-
masome activation interfering in the course of the experimental infection.

Keywords: nlrP3 inflammasome, Fonsecaea pedrosoi, chromoblastomycosis, hyphae, macrophages,  
dendritic cells

inTrODUcTiOn

Chromoblastomycosis (CBM) is a chronic, granulomatous, suppurative, and often debilitating 
cutaneous and subcutaneous mycosis, caused by dimorphic filamentous fungi belonging to the 
Dematiaceous family (1–3). Multiple dematiaceous fungi are related to the disease etiology; of 
these, Fonsecaea pedrosoi and Cladophialophora carrionii are the most frequently identified 
fungal species in human CBM skin lesions. This disease occurs worldwide; however, it is mostly 
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prevalent in tropical and subtropical areas (4, 5). Clinically, 
CBM is characterized by the slow development of polymorphic 
skin lesions, such as nodules, warts, tumors, plaques, and scars, 
after inoculation of fungal propagules consisting of conidia 
and hyphal fragments into host skin, more frequently into 
lower limbs (6–8). During infection of mammalian host, these 
primarily saprophyte fungal forms undergo transformation into 
the intensely melanized and thick-walled muriform (sclerotic) 
cells, the parasitic morphotype of F. pedrosoi (4).

Although little is known about the immune response of the 
host to infection by F. pedrosoi, it has been credited that an 
adaptive response mediated by T helper (Th) cell types 1 and 
17 might be protective against F. pedrosoi infection (9–11). 
In this scenario, the abrogation of IL-12p35 transcription in 
human dendritic cells, leading to Th1-deficient development 
by several Fonsecaea species, and the Th17-mediated response 
suppression in experimentally infected mice, suggest that this 
fungal pathogen evade host immune response by complex 
mechanisms. These mechanisms usually encompass the evasion 
or subversion of the function of innate pattern recognition recep-
tors (PRRs) in the detection of conserved fungal components or 
pathogen-associated molecular patterns (PAMPs) by phagocytes 
(10–12). A number of PRRs families have been associated with 
F. pedrosoi sensing, including the C-type lectin receptors (CLRs) 
mincle, dectin-1 and dectin-2, as well as toll-like receptors 
(TLRs). Besides these cytoplasmic membrane-bound receptors, 
fungal sensing by cytosolic PRRs, such as NOD-like receptors 
(NLRs) and AIM2-like receptors, is becoming increasingly  
apparent.

The members of the NLR protein family typically share three 
functional domains: a C-terminal leucine-rich-repeat putative 
ligand-binding domain, a central NACHT nucleotide-binding 
and oligomerization domain and an N-terminal signaling 
domain (13). The latter consists of different domains, most 
notably a pyrin domain (PYD) or a caspase recruitment 
domain (CARD). Certain NLRP (NLR subfamily with an 
N-terminal PYD), such as NLRP1 and NLRP3, and the 
NLR family CARD domain-containing protein 4 (NLRC4) 
associate with inflammatory caspase-1 (in the form of pro-
caspase-1) to assemble the inflammasome, a large cytosolic 
multiprotein complex. Notably, NLRP3-containing inflamma-
some formation is dependent on the adaptor protein ASC 
(apoptosis-associated speck-like protein containing a CARD), 
which promotes the recruitment of pro-caspase-1 through 
CARD–CARD interactions (13). The assembly of the inflam-
masome complex leads to the cleavage of pro-caspase-1 into 
an active cysteine protease, which cleaves the proinflammatory 
cytokines interleukin-1β (IL-1β) and interleukin-18 (IL-18)  
into their mature forms. NLRP3 inflammasome, the most 
studied and the main inflammasome associated with fungal 
infection, is activated by a typical two-step mechanism: prim-
ing and activation (14, 15). The priming signal is generated 
by the recognition of PAMPs by PRRs, usually leading to 
NF-kB activation and, as a result, production of pro-IL-1β, 
pro-IL-18, and NLRP3. The activation step is associated with 
the assembly of the multiprotein complex induced by a broad 
variety of endogenous danger-associated molecules (DAMPs), 

such as potassium efflux, production of reactive oxygen spe-
cies (ROS), phagolysosome acidification, and cathepsin B 
release. Several conditions may lead to DAMPs production, 
including metabolic disorders, inflammatory diseases, and  
infections.

The inflammasome-dependent release of IL-1β and IL-18 
cytokines has a striking importance in the regulation of innate 
and adaptive response against many different fungal patho-
gens, including significant protective roles against Candida 
albicans, Aspergillus fumigatus, Cryptococcus neoformans, Para­
coccidioides brasiliensis, and Histoplasma capsulatum (16–22). 
One aspect associated with inflammasome activation is fungal 
morphotype diversity and complexity. C. albicans hyphae are 
better inducers and the only fungal form of A. fumigatus that 
activates the NLRP3 inflammasome (16, 17, 23). Indeed, we 
have recently showed that unlike conidia, the hyphae and muri-
form (sclerotic) cells of F. pedrosoi promote intense production 
of proinflammatory cytokines in vitro and in vivo (24). Among 
these cytokines, we observed IL-1β production, suggesting that 
F. pedrosoi could activate the inflammasome. In this context,  
we aimed to evaluate the inflammasome activation by F. pedrosoi 
infective propagules and the role of the inflammasome in CBM 
experimental disease.

We show here that F. pedrosoi hyphae, differently from conidia, 
induce IL-1β secretion in both bone marrow-derived dendritic cells 
and macrophages. The mechanisms underlying IL-1β production 
by macrophage-infected hyphae were dependent on dectin-1, -2, 
and -3 receptors and the Syk-NF-kB signaling pathway. F. pedrosoi 
promoted a NLRP3-dependent inflammasome activation, which 
required K+ efflux, ROS production, pha golysosomal acidifica-
tion, and cathepsin B release. IL-1β processing and release were 
mediated by caspase-1 and, to a lesser extent, caspase-8-dependent 
cleavage. Furthermore, we demonstrated using an experimental 
CBM model that F. pedrosoi elicits a NLRP3-regulated IL-1β 
and IL-18 release in vivo. However, we did not observe an influ-
ence of the NLRP3 inflammasome on the control of the fungal  
infection.

MaTerials anD MeThODs

Fungal culture and Preparation
Fonsecaea pedrosoi ATCC 46428 were maintained in Sabouraud 
dextrose agar medium (SDA) at 37°C after serial animal pas-
sages to enhance fungal virulence. In order to obtain purified 
conidia and hyphae for experiments, virulent F. pedrosoi 
propagules were grown in potato dextrose medium in a rotary 
shaker (120  rpm) at 30°C. A 15-day-old suspension contain-
ing conidia and hyphal fragments was submitted to successive 
filtrations on 70 and 40  µm cell strainers (BD), respectively. 
The 40 µm filter-retained cells (ranging between 40 and 70 µm) 
were re-suspended in phosphate-buffered saline (PBS) and 
consisted of more than 98% of purified hyphae. The suspension 
of cells smaller than 40 µm was further filtered using a 14 µm 
filter paper (J. Prolab) to remove small hyphal fragments and 
achieve a minimum of 98% purified conidia. A mix of purified 
hyphae and conidia at a 3:1 rate was used as F. pedrosoi fungal 
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propagules for in vivo assays. For assays with inactivated fungi, 
conidia, and hyphae were heat-killed by boiling for 40 min, or 
fixed with 3% paraformaldehyde (PFA) for 6 h. F. pedrosoi cells 
were washed twice, counted using a hemocytometer, and used 
for experiments.

cell culture
Bone marrow-derived macrophages (BMDMs) and dendritic 
cells (BMDCs) were generated by a previously described method 
(25). Briefly, bone marrow cells were flushed out of murine 
femurs and tibias and submitted to erythrocyte lysis using 
tris-buffered ammonium chloride. Cells (2  ×  106) were plated 
onto non-tissue culture-treated Petri dishes in 10 mL of RPMI-
1640 medium (Sigma-Aldrich) supplemented with 10% heat-
inactivated FBS (Gibco), 50 µM 2-mercaptoethanol, 50 µg/mL  
of gentamicin, and 20 ng/mL GM-CSF (Peprotech), and cultured 
for 8 days in a humidified 5% CO2 atmosphere at 37°C. On day 
3, another 10 mL of fresh complete medium was added to the 
culture. On day 6, half of the medium was exchanged. On day 
8, loosely adherent/suspended BMDCs and firmly adherent 
BMDMs stripped with TrypLE™ Express (Gibco) were sepa-
rately collected and plated at a density of 106 cells/mL in RPMI 
medium containing 10% FBS and 50 µg/mL of gentamicin, for 
experimental use. THP-1 cells were maintained and used under 
the same experimental use conditions.

In Vitro F. pedrosoi challenge and  
cell Treatments
Bone marrow-derived macrophages derived from wild-type 
(WT) or knockout mice were infected with F. pedrosoi for 6 
(RT-qPCR analysis) and 24 h (other assays) at a multiplicity of 
infection (MOI) of 3 for conidial infection (except for fungicidal 
assays, performed with a MOI of 1) and of 1 for hyphal. For 
inhibition assays, BMDMs received 2  h prior to the infection 
a Myd88 inhibitor peptide (50 µM) (InvivoGen), Syk inhibitor 
R406 (5  µM) (InvivoGen), NF-kB inhibitor celastrol (5  µM) 
(InvivoGen), caspase-1 inhibitor AC-YVAD-CHO (50 µM) (Santa 
Cruz Biotechnology), caspase-8 inhibitor Z-IETD-FMK (50 µM) 
(Santa Cruz Biotechnology), intracellular potassium efflux 
inhibitors glyburide (150  µM) (InvivoGen) and KCl (50  mM) 
(Sigma-Aldrich), ROS inhibitor DPI (diphenyleneiodonium 
chloride) (20  µM) (Sigma-Aldrich), endosomal acidification 
inhibitor bafilomycin A (250  nM) (InvivoGen) or cathepsin B 
inhibitor CA-074 Me (50 µM) (Sigma-Aldrich). In some experi-
ments, BMDMs and BMDCs were treated 2 h previously to the 
fungal infection with 500 ng/mL of LPS (Sigma-Aldrich) and/or 
20 µM of nigericin (InvivoGen) during the last 40 min of incuba-
tion (1 h for fungicidal assays). Cells stimulated with both LPS 
and nigericin served as a positive control for NLRP3-mediated 
inflammasome activation.

analysis of Fungal cell Morphology  
by Flow cytometry
In order to induce and evaluate conidial swelling, F. pedrosoi 
conidia (5  ×  106  cells/mL) were incubated for 6  h with PBS 
or RPMI supplemented with 20% of heat-inactivated FBS at 

37°C, under 120 rpm. In addition, conidia were incubated with 
BMDMs at a MOI of 3, for 6 and 24 h. Infected BMDMs were 
washed to discard nonphagocyted fungus and lysed with 0.05% 
SDS to release intracellular fungi. Then, fungal were fixed with 
PFA treatment, washed twice, and evaluated by flow cytometry 
analysis. Micron-size beads of 2 and 3 µm (CS&T Research Beads, 
BD) were used as control. Cell acquisition was performed using 
a FACSVerse (BD) flow cytometry, and data were analyzed with 
FlowJo v.10 software.

In Vitro Fungicidal assay
Bone marrow-derived macrophages derived from WT, Nlrp3−/−, 
and Caspase­1/11−/− mice were infected for 24 h with F. pedrosoi 
conidia or hyphae. In addition, WT macrophages were also 
treated, or not, with nigericin as described above, or stimu-
lated 3 h before the infection with LPS and IFN-γ (both from 
Sigma-Aldrich) (500 and 20  ng/mL, respectively) to activate 
the mechanisms of macrophage killing [e.g., nitric oxide (NO) 
production]. After infection, the cell culture supernatant was 
harvested for NO determination. The remaining cell monolay-
ers were carefully washed to remove non-adherent cells, lysed as 
described above, and re-suspended in PBS. After serial dilutions, 
cell suspension was plated on SDA and incubated at 30°C for 
5–7 days for colony-forming unit (CFU) evaluation.

Detection of activated caspase-1 by 
Fluorochrome-labeled inhibitor of 
caspases (Flica)
After 24 h of infection with F. pedrosoi conidia or hyphae, BMDMs 
were detached (as mentioned above) and incubated for 1 h with 
a caspase-1 fluorochrome-labeled inhibitor of caspases (FLICA), 
FAM-YVAD-FMK (Immunochemistry Technologies), according 
to the manufacturer’s instructions. Next, cells were washed and 
stained with APC-conjugated anti-CD11b antibody (eBioscience) 
in PBS with 2% heat-inactivated FBS (Gibco) to distinguish mac-
rophages from non-internalized fungus. Then, cells were washed 
and samples were analyzed by flow cytometry as described above.

Quantitative real-time Pcr (qrT-Pcr)
Total RNA from BMDMs was extracted using the TRIzol rea-
gent (Invitrogen) and cDNA was synthesized using the high 
capacity RNA-to-cDNA kit (Applied Biosystems), according to 
manufacturer’s protocols. qRT-PCR was performed using SYBR 
green incorporation (Applied Biosystems) and real-time PCR 
equipment (StepOne system) (Applied Biosystems). Expression 
of the genes of interest was normalized to the expression of the 
housekeeping gene Rps9 and expressed as “Fold change,” which 
was calculated by the 2−ΔΔCT method (26). The primers used were 
validated according Livak and Schmittgen (26) and listed in Table 
S1 in Supplementary Material.

animals and In Vivo F. pedrosoi infection
Clec7a−/− (Dectin­1−/−) mice were supplied by Dr. Gordon Brown 
(University of Aberdeen, Scotland). Clec4n−/− (Dectin­2−/−), 
Clec4d+/+ (Dectin­3+/+), Clec4d−/− (Dectin­3−/−) mice were kindly 
provided by Dr. Bruce Klein (University of Wisconsin-Madison, 
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USA). All animals (C57BL/6 background), including Nlrp3−/−, 
Caspase­1/11−/−, and C57BL/6 WT mice, were maintained 
under pathogen-free conditions and used at 8 to 12  weeks 
old for experiments. For in  vivo infection, WT, Nlrp3−/− and 
Caspase­1/11−/− mice were inoculated subcutaneously into the 
hind footpad with 50 µl (per foot) of a suspension containing 
1  ×  106 (2  ×  107/mL) F. pedrosoi hyphae and conidia in the 
proportion of 3:1, respectively (fungal propagules). Mice were 
euthanized at 14, 21, and 28 days postinfection and the footpad 
was collected, weighed, and homogenized for ELISA assay and 
plated for CFU analysis.

Measurement of nO and cytokine 
Production
Nitrite ( )−NO2  concentration in culture supernatants was applied 
as an indicator of NO generation and measured with the Griess 
reagent (1% sulfanilamide, 0.1% naphthylethylene diamine 
dihydrochloride, 2.5% H3PO4). For that, 50  µl of the culture 
supernatant was added to an equal volume (v/v) of Griess rea-
gent and allowed to incubate at room temperature for 10 min. 
Absorbance was measured at 540 nm using a microplate reader. 
The NO2

− concentration was determined using a standard curve 
of 1.56–100  µM of NaNO2. Cytokine levels from the homog-
enized animal tissue and cell culture lysate and supernatants 
were determined by ELISA, according to the manufacturer’s 
guidelines, for the following cytokines: human interleukin-1β 
(IL-1β) and murine IL-1β (both uncleaved and cleaved forms), 
IL-18 and tumor necrosis factor-α (TNF-α), all purchased from 
eBioscience. Results were expressed as cytokines pictogram per 
milliliters or per 100  mg of tissue, for samples obtained from 
in vivo assays.

statistical analysis
Statistical analysis was conducted using GraphPad Prism v.5.0 
software. Data were analyzed by one-way ANOVA followed by 
Tukey’s post hoc test. Two-way ANOVA and Bonferroni’s post hoc 
test were used to compare different groups with more than one 
variable. p­Values of less than 0.05 were considered significant.

resUlTs

F. pedrosoi hyphae, but not conidia, 
induce il-1β secretion in BMDMs  
and ThP-1 cells
To determine whether F. pedrosoi could induce IL-1β secretion, 
we infected murine BMDMs with F. pedrosoi conidia or hyphae 
for 24  h. Hyphae cell infection resulted in IL-1β secretion, 
while conidia failed to induce significant levels of this cytokine 
(Figure 1A). In addition, THP-1, a human monocyte cell line, 
secreted IL-1β upon infection by F. pedrosoi hyphae, but not 
conidia (Figure  1B). To test if the size of conidia could affect 
the BMDM activation, we induced swollen-conidia (Figure S1 
in Supplementary Material), an intermediate stage of conidia-
into-hyphae transformation, and used it to stimulate BMDMs. 
Swollen conidia were equally unable to promote IL-1β secretion 
(Figure 1A).

Then, we evaluated if the lack of secreted IL-1β in BMDM-
conidia coculture supernatant results primarily from the inability 
of BMDMs to trigger Il1b gene transcription after conidial infec-
tion. RT-qPCR analysis revealed that at 6 h of infection, hyphae 
and, to a lesser extent, conidia induce Il1b and Tnfa, but not il18 
transcripts in BMDMs (Figure 1C). ELISA assay performed with 
24 h culture supernatant showed that, contrary to conidial, hyphal 
infection results in IL-18 and TNF-α secretion (Figures 1D,E), 
despite the observation that the Il18 transcript is not upregu-
lated. Further, we stimulated BMDMs with inactivated hyphae 
to determine whether the viability of this fungal form influences 
IL-1β secretion. Both PFA and heat-killed (HK) hyphae stimulus 
resulted in severe reduction of IL-1β in comparison to live fungus 
(Figure 1F), whereas the viability of the fungus did not significantly 
affect the levels of TNF-α production and only slighted affected 
the levels of pro-IL-1β only in the HK hyphae (Figures 1G,H). 
These finding suggest that that the viability of F. pedrosoi affects 
activation, but not priming of NLRP3 inflammasome.

Differential inflammasome activation 
requirements in BMDMs and BMDcs  
are Morphotype-Dependent in F. pedrosoi 
infection
Since we previously showed that BMDCs differ from BMDMs 
regarding inflammasome activation requirements upon P. brasil­
iensis infection (27), we investigated whether this is also the case 
with F. pedrosoi. Differently from BMDM infection, conidia alone 
induced IL-1β secretion in BMDCs, suggesting that it acts as both 
the first and the second signal for inflammasome activation in this 
cell type (Figures 2A,B). When nigericin was added to BMDMs 
or BMDCs, these cells secreted a large amount of mature IL-1β, 
confirming that conidia elicit pro-IL-1β production (as indicated 
in Figure 1C), but fail to provide further inflammasome activat-
ing signals in BMDMs (Figures 2A,B). Regarding hyphae, this 
morphotype alone was able to induce IL-1β secretion not only in 
BMDMs (as shown in Figure 1) but also in BMDCs (Figure 2B).

The syk-nF-kB signaling Pathway, 
coupled to Dectin-1, Dectin-2, and 
Dectin-3 receptors, enables 
inflammasome activation by BMDMs 
challenged with F. pedrosoi hyphae
Macrophages play central roles in host immune response against 
fungal infections (28). Likewise, these phagocytes are not only 
ubiquitous in CBM lesions but are also actively involved in the 
recognition of fungal cells and in the modulation of inflamma-
tory responses against F. pedrosoi (4, 29, 30). In this context, we 
performed subsequent assays focused on macrophage-hyphae 
interaction, since we show here that hyphae are the F. pedrosoi 
infective morphotype most likely to be responsible for initi ating 
the inflammatory response observed in CBM. In order to deter-
mine the mechanisms underlying BMDMs inflammasome prim-
ing in F. pedrosoi infection, we treated BMDMs with celastrol, 
an inhibitor of IKK activity, which results in the inactivation of 
NF-kB, the main transcriptional factor associated with pro-IL-1β 
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FigUre 1 | Fonsecaea pedrosoi hyphae, but not conidia, induce IL-1β secretion in bone marrow-derived macrophages (BMDMs) and THP-1 cells. IL-1β levels  
after 24 h of BMDMs incubation with medium, F. pedrosoi conidia, swollen conidia, or hyphae (a). IL-1β secretion after 24 h of THP-1 cell incubation with medium, 
F. pedrosoi conidia, or hyphae (B). Intracellular Il1b, Il18, and Tnfa gene transcription of BMDMs after 6 h stimulation with hyphae or conidia were analyzed by 
RT-qPCR (c). Interleukin-18 (IL-18) (D) and tumor necrosis factor-α (TNF-α) (e) secretion of BMDMs co-cultivated with medium, conidia, or hyphae. BMDMs were 
stimulated also with live, paraformaldehyde-killed, or heat-killed (HK) hyphae for IL-β (F), pro-IL-β (g), and TNF-α measurement (h). Pro-IL-1β was evaluated in the 
cell lysate after 12 h of infection, while the others cytokines were assayed in the cell supernatant after 24 h. IL-1β, pro-IL-1β, IL-18, and TNF-α levels were evaluated 
by ELISA. Data shown are mean ± SEM and are representative of two to three independent experiments. *p < 0.05; ***p < 0.001, compared to cells with only 
medium or between groups indicated by brackets.
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transcription. As expected, NF-kB inhibition led to a complete 
abolition of IL-1β, as well as a strong reduction of TNF-α secretion 
in cell supernatant (Figures  3A,B, respectively). Furthermore, 
it is known that NF-kB-activating PRRs license inflammasome 
activation by providing both pro-IL-1β and inflammasome 
receptors expression (31). To clarify the nature of the PRRs that 
are involved in the F. pedrosoi recognition that led to NF-kB-
dependent BMDMs priming, we evaluated the transcription of 
Myd88 and Syk, which are pivotal signal transducers of TLRs and 
CLRs, respectively. We observed that hyphae not only induced 
Syk and Nfkb1 upregulation (Figure 3C), but also depend on Syk 

activity to induce IL-1β secretion, as shown in BMDMs treated 
with Syk inhibitor R406 (Figure 3A). Myd88, however, was poorly 
transcribed in BMDMs upon hyphal infection (Figure 3C), and 
its activity was indifferent to IL-1β secretion in cells treated with 
a Myd88 inhibitory peptide (Figure 3A).

It is known that CLRs, such as dectin-1, dectin-2, and dec-
tin-3, signaling via Syk kinase promote NF-kB activation (32). 
To test whether these CLRs were responsible for recruiting Syk 
to signal inflammasome priming in BMDMs challenged with 
hyphae, we used cells from mice deficient in these receptors, and 
observed that Dectin­1−/−, Dectin­2−/−, and Dectin­3−/− BMDMs 
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FigUre 2 | Differential inflammasome activation requirements in bone marrow-derived macrophages (BMDMs) and dendritic cells (BMDCs) are morphotype-
dependent in Fonsecaea pedrosoi infection. IL-1β detection by ELISA in supernatants of BMDMs (a) and BMDCs (B) incubated for 24 h with medium, F. pedrosoi 
conidia or hyphae, and co-stimulated (or not) with LPS (500 ng/mL added 2 h before fungal infection), nigericin (20 µM during the last 40 min of incubation), or both 
(as a positive control). Data shown are mean ± SEM and are representative of three independent experiments. **p < 0.01; ***p < 0.001, compared to cells with only 
medium.
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show reduced IL-1β secretion when compared to their respec-
tive controls (Figure 3D). Except for Dectin­3−/− cells, all tested 
knockout cells also exhibited a slight reduction in TNF-α levels 
(Figure  3E). Dectin-1 KO cells had the strongest depletion of 
IL-1β (Figure 3D), although WT BMDMs did not present dif-
ferential regulation of Dectin­1 transcription—only Dectin­2 
and Dectin­3 genes were upregulated (Figure 3F). Further, since 
the inhibition of Syk signaling did not completely abrogate the 
IL-1B secretion (Figure  3A), we reasoned that an alternative 
Syk-independent dectin-1-NF-kB signaling pathway would be 
in use. To evaluate this hypothesis, we inhibited Raf-1 kinase 
signaling, an adaptor protein that dectin-1 engages to signal 
NF-kB activation independently of Syk (33); however, IL-1β 
levels were unaffected (data not shown). The results indicate that 
the Syk-NF-kB signaling pathway, coupled to dectin-1, dectin-2, 
and dectin-3 receptors, enables inflammasome activation by 
BMDMs challenged with F. pedrosoi hyphae.

inflammasome activation by F. pedrosoi 
hyphae is Dependent on caspase-1 and 
caspase-8
IL-1β secretion requires proteolytic cleavage of its inactive pro-
form, canonically performed by caspase-1 enzyme. To assess  
whether F. pedrosoi infective morphotypes were able to activate 
caspase-1, we used a fluorescent probe, FAM-YVAD-FMK, 
which specifically binds the active protease, and analyzed stained 
BMDMs using flow cytometry. As expected, only hyphae, but not 
conidia, were able to induce caspase-1 activation (Figure  4A), 
which corroborates our ELISA data showing that only hyphae 
infection led to IL-1β processing and secretion in BMDMs 
(Figure 2A). Then, to confirm that IL-1β secretion was caspase-1 
dependent, we challenged BMDMs from WT and Caspase­1/11 
knockout mice with hyphae. In addition, we also treated WT 
BMDMs with AC-YVAD-CHO, a specific caspase-1 inhibitor. 
Both Caspase­1/11−/− BMDMs and WT BMDMs treated with 
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FigUre 3 | The Syk-NF-kB signaling pathway, coupled to dectin-1, dectin-2, and dectin-3 receptors, enables inflammasome activation by bone marrow-derived 
macrophages (BMDMs) challenged with Fonsecaea pedrosoi hyphae. BMDMs were pretreated for 2 h with Myd88 inhibitor peptide (50 µM), R406 (5 µM), and 
celastrol (5 µM) and thereafter infected with F. pedrosoi hyphae for 24 h (a,B). BMDMs were infected with conidia or hyphae for 6 h, and then were lysed for 
RT-qPCR analysis to quantify gene expression of indicated genes (c,F). BMDMs obtained from wild-type (WT), Dectin-1−/−, Dectin-2−/−, Dectin-3+/+, and Dectin-3−/− 
mice were infected with F. pedrosoi hyphae for 24 h (D,e). The supernatant of 24 h cell culture assays were evaluated for IL-1β and TNF-α by ELISA. Data shown 
are mean ± SEM and are representative of two to three independent experiments. **p < 0.01; ***p < 0.001, compared to infected untreated cells or between 
groups indicated by brackets.

FigUre 4 | Inflammasome activation by Fonsecaea pedrosoi hyphae is dependent on caspase-1 and caspase-8. Bone marrow-derived macrophages (BMDMs) 
were incubated with medium, F. pedrosoi conidia or hyphae for 24 h, and thereafter stained with anti-CD11b-APC antibody and FAM-YVAD-FMK-FITC probe to 
perform flow cytometry analysis. Caspase-1 activity (indicated by intensity of FAM-YVAD-FMK-FITC binding) of CD11b+ cells is represented in histogram and by  
cell mean fluorescence intensity (MFI) (a). BMDMs obtained from wild-type (WT) or Caspase-1/11−/− mice were infected with F. pedrosoi hyphae for 24 h (B,c). WT 
BMDMs were pretreated for 2 h with 50 µM of AC-YVAD-CHO (caspase-1 inhibitor) or Z-IETD-FMK (caspase-8 inhibitor) and then infected with F. pedrosoi hyphae  
for 24 h (D,e). The supernatant of cell culture assays (B–e) was evaluated for IL-1β and tumor necrosis factor-α by ELISA. Data shown are mean ± SEM and are 
representative of two to three independent experiments. **p < 0.01; ***p < 0.001, compared to WT-infected untreated cells or between groups indicated by brackets.
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FigUre 5 | Fonsecaea pedrosoi hyphae activate the NLRP3 inflammasome, which depends on K+ efflux, ROS production, phagolysosomal acidification, and 
cathepsin B release. Bone marrow-derived macrophages (BMDMs) were infected with conidia or hyphae for 6 h and, thereafter, were lysed for RT-qPCR analysis to 
quantify gene expression of indicated genes (a). BMDMs obtained from wild-type (WT) or NLRP3−/− mice were infected with F. pedrosoi hyphae for 24 h (B,c). WT 
BMDMs were pretreated for 2 h with glyburide (150 µM) or KCl (50 mM) (D), DPI (20 µM) (e), and bafilomycin A (250 nM) or CA-074 (50 µM) (F). Then, cells were 
infected with F. pedrosoi hyphae for 24 h. The supernatant of 24 h cell culture assays (B–F) was evaluated for IL-1β by ELISA. Data shown are mean ± SEM and  
are representative of two to three independent experiments. ***p < 0.001, compared to WT-infected untreated cells.
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caspase-1 inhibitor showed a severe reduction in IL-1β secre-
tion (Figures  4B,D, respectively). Moreover, as caspase-8 has 
been associated with the non-canonical processing of IL-1β in 
response to C. albicans, A. fumigatus, and C. neoformans infection, 
we further tested caspase-8 inhibitor Z-IETD-FMK with WT 
BMDMs infected with F. pedrosoi hyphae (34, 35). Interestingly, 
cells treated with caspase-8 inhibitor decreased IL-1β production, 
although not as dramatically as cells undergoing caspase-1 inhibi-
tion (Figure 4D). TNF-α secretion was not affected in the inhibi-
tion/absence of the aforementioned caspases (Figures  4C,E). 
In addition to its role in maturing inflammasome-derived 
cytokines, caspase-1 mediate an inflammasome-dependent cell 
death mechanism termed pyroptosis, which leads to plasma 
membrane lysis and release of cytoplasmic content, includ-
ing lactate dehydrogenase (LDH). Interestingly, we observed 
no extracellular release of LDH from BMDMs infected with  
F. pedrosoi hyphae nor conidia, which suggests that pyroptosis 
does not occur in our model (data not shown). Thus, our data 
demonstrate that IL-1β secretion by BMDMs in response to  
F. pedrosoi hyphae infection depends on caspase-1 and, to a lesser 
extent, on caspase-8 activity.

F. pedrosoi hyphae activate the nlrP3 
inflammasome, Which Depends on K+ 
efflux, rOs Production, Phagolysosomal 
acidification/Disruption, and cathepsin  
B release
With respect to inflammasome activation upon fungal infec-
tions, only the inflammasome receptors AIM2, NLRC4 and, 

mainly, NLRP3, are related to engaging and triggering IL-1β 
caspase-dependent cleavage (36). Thus, we first evaluated 
the gene transcription of these receptors in BMDMs upon 
hyphal infection, and only Nlrp3 was upregulated (Figure 5A).  
To evaluate whether NLRP3 participates in IL-1β secretion in 
BMDMs stimulated with hyphae, we used BMDMs obtained 
from NLRP3-deficient mice. In NLRP3 absence, IL-1β secre-
tion was almost completely abolished (Figure  5B), whereas 
inflammasome-independent TNF-α production remained 
unchanged (Figure 5C).

NLRP3 is activated in response to a myriad of microbial 
infections through the sensing of their common-induced cellular 
disturbances, principally potassium efflux, ROS production, 
phagolysosomal acidification, and cathepsin B release (37). 
In order to assess whether the aforementioned mechanisms of 
NLRP3-inflammasome activation are required for our model,  
we impaired cell potassium efflux by cell treatment with glybur-
ide, an ATP-sensitive K+ channel inhibitor, and also by addition 
of exogenous KCl. Under both conditions, we observed a drastic 
decrease in IL-1β levels (Figure 5D). To verify the role of ROS 
production, we used DPI, a blocker of ROS derived from the 
phagosome and mitochondria. In response, IL-1β secretion was 
impaired (Figure  5E). However, reduction in TNF-α secretion 
was also observed (data not shown). Furthermore, we measured 
IL-1β levels in cultures of BMDMs treated with bafilomycin 
A and CA-074Me, inhibitors of phagolysosomal acidification 
and cathepsin B cytosolic activity, respectively, which succeeds 
phagolysosomal damage and subsequent disruption. This inhibi-
tory assay indicated that IL-1β secretion is strongly dependent 
on cathepsin B release and influenced by phagolysosomal 
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FigUre 6 | Inflammasome activation does not promote in vitro fungicidal activity of bone marrow-derived macrophages (BMDMs) challenged with Fonsecaea 
pedrosoi conidia or hyphae. BMDMs were infected for 24 h with F. pedrosoi conidia (a–D) or hyphae (e–h). Then, culture supernatant was collected for nitrite 
measurement by Griess reagent, whereas infected cells were lysed to perform colony-forming unit (CFU) analysis. CFU (a,e) and NO2

− (c,g) values of an assay with 
infected wild-type (WT), NLRP3−/− and Caspase-1−/− BMDMs. CFU (B,F) and NO2

− (D,h) values of an assay with non-infected (white bars) and infected (black bars) 
WT BMDMs co-stimulated (or not) with both LPS and IFN-γ (500 and 20 ng/mL added 3 h before fungal infection, respectively) or nigericin (20 µM during the last 
60 min of incubation). Data shown are mean ± SEM and are representative of three independent experiments. ***p < 0.001, between groups indicated by brackets.
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acidification (Figure 5F). Furthermore, since cathepsin B release 
requires phagolysosome membrane permeabilization, we 
incubated BMDMs with FITC-dextran and evaluated whether 
it leaks into the cytosol (Figure S2 in Supplementary Material). 
Internalized FITC-dextran diffused into the cytosol after F. pedrosoi 
challenge, as previously described for C. neoformans infection (35), 
which suggests that disruption of the phagolysosome caused by  
F. pedrosoi preceded cathepsin B release in order to induce IL-1β 
secretion. Altogether, our data show that F. pedrosoi hyphae 
activate the NLRP3 inflammasome in BMDMs, which depends 
on K+ efflux, ROS production, phagolysosomal acidification, and 
disruption followed by cathepsin B release. All cell treatments 
used above were previously successfully tested (27) to exclude 
the reduction of IL-1β due to cytotoxic effects.

inflammasome activation Does not 
Promote In Vitro Fungicidal activity of 
BMDMs challenged with F. pedrosoi 
conidia or hyphae
Some studies have demonstrated that inflammasome activa-
tion drives host protective immune responses against fungal 
pathogens, such as C. albicans, C. neoformans, and P. brasiliensis 
(36). Thus, after clarifying the mechanisms of inflammasome 
activation in BMDMs infected with F. pedrosoi, we aimed to 
verify whether this is reflected in enhanced fungicidal activity by 

BMDMs against F. pedrosoi conidia and hyphae. To this end, we 
infected WT, Caspase­1/11−/− and Nlrp3−/− BMDMs for 24 h and 
thereafter performed the CFU assay. We observed no differences 
in fungal burden among experimental groups (Figures  6A,E), 
which we already expected for infection with conidia, since this 
morphotype alone is unable to activate the inflammasome in 
BMDMs, as demonstrated in the present study (Figure 2A). We 
did not observe NO production in these groups (Figures 6C,G). 
Therefore, we went further and co-stimulated infected BMDMs 
with nigericin to promote strong inflammasome activation, 
as shown in Figure  2A, and then performed the CFU assay. 
Nevertheless, the inducible burst in inflammasome activity 
was not accompanied by diminished recovery of viable fungus 
from BMDMs infected with conidia or hyphae (Figures 6B,F). 
Interestingly, a control group treated simultaneously with LPS 
and IFN-γ showed no difference in fungal killing (Figures 6B,F), 
despite the induced NO production (Figures  6D,H). This can 
be explained in part because F. pedrosoi morphotypes, especially 
hyphae, inhibited NO production (Figures 6D,H).

nlrP3 inflammasome Does not 
contribute to Fungal clearance  
in a Murine cBM Model
In order to verify whether F. pedrosoi could activate the inflam-
masome in  vivo, and to further investigate the functional role 
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FigUre 7 | NLRP3 inflammasome does not contribute to fungal clearance  
in a murine chromoblastomycosis model. Wild-type (WT), Nlrp3−/− and 
Caspase-1/11−/− C57BL/6 mice (n = 4) were infected in both hind footpads 
with 1 × 106 Fonsecaea pedrosoi propagules. WT uninfected mice were used 
as control. Mice were euthanized at the indicated days postinfection, and the 
footpad tissue homogenate was assessed for both cleaved and uncleaved 
IL-1β (a) and interleukin-18 (B) by ELISA, and plated for colony-forming unit 
analysis (c). Data shown are mean ± SEM and are representative of two 
independent experiments. *p < 0.05; **p < 0.01, compared to WT infected.
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of the inflammasome in an experimental model of CBM, we 
infected WT, Nlrp3 and Caspase­1/11­deficient mice subcu-
taneously in the footpad with a mixed inoculum of fungal 
propagules consisting of conidia and hyphae. WT-infected mice 
showed a sustained production of IL-1β at all the time points 
analyzed, which was reduced at 21 and 28  days postinfection 
(d.p.i.) in Nlrp3−/− mice (Figure 7A). In addition, we observed 
significant levels of IL-18 only in an advanced stage of remission 
of the disease, at 28  d.p.i., with defective cytokine production 
in Nlrp3−/− mice (Figure  7B). There was no difference in the 
production of both cytokines between WT and Caspase­1/11−/− 
mice (Figures 7A,B). Interestingly, the production of IL-1β and 
IL-18, regulated by NLRP3 and Caspase-1/11 in response to  
F. pedrosoi hyphae (Figures 4 and 5), did not affect the fungal 
load of the footpad, as we did not observe statistical differences 
in CFU assays among WT and both groups of knockout mice, 
at any of the times analyzed (Figure 7C). Histological examina-
tion of infected tissues from all groups show similar features as 
indicated by the presence of exudative areas and inflammatory 
infiltrates early as 14  d.p.i., which diminished over time and 
was accompanied by tissue remodeling and repair (Figure S3A  
in Supplementary Material). Consistently with CFU and histo-
logical analysis, there was no difference in morphometric meas-
urements of the injured footpad among experimental groups 
(Figure S3B in Supplementary Material).

These data indicate that F. pedrosoi induces the production of 
IL-1β and IL-18 in the course of a subcutaneous experimental 
infection model, but this production does not affect the fungal 
clearance.

DiscUssiOn

Studies examining innate immune cell recognition of F. pedrosoi 
are scarce. Although the involvement of CLRs and TLRs in this 
process is relatively well known, cytoplasmic NLRs had never 
been considered. In this study, we demonstrate that the main 
agent of CBM, F. pedrosoi, activates NLRP3 inflammasome-
dependent secretion of IL-1β and IL-18 in phagocytes and 
in  vivo. Moreover, the mechanisms underlying this process 
encompass Syk-coupled CLR receptors, caspase-1 and caspase 
8 proteolytic activity and several DAMPs.

One key aspect shown to determine NLRP3 inflammasome 
activation during fungal infection is morphogenesis. We show here 
that live F. pedrosoi hyphae, and not conidia, were able to induce 
the production of mature IL-1β and IL-18 in BMDMs, despite 
the fact that both cell types prompted the upregulation of IL-1β 
transcripts (pro-IL-1β). In addition, only hyphal cells induced 
IL-1β secretion in human monocytic THP-1 cells. Similarly, 
activation of NLRP3 inflammasome and cytokine secretion in 
macrophages challenged with A. fumigatus was achieved only 
with hyphae. This suggests that an invading aggressive hyphal 
form may be necessary to trigger the inflammatory response 
(23). Actually, in lung tissues of NLRP3-deficient mice, minimal 
inflammatory reaction to Aspergillus hyphae infection is observed 
(19). Further, F. pedrosoi swollen conidia, an intermediate stage 
of conidia-into-hyphae germination, were not able to induce 
mature IL-1β production, as also shown in A. fumigatus-infected 

macrophages (23). Interestingly, inflammasome-independent 
cytokines, such as TNF-α, are more induced by Aspergillus 
swollen conidia compared to inactive conidia, and cell wall 
PAMPs are transiently displayed and detected by macrophage 
PRRs (38, 39). In this context, future studies are warranted for 
the identification of cell wall composition/PAMPs exposure 
modification during F. pedrosoi germination. In C. albicans, 
although the switch from yeast to hyphal morphogenesis was 
initially believed to be indispensable for the activation of the 
NLRP3 inflammasome (17), recent studies have showed that the 
remodeling of its cell wall leading to PAMPs exposure during 
phagocytosis is the main factor associated with inflammasome 
activation (40, 41).

Another important aspect that influences NLRP3 inflam-
masome activation during infectious processes is the host cell 
type. Indeed, differently from what is shown in macrophages, 
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F. pedrosoi conidia alone were able to induce mature IL-1β pro-
duction in dendritic cells. In addition, when nigericin (bac terial 
pore formation toxin) was added to macrophage cell culture, a 
significant amount of IL-1β secretion was observed, corroborat-
ing the fact that conidia induce pro-IL-1β production but fail 
to provide inflammasome-activating second signal in mac-
rophages. Consistent with this observation, our group previously 
showed that P. brasiliensis can trigger pro-IL-1β production in 
macrophages and dendritic cells, but it was only in the latter that 
infection resulted in IL-1β maturation and release (27). Also, 
activation of NLRP3 inflammasome and production of mature 
IL-1β in macrophages infected with C. albicans yeast occurred 
only after a priming step with LPS (17, 42) whereas the fungus 
alone induced mature cytokine release in the dendritic cell (16). 
These results are in line with the fact that NLRP3 concentration 
is critical to the efficacy of inflammasome activation (31), and 
NLRP3 protein levels under steady-state conditions and after 
PRR engagement are higher in dendritic cells when compared 
with macrophages (43, 44). Furthermore, in vivo murine splenic 
conventional dendritic cells reveal constant high Nlrp3 tran-
script levels (45). Thus, both fungal form and phagocyte type 
are critical factors that dictate NLRP3 inflammasome activation 
in fungal infections.

Priming is the first step required for inflammasome activa-
tion, and this process is generally associated with PRRs engage-
ment by PAMPs leading to pro-IL-1β, pro-IL-18, and NLRP3 
production. CLRs are the major PRRs family for the recognition 
of fungal carbohydrate residues and have been associated with 
the priming step of inflammasome activation in several fungal 
infections (46). For instance, the dectin-1 receptor is necessary 
for the production of pro-IL-1β and IL-1 β in murine and human 
macrophages and dendritic cells infected with Microsporum 
canis, C. albicans, and Malassezia spp. (42, 47, 48). Also, signal-
ing mediated by dectin-2 is required for the production of IL-1β 
in dendritic cells infected with both hyphae and conidia of  
C. albicans (49). Interestingly, dectin-1 and dectin-2 have been 
associated with the induction of cytokine secretion, including 
inflammasome-dependent IL-1β, in a collaborative manner. 
Dectin-1 and dectin-2 double-deficient dendritic cells infected 
with Trichophyton rubrum or H. capsulatum have impaired secre-
tion of IL-1β when compared to WT cells and cells with either 
receptor deficiency alone (21, 50). Moreover, using blocking 
antibodies for dectin-1 or dectin-2 in single or double dectin-1/
dectin-2 deficient cells, Chang et al. (21) elegantly demonstrated 
that dectin-2 was the major receptor for inflammasome activa-
tion in H. capsulatum-infected dendritic cells. Although we did 
not employ double deficient cells, our results using cells lacking 
dectin-1 or dectin-2 clearly show that these CLRs play a sig-
nificant role in inducing the secretion of IL-1β by macrophages 
infected with F. pedrosoi hyphae. This is in line with the fact 
that dectin-1 and dectin-2 are required for the development of 
Th17 cells in mice subcutaneously infected with F. pedrosoi, since 
IL-1β associated with IL-23 favors a Th17 response (11, 51).

Besides dectin-1 and dectin-2, we also demonstrated a role 
for dectin-3 in the induction of IL-1β secretion by BMDMs 
infected with F. pedrosoi hyphae. It is noteworthy that dectin-3 
can form heterodimers with dectin-2 for sensing and mediation 

of host protective anti-C. albicans defense (32). In addition, 
dectin-3 is necessary for the development of vaccine-induced 
Th17 cells that are associated with protection against the fungal 
pathogen Blastomyces dermatitidis (52). The role of dectin-3 
in the recognition of F. pedrosoi conidia has been evaluated 
using lacZ activity measurement in reporter cells coexpressing 
dectin-2/dectin-3 or expressing dectin-2 or dectin-3 alone 
(11). Only a weak response was detected in dectin-3 expressing 
cells, and cells coexpressing dectin-2/dectin-3 did not show an 
enhanced dectin-2 induced reporter activity. Furthermore, IL-6 
production was not significantly altered in dectin-3-deficient 
cells. In this context, our results suggest that, contrary to 
conidia, F. pedrosoi hyphae may expose dectin-3 ligands leading 
to recognition and pro-inflammatory cytokine production by 
macrophages.

Upon PAMP binding, all three aforementioned CLRs initiate 
intracellular signaling pathways, and the Syk-CARD9-NFkB 
pathway is the best characterized and the most common during 
fungal infections (36, 46). For instance, Syk-dependent NLRP3 
priming occurs in C. albicans, A. fumigatus-, C. neoformans- and 
P. brasiliensis-infected cells (16, 18, 23, 27). Indeed, a significant 
reduction in IL-1β secretion was shown here in macrophages 
infected with F. pedrosoi and treated with chemical inhibitors of 
Syk kinase and NFkB activity. This result parallels those showing 
Syk and Nfkb1 upregulated transcripts induced by F. pedrosoi 
hyphae. It was noted that Myd88 transcripts were also signifi-
cantly induced by hyphae in macrophages, but their inhibition 
did not affect the production of IL-1β. Conversely, the secretion 
of the inflammasome-independent cytokine TNF-α relied upon 
dectin-1 and both Syk- and Myd88-mediated signaling, which 
is in accordance with previous studies showing that TNF-α 
production in macrophages treated with β-glucans (i.e., dectin-1 
ligand) requires that Syk-dependent signaling synergizes with 
the Myd88 pathway (53).

Followed by priming, the proteolytic cleavage of pro-IL-1β 
into its mature form is canonically performed by the protease 
caspase-1, and this process is largely dependent on the assem-
bly of the NLRP3 inflammasome in fungal infections (36, 54). 
Using a fluorescence-based assay, we demonstrated that only 
F. pedrosoi hyphae were directly able to activate caspase-1 in 
macrophages. In addition, caspase-1/11-deficient macrophages 
and macrophages treated with caspase-1 peptide inhibitor pro-
duced a significant, but not total, impairment in mature IL-1β 
secretion, suggesting that caspase-1-independent processes 
may also be involved. In fact, non-canonical processing of IL-1β 
has been shown to operate in phagocytes infected with fungal 
pathogens. C. albicans triggers caspase-8-mediated cleavage of 
pro-IL-1β independently of a NLR-containing inflammasome. 
This occurs via assembly of the CARD9–Bcl-10–MALT1 scaf-
fold mediated by Syk signaling, followed by the recruitment 
of caspase-8 into this scaffold for direct IL-1β processing (34). 
Caspase-8 can also function in a NLRP3-dependent inflam-
masome activation manner, as demonstrated in phagocytes 
infected with A. fumigatus and C. neoformans (19, 35). The use 
of a specific caspase-8 peptide inhibitor shows here that this 
protease has a role in the processing of IL-1β in F. pedrosoi­
infected macrophages. Given the fact that NLRP3-deficient 
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macrophages completely failed to produce IL-1β upon F. 
pedrosoi challenge, the function of caspase-8 in our model 
probably relies on the NLRP3 inflammasome assembly instead 
of a direct processing activity.

Along with NLRP3, NLRC4 and AIM2-containing-
inflammasomes have been implicated in the antifungal response 
(36, 54). Specifically, C. albicans triggers NLCR4 inflamma-
some exclusively in mucosal cells, and deficiency in this NLR 
results in impaired neutrophil infiltration in the mucosa in a 
murine model of oral infection (55). Conversely, the NLRP3 
inflammasome is strictly required in phagocytes infected with 
C. albicans (16). Regarding A. fumigatus, this fungus induces 
cooperative and synergistic activation of the NLRP3 and AIM2 
inflammasomes in phagocytes and in an experimental murine 
model of intranasal infection (19). Similarly, NLRP3 and AIM2 
inflammasomes are activated by plasmodium hemozoin and 
DNA (56). In this context, we evaluated the transcript levels 
of Nlrp3, Nlrc4, and Aim2 genes in BMDMs infected with the 
infective forms of F. pedrosoi. Hyphae induced the upregulation 
of Nlrp3 transcripts only. These data, coupled with the fact that 
NLRP3-deficient infected macrophages do not produce IL-1β, 
as mentioned above, indicate that multiple inflammasome acti-
vation is probably not in use in our fungal model. At the same 
time, these results also suggest that, unlike in A. fumigatus,  
there is a poor availability of F. pedrosoi dsDNA (the main AIM2 
ligand) in the cytosol of infected cells. Nevertheless, the use of 
mice deficient in NLRC4 and AIM2 would shed light on this 
issue.

Although not fully characterized, cellular stresses that induce 
endogenous DAMPs have been associated with NLRP3 assembly 
and inflammatory caspase activation. Among them, K+ efflux 
due to stimulation of the ATP-sensitive K+ channel, ROS gen-
eration, and lysosome rupture are usually presented (15). Using 
chemical inhibitors, we demonstrated that F. pedrosoi hyphae 
promote these intracellular disturbances in macrophages, lead-
ing to inflammasome activation. Both K+ efflux and ROS are the 
main cellular disturbances associated with NLRP3 activation 
in phagocytes infected with diverse fungi, encompassing those 
causing dermathophytoses (47, 48, 57), and invasive mycosis 
(16, 18, 21, 27). Specifically, potassium efflux is considered a 
common unifying pathway for NLRP3 inflammasome com-
plex activation triggered by numerous NLRP3 stimuli (58). 
As such, we tested two inhibitors of K+ efflux, glyburide and 
KCl. Both treatments resulted in a significant impairment of 
IL-1β secretion by macrophages, reinforcing the central role 
of intracellular K+ level reduction in the regulation of NLRP3 
inflammasome activation. Similarly, the use of DPI, an inhibi-
tor of NADPH oxidase-dependent and mitochondria-derived 
ROS production, also led to diminished IL-1β production.  
It is noteworthy that ROS generation is apparently not directly 
associated with the NLRP3 activation (i.e., inflammasome 
assembly) step. Instead, it may affect the priming step, as several 
inhibitors of ROS generation or scavengers of ROS have been 
shown to inhibit NFκB-mediated transcription of NLRP3 and 
pro-IL-1β (16, 59). Indeed, besides IL-1β, the production of 
the inflammasome-independent NFκB-dependent TNF-α was 
abrogated with the treatment with DPI in macrophages infected 

with F. pedrosoi (data not shown). In addition to ROS and K+ 
efflux, disruption of the phagolysosomal membrane, leading 
to impairment of phagolysosomal acidification and leakage 
of enzymes such as cathepsin B into the cytoplasm results in 
NLRP3 activation (15). Therefore, macrophages infected with  
F. pedrosoi were treated with bafilomycin, which inhibits the 
vacuolar H+ ATPase, or CA-074, which in turn inhibits cathep-
sin B activity. The treatments resulted in a significant reduction 
in IL-1β secretion, similar to the activation of the inflammasome 
by several bacteria and particulate matter (15, 36). Regarding 
fungi, cathepsin B is not required for IL-1β production in den-
dritic cells infected with C. albicans or A. fumigatus (16, 19). 
Conversely, the production of this cytokine in macrophages 
infected with C. albicans is dependent on cathepsin B (17).  
In phagocytes infected with P. brasiliensis, dendritic cells, but not 
macrophages, require phagolysosomal disruption for NLRP3 
inflammasome activation (27, 60). Thus, the requirement for 
phagolysosomal disruption in the assembly of NLRP3 inflamma-
some is not universal, as it is dependent on the cell type and fungal  
pathogen.

Macrophages are essential innate immunity cells that are 
critical for direct antifungal response. Macrophages, along with 
neutrophils and lymphocytes, are regularly observed within 
the chronic granulomatous lesions of CBM patients, displaying 
different degrees of maturation and activation, and they also 
form multinucleated giant cells that harbor fungi (29, 30).  
In addition, F. pedrosoi cells can be detected in intracytoplas-
mic vacuoles of skin macrophages (61). Thus, we investigated 
whether NLRP3 inflammasome activation would play a part 
in the microbicidal capacity of macrophages infected with  
F. pedrosoi. In BMDMs lacking NLRP3 or Caspase-1 and 
infected with hyphae or conidia, no significant difference in the 
fungal burden was observed. Since conidia alone are not able 
to induce inflammasome activation, we treated macrophages 
with nigericin for the induction of the second signal for inflam-
masome activation and consequently production of mature 
IL-1β. Macrophages infected with hyphae were also treated 
with nigericin, leading to enhanced IL-1β secretion. Again, 
fungal viability was not affected, reinforcing the supposition 
that the NLRP3 inflammasome has no role in modulating the 
ability of macrophages to kill F. predosoi. In fact, the killing 
process of F. pedrosoi by macrophages is rarely efficient, and 
it is neutrophils that are considered the main phagocyte cell 
with microbicidal activity against this fungus (62, 63). Several 
studies have demonstrated that F. pedrosoi is able to survive and 
proliferate in murine macrophages, and activated macrophages 
are only fungistatic (62, 64–66). One important factor associ-
ated with the inability of macrophages to kill F. pedrosoi is the 
inhibition of NO production by macrophages (66). In line with 
this finding, no significant levels of nitrite were detected in the 
supernatant of macrophage cultures infected with F. pedrosoi 
cells. Furthermore, macrophages infected with either conidia 
or hyphae and treated with IFN-γ and LPS were not fungicidal 
and their nitrite production was significantly impaired. Lack of 
properly activated macrophages may serve F. pedrosoi intracel-
lular parasitism, leading to disease establishment and progres-
sion in susceptible hosts.
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FigUre 8 | Suggested model of activation of the NLRP3 inflammasome  
by Fonsecaea pedrosoi hyphae in macrophages. F. pedrosoi hyphae induce 
macrophage priming by a canonical Syk-NF-kB signaling pathway coupled  
to dectin-1, dectin-2, and dectin-3 recognition of the fungus. This leads  
to NLRP3, pro-IL-1β, and pro-IL-18 production. Then, the NLRP3-
inflammasome is activated as a result of potassium efflux, phagolysosome 
acidification, cathepsin B release, and ROS production, which subsequently 
leads to IL-1β and IL-18 processing and secretion by caspase-1 and 
caspase-8 dependent cleavage.
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Since F. pedrosoi activates the NLRP3 inflammasome in vitro, 
we investigated whether in vivo activation occurs and the possible 
role of this process in controlling fungal infection. Employing 
a mouse model of subcutaneous F. pedrosoi infection (24, 67), 
WT-infected mice showed a sustained production of IL-1β at 
all the time points analyzed, which was significantly reduced in 
mice lacking NLRP3. In addition, the NLRP3 inflammasome 
was also required for the production of IL-18, as assessed in the 
footpad macerate at 28 d.p.i. These results suggest that NLRP3 
sensing is required for the maturation of IL-1β and IL-18 in mice 
infected with F. pedrosoi. Surprisingly, the production of these 
cytokines was not significantly different in the footpad of caspase-
1/11-deficient mice, although there was a tendency for IL-1β and 
IL-18 to be lower than in control mice. In macrophages infected 
with F. pedrosoi, caspase-1, and caspase-8 were required for the 
production of IL-1β. It is possible that in vivo, caspase-8 com-
pensates for the lack of caspase-1. For instance, C. neoformans 
activates NLRP3-caspase-8 inflammasome in the absence of 
caspase-1 (35). Also, caspase-independent cleavage of pro-IL-1β 
may ensue, especially via neutrophil-derived serine proteases 
(68). This is in line with the fact that the chronic inflammatory 
response observed in murine and human CBM is characterized by 
a mononuclear granuloma modified by the influx of neutrophils, 
giving rise to a suppurative neutrophilic infiltrate (5, 24). In this 
context, in disseminated candidiasis where neutrophils are the 
main component of the infiltrates in inflammatory organs, IL-1β 

processing is probably mainly achieved by neutrophil-derived 
protease, rather than by caspase-1 (69, 70).

Differently from several models of systemic mycosis where 
NLRP3 inflammasome activation is associated with host pro-
tection and impairment of fungal growth (16–22), NLRP3 and 
caspase-1 deficient mice subcutaneously infected with F. pedrosoi 
developed to be self-healing in 30–40  days with a progressive 
fungal clearance. This finding is in accordance with the fact that 
infected mice lacking NLRP3 or Caspase-1 had similar histo-
logical and morphometric analyses of the footpad tissue when 
compared with control mice.

In conclusion, we revealed here the mechanisms of NLRP3 
inflammasome activation in macrophages and in mice infected 
with the most important CBM etiologic agent F. pedrosoi, as 
depicted in our proposed model in Figure  8. Future studies 
employing other causative agents of CBM will contribute to a 
better understanding on the role of inflammasome activation in 
the pathogenesis of this neglected disease.
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FigUre s1 | Fonsecaea pedrosoi conidia reaches the swelling stage of 
germination. Flow cytometry analysis of F. pedrosoi conidia incubed for 6 h with 
phosphate-buffered saline, RPMI supplemented with 20% of SBF (R20 medium) 
or bone marrow-derived macrophages (BMDMs) for 6 and 24 h. Infected 
BMDMs were washed to discard nonphagocyted fungus and lysed to release 
intracellular fungi. After, conidia were fixed and evaluated by flow cytometry 
analysis. Commercial 2 and 3 µm sized-cytometry-beads were used as control. 
Dot plot side scatter (FSC) vs forward scatter (FSC) analysis of conidia  
(a). Histogram analyses of conidia size (B). Average conidia size using the 
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median FSC and expressed as arbitrary units (au) (c). Data shown are 
mean ± SEM and are representative of three independent experiments. 
***p < 0.001, between groups indicated by brackets; n.s., not significantly.

FigUre s2 | Fonsecaea pedrosoi hyphae infection cause phagolysosome 
membrane permeabilization contributing to inflammasome activation. Bone 
marrow-derived macrophages were seeded on glass bottom culture dishes  
with RPMI for 1 h for cell adhesion. After wash of unbound cells with warm 
RPMI, cells were incubated with 70 kDa FITC-dextran (Sigma-Aldrich; 2 mg/mL) 
in RPMI with 10% FBS for 2 h. The cells were washed and infected or not 
(medium) with F. pedrosoi hyphae (MOI 1) or Cryptococcus neoformans yeasts 
(MOI 2) opsonized with anti-GXM Ab. After 4 h of infection, non-phagocytosed 
fungi were washed and infection proceeded up to 20 h. After infection, cells  
were washed again, incubated with RPMI medium without phenol red 

supplemented with 10% FBS and stained with DAPI. Cells were washed, 
incubated with medium, and visualized by fluorescence microscopy. White 
arrowhead indicates internalized fungi.

FigUre s3 | NLRP3 or caspase-1/11 absence do not affect tissue response  
to Fonsecaea pedrosoi infection. Wild-type, Nlrp3−/− and Caspase-1/11−/− mice 
were injected subcutaneously with 1 × 106 F. pedrosoi propagules into the  
hind footpad. For histology evaluation, infected mice were euthanized at the 
indicated days after infection and fragments of tissues were fixed with 10% 
phosphate-buffered formalin and embedded in paraffin. Paraffin-sectioned 
samples were stained with Hematoxilin and Eosin (H&E) and analyzed under  
a Zeiss inverted microscope (a). During infection, the injured tissue was measured 
every 3 days with a caliper for morphometric examination (B). Data shown are 
mean ± SEM (n = 4) and are representative of two independent experiments.

reFerences

1. McGinnis MR, Hilger AE. Infections caused by black fungi. Arch Dermatol 
(1987) 123:1300–2. doi:10.1001/archderm.1987.01660340062020 

2. López Martínez R, Méndez Tovar LJ. Chromoblastomycosis. Clin Dermatol 
(2007) 25:188–94. doi:10.1016/j.clindermatol.2006.05.007 

3. Queiroz-Telles F. Chromoblastomycosis: a neglected tropical disease. Rev 
Inst Med Trop São Paulo (2015) 57(Suppl 1):46–50. doi:10.1590/S0036- 
46652015000700009 

4. Santos ALS, Palmeira VF, Rozental S, Kneipp LF, Nimrichter L, Alviano DS, 
et  al. Biology and pathogenesis of Fonsecaea pedrosoi, the major etiologic 
agent of chromoblastomycosis. FEMS Microbiol Rev (2007) 31:570–91. 
doi:10.1111/j.1574-6976.2007.00077.x 

5. Queiroz-telles F, de Hoog S, Santos WCL, Salgado CG, Vicente VA,  
Bonifaz A, et  al. Chromoblastomycosis. Clin Microbiol Rev (2017) 30: 
233–76. doi:10.1128/CMR.00032-16 

6. Bonifaz A, Carrasco-Gerard E, Saúl A. Chromoblastomycosis: clinical and 
mycologic experience of 51 cases. Mycoses (2001) 44:1–7. doi:10.1046/j. 
1439-0507.2001.00613.x 

7. Salgado CG, da Silva JP, Diniz JAP, da Silva MB, da Costa PF, Teixeira C,  
et al. Isolation of Fonsecaea pedrosoi from thorns of Mimosa pudica, a prob-
able natural source of chromoblastomycosis. Rev Inst Med Trop Sao Paulo  
(2004) 46:33–6. doi:10.1590/S0036-46652004000100006 

8. Queiroz-Telles F, Esterre P, Perez-Blanco M, Vitale RG, Salgado CG,  
Bonifaz A. Chromoblastomycosis: an overview of clinical manifesta-
tions, diagnosis and treatment. Med Mycol (2009) 47:3–15. doi:10.1080/ 
13693780802538001 

9. Teixeira de Sousa MDG, Ghosn EEB, Almeida SR. Absence of CD4+ 
T cells impairs host defence of mice infected with Fonsecaea pedrosoi. Scand 
J Immunol (2006) 64:595–600. doi:10.1111/j.1365-3083.2006.01846.x 

10. Wevers BA, Kaptein TM, Zijlstra-Willems EM, Theelen B, Boekhout T, 
Geijtenbeek TBH, et  al. Fungal engagement of the C-type lectin mincle 
suppresses dectin-1-induced antifungal immunity. Cell Host Microbe (2014) 
15:494–505. doi:10.1016/j.chom.2014.03.008 

11. Wüthrich M, Wang H, Li M, Lerksuthirat T, Hardison SE, Brown GD,  
et al. Fonsecaea pedrosoi-induced Th17-cell differentiation in mice is fostered 
by dectin-2 and suppressed by mincle recognition. Eur J Immunol (2015) 
45:2542–52. doi:10.1002/eji.201545591 

12. Sousa MDG, Reid DM, Schweighoffer E, Tybulewicz V, Ruland J, Langhorne J,  
et  al. Restoration of pattern recognition receptor costimulation to treat 
chrom oblastomycosis, a chronic fungal infection of the skin. Cell Host Microbe  
(2011) 9:436–43. doi:10.1016/j.chom.2011.04.005 

13. Schroder K, Tschopp J. The inflammasomes. Cell (2010) 140:821–32. 
doi:10.1016/j.cell.2010.01.040 

14. Wen H, Miao EA, Ting JP. Review mechanisms of NOD-like receptor- 
associated inflammasome activation. Immunity (2013) 39:432–41. doi:10.1016/ 
j.immuni.2013.08.037 

15. Jo EK, Kim JK, Shin DM, Sasakawa C. Molecular mechanisms regulating 
NLRP3 inflammasome activation. Cell Mol Immunol (2016) 13:148–59. 
doi:10.1038/cmi.2015.95 

16. Gross O, Poeck H, Bscheider M, Dostert C, Hannesschläger N, Endres S,  
et al. Syk kinase signalling couples to the Nlrp3 inflammasome for anti-fungal 
host defence. Nature (2009) 459:433–6. doi:10.1038/nature07965 

17. Joly S, Ma N, Sadler JJ, Soll DR, Cassel SL, Sutterwala FS. Cutting edge: Candida 
albicans hyphae formation triggers activation of the Nlrp3 inflammasome. 
J Immunol (2009) 183:3578–81. doi:10.4049/jimmunol.0901323 

18. Guo C, Chen M, Fa Z, Lu A, Fang W, Sun B, et al. Acapsular Cryptococcus 
neoformans activates the NLRP3 inflammasome. Microbes Infect (2014) 
16:845–54. doi:10.1016/j.micinf.2014.08.013 

19. Karki R, Man SM, Malireddi RKS, Gurung P, Vogel P, Lamkanfi M, et  al. 
Concerted activation of the AIM2 and NLRP3 inflammasomes orchestrates 
host protection against Aspergillus infection. Cell Host Microbe (2015) 
17:357–68. doi:10.1016/j.chom.2015.01.006 

20. Feriotti C, de Araújo EF, Loures FV, da Costa TA, de Lima GNA, Zamboni DS,  
et  al. NOD-like receptor P3 inflammasome controls protective Th1/Th17 
immunity against pulmonary paracoccidioidomycosis. Front Immunol (2017) 
8:1–15. doi:10.3389/fimmu.2017.00786 

21. Chang TH, Huang JH, Lin HC, Chen WY, Lee YH, Hsu LC, et al. Dectin-2 
is a primary receptor for NLRP3 inflammasome activation in dendritic 
cell response to Histoplasma capsulatum. PLoS Pathog (2017) 13:e1006485. 
doi:10.1371/journal.ppat.1006485 

22. Lei G, Chen M. Biofilm from a clinical strain of Cryptococcus neoformans 
activates the NLRP3 inflammasome. Cell Res (2013) 23:965–8. doi:10.1038/
cr.2013.49 

23. Saïd-Sadier N, Padilla E, Langsley G, Ojcius DM. Aspergillus fumigatus  
stimulates the NLRP3 inflammasome through a pathway requiring ROS pro-
duction and the Syk tyrosine kinase. PLoS One (2010) 5:e10008. doi:10.1371/
journal.pone.0010008 

24. Siqueira IM, de Castro RJA, Leonhardt LCdM, Jerônimo MS, Soares AC, Raiol 
T, et al. Modulation of the immune response by Fonsecaea pedrosoi morpho-
types in the course of experimental chromoblastomycosis and their role on 
inflammatory response chronicity. PLoS Negl Trop Dis (2017) 11:e0005461. 
doi:10.1371/journal.pntd.0005461 

25. Lutz MB, Kukutsch N, Ogilvie ALJ, Roßner S, Koch F, Romani N, et  al.  
An advanced culture method for generating large quantities of highly 
pure dendritic cells from mouse bone marrow. J Immunol Methods (1999) 
223:77–92. doi:10.1016/S0022-1759(98)00204-X

26. Livak KJ, Schmittgen TD. Analysis of relative gene expression data using real-
time quantitative PCR and the 2−ΔΔCT method. Methods (2001) 408:402–8. 
doi:10.1006/meth.2001.1262 

27. Tavares AH, Magalhães KG, Almeida RDN, Correa R, Burgel PH, Bocca AL.  
NLRP3 inflammasome activation by Paracoccidioides brasiliensis. PLoS  
Negl Trop Dis (2013) 7:e2595. doi:10.1371/journal.pntd.0002595 

28. Erwig LP, Gow NAR. Interactions of fungal pathogens with phagocytes.  
Nat Rev Microbiol (2016) 14:163–76. doi:10.1038/nrmicro.2015.21 

29. Esterre P, Peyrol S, Sainte-Marie D, Pradinaud R, Grimaud JA. Granulomatous 
reaction and tissue remodelling in the cutaneous lesion of chromomycosis. 
Virchows Arch A Pathol Anat Histopathol (1993) 422:285–91. doi:10.1007/
BF01608337

30. Minotto R, Edelweiss MIA, Scroferneker ML. Study on the organization of  
cellular elements in the granulomatous lesion caused by chromoblastomyco-
sis. J Cutan Pathol (2017) 44:915–8. doi:10.1111/cup.13014 

31. Bauernfeind FG, Horvath G, Stutz A, Alnemri ES, MacDonald K, Speert D,  
et al. Cutting edge: NF-kappaB activating pattern recognition and cytokine 
receptors license NLRP3 inflammasome activation by regulating NLRP3 
expression. J Immunol (2009) 183:787–91. doi:10.4049/jimmunol.0901363 

http://www.frontiersin.org/Immunology/
http://www.frontiersin.org
http://www.frontiersin.org/Immunology/archive
https://doi.org/10.1001/archderm.1987.01660340062020
https://doi.org/10.1016/j.clindermatol.2006.05.007
https://doi.org/10.1590/S0036-
46652015000700009
https://doi.org/10.1590/S0036-
46652015000700009
https://doi.org/10.1111/j.1574-6976.2007.00077.x
https://doi.org/10.1128/CMR.00032-16
https://doi.org/10.1046/j.
1439-0507.2001.00613.x
https://doi.org/10.1046/j.
1439-0507.2001.00613.x
https://doi.org/10.1590/S0036-46652004000100006
https://doi.org/10.1080/
13693780802538001
https://doi.org/10.1080/
13693780802538001
https://doi.org/10.1111/j.1365-3083.2006.01846.x
https://doi.org/10.1016/j.chom.2014.03.008
https://doi.org/10.1002/eji.201545591
https://doi.org/10.1016/j.chom.2011.04.005
https://doi.org/10.1016/j.cell.2010.01.040
https://doi.org/10.1016/
j.immuni.2013.08.037
https://doi.org/10.1016/
j.immuni.2013.08.037
https://doi.org/10.1038/cmi.2015.95
https://doi.org/10.1038/nature07965
https://doi.org/10.4049/jimmunol.0901323
https://doi.org/10.1016/j.micinf.2014.08.013
https://doi.org/10.1016/j.chom.2015.01.006
https://doi.org/10.3389/fimmu.2017.00786
https://doi.org/10.1371/journal.ppat.1006485
https://doi.org/10.1038/cr.2013.49
https://doi.org/10.1038/cr.2013.49
https://doi.org/10.1371/journal.pone.0010008
https://doi.org/10.1371/journal.pone.0010008
https://doi.org/10.1371/journal.pntd.0005461
https://doi.org/10.1016/S0022-1759(98)00204-X
https://doi.org/10.1006/meth.2001.1262
https://doi.org/10.1371/journal.pntd.0002595
https://doi.org/10.1038/nrmicro.2015.21
https://doi.org/10.1007/BF01608337
https://doi.org/10.1007/BF01608337
https://doi.org/10.1111/cup.13014
https://doi.org/10.4049/jimmunol.0901363


15

Castro et al. Inflamassome Activation by F. pedrosoi

Frontiers in Immunology | www.frontiersin.org November 2017 | Volume 8 | Article 1572

32. Zhu L-L, Zhao X-Q, Jiang C, You Y, Chen X-P, Jiang Y-Y, et al. C-type lectin 
receptors dectin-3 and dectin-2 form a heterodimeric pattern-recognition 
receptor for host defense against fungal infection. Immunity (2013) 39:324–34. 
doi:10.1016/j.immuni.2013.05.017 

33. Gringhuis SI, den Dunnen J, Litjens M, van der Vlist M, Wevers B,  
Bruijns SCM, et al. Dectin-1 directs T helper cell differentiation by controlling 
noncanonical NF-kappaB activation through Raf-1 and Syk. Nat Immunol 
(2009) 10:203–13. doi:10.1038/ni.1692 

34. Gringhuis SI, Kaptein TM, Wevers BA, Theelen B, van der Vlist M,  
Boekhout T, et al. Dectin-1 is an extracellular pathogen sensor for the induc-
tion and processing of IL-1β via a noncanonical caspase-8 inflammasome. Nat 
Immunol (2012) 13:246–54. doi:10.1038/ni.2222 

35. Chen M, Xing Y, Lu A, Fang W, Sun B, Chen C, et  al. Internalized 
Cryptococcus neoformans activates the canonical caspase-1 and the noncanon-
ical caspase-8 inflammasomes. J Immunol (2015) 195:4962–72. doi:10.4049/
jimmunol.1500865 

36. Tavares AH, Bürgel PH, Bocca AL. Turning up the heat: inflammasome 
activation by fungal pathogens. PLoS Pathog (2015) 11:e1004948. doi:10.1371/
journal.ppat.1004948 

37. Bauernfeind F, Hornung V. Of inflammasomes and pathogens – sensing of 
microbes by the inflammasome. EMBO Mol Med (2013) 5:814–26. doi:10.1002/ 
emmm.201201771 

38. Hohl TM, Van Epps HL, Rivera A, Morgan LA, Chen PL, Feldmesser M,  
et  al. Aspergillus fumigatus triggers inflammatory responses by stage- 
specific beta-glucan display. PLoS Pathog (2005) 1:e30. doi:10.1371/journal.
ppat.0010030 

39. Luther K, Torosantucci A, Brakhage AA, Heesemann J, Ebel F. Phagocytosis 
of Aspergillus fumigatus conidia by murine macrophages involves recognition 
by the dectin-1 beta-glucan receptor and toll-like receptor 2. Cell Microbiol 
(2007) 9:368–81. doi:10.1111/j.1462-5822.2006.00796.x 

40. Wellington M, Koselny K, Krysan DJ. Candida albicans morphogenesis is not 
required for macrophage interleukin 1β production. MBio (2012) 4:e00433–12. 
doi:10.1128/mBio.00433-12 

41. Wellington M, Koselny K, Sutterwala FS, Krysan DJ. Candida albicans 
triggers NLRP3-mediated pyroptosis in macrophages. Eukaryot Cell (2014) 
13:329–40. doi:10.1128/EC.00336-13 

42. Hise AG, Tomalka J, Ganesan S, Patel K, Hall BA, Brown GD, et al. An essential 
role for the NLRP3 inflammasome in host defense against the human fungal 
pathogen Candida albicans. Cell Host Microbe (2009) 5:487–97. doi:10.1016/j.
chom.2009.05.002 

43. Bauernfeind F, Rieger A, Schildberg FA, Knolle A, Schmid-burgk JL,  
Hornung V, et  al. NLRP3 inflammasome activity is negatively control-
led by miR-223. J Immunol (2012) 189:4175–81. doi:10.4049/jimmunol. 
1201516 

44. He Y, Franchi L, Núñez G. TLR agonists stimulate Nlrp3-dependent IL-1β 
production independently of the purinergic P2X7 receptor in dendritic cells 
and in vivo. J Immunol (2013) 190:334–9. doi:10.4049/jimmunol.1202737 

45. Guarda G, Zenger M, Yazdi AS, Ferrero I, Menu P, Tardivel A, et al. Differen-
tial expression of NLRP3 among hematopoietic cells. J Immunol (2011) 186: 
2529–34. doi:10.4049/jimmunol.1002720 

46. Hardison SE, Brown GD. C-type lectin receptors orchestrate anti-fungal 
immunity. Nat Immunol (2012) 13:817–22. doi:10.1038/ni.2369 

47. Mao L, Zhang L, Li H, Chen W, Wang H, Wu S, et  al. Pathogenic fungus 
Microsporum canis activates the NLRP3 inflammasome. Infect Immun (2014) 
82:882–92. doi:10.1128/IAI.01097-13 

48. Kistowska M, Fenini G, Jankovic D, Feldmeyer L, Kerl K, Bosshard P,  
et  al. Malassezia yeasts activate the NLRP3 inflammasome in antigen- 
presenting cells via Syk-kinase signalling. Exp Dermatol (2014) 23:884–9. 
doi:10.1111/exd.12552 

49. Saijo S, Ikeda S, Yamabe K, Kakuta S, Ishigame H, Akitsu A, et al. Dectin-2 
recognition of α-mannans and induction of Th17 cell differentiation is essen-
tial for host defense against Candida albicans. Immunity (2010) 32:681–91. 
doi:10.1016/j.immuni.2010.05.001 

50. Yoshikawa FSY, Yabe R, Iwakura Y, De Almeida SR, Saijo S. Dectin-1 
and dectin-2 promote control of the fungal pathogen Trichophyton 
rubrum independently of IL-17 and adaptive immunity in experimental 
deep dermatophytosis. Innate Immun (2016) 22:316–24. doi:10.1177/ 
1753425916645392 

51. Dong B, Li D, Li R, Chen SC, Liu W, Liu W, et al. A chitin-like component  
on sclerotic cells of Fonsecaea pedrosoi inhibits dectin-1-mediated murine 
Th17 development by masking β-glucans. PLoS One (2014) 9:e114113. 
doi:10.1371/journal.pone.0114113 

52. Wang H, Li M, Lerksuthirat T, Klein B. The C-type lectin receptor MCL 
mediates vaccine-induced immunity against infection with Blastomyces 
dermatitidis. Infect Immun (2016) 84:635–42. doi:10.1128/IAI.01263-15 

53. Gantner BN, Simmons RM, Canavera SJ, Akira S, Underhill DM. Collaborative 
induction of inflammatory responses by dectin-1 and toll-like receptor 2. 
J Exp Med (2003) 197:1107–17. doi:10.1084/jem.20021787 

54. Van De Veerdonk FL, Joosten LAB, Netea MG. The interplay between 
inflammasome activation and antifungal host defense. Immunol Rev (2015) 
265:172–80. doi:10.1111/imr.12280 

55. Tomalka J, Ganesan S, Azodi E, Patel K, Majmudar P, Hall BA, et  al.  
A novel role for the NLRC4 inflammasome in mucosal defenses against 
the fungal pathogen Candida albicans. PLoS Pathog (2011) 7:e1002379. 
doi:10.1371/journal.ppat.1002379 

56. Kalantari P, Deoliveira RB, Chan J, Corbett Y, Rathinam V, Stutz A, et  al.  
Dual engagement of the NLRP3 and AIM2 inflammasomes by plasmodium- 
derived hemozoin and DNA during malaria. Cell Rep (2013) 6:196–210. 
doi:10.1016/j.celrep.2013.12.014 

57. Li H, Wu S, Mao L, Lei G, Zhang L, Lu A, et al. Human pathogenic fungus 
Trichophyton schoenleinii activates the NLRP3 inflammasome. Protein Cell 
(2013) 4:529–38. doi:10.1007/s13238-013-2127-9 

58. Muñoz-Planillo R, Kuffa P, Martínez-Cólon G, Smith BL, Rajendiran TM, 
Kuffa P, et  al. K+ efflux is the common trigger of NLRP3 inflammasome 
activation by bacterial toxins and particulate matter. Immunity (2013) 
38:1142–53. doi:10.1016/j.immuni.2013.05.016 

59. Bauernfeind F, Bartok E, Rieger A, Franchi L, Núñez G, Hornung V.  
Cutting edge: reactive oxygen species inhibitors block priming, but not activa-
tion, of the NLRP3 inflammasome. J Immunol (2011) 187:613–7. doi:10.4049/
jimmunol.1100613 

60. Ketelut-Carneiro N, Silva GK, Rocha FA, Milanezi CM, Cavalcanti-Neto FF,  
Zamboni DS, et  al. IL-18 triggered by the Nlrp3 inflammasome induces  
host innate resistance in a pulmonary model of fungal infection. J Immunol 
(2015) 194:4507–17. doi:10.4049/jimmunol.1402321 

61. Walter P, Garin Y, Richard-Lenoble D. Chromoblastomycosis. A morphologi-
cal investigation of the host-parasite interaction. Virchows Arch A Pathol Anat 
Histol (1982) 397:203–14. doi:10.1007/BF00442390 

62. Rozental S, Alviano CS, de Souza W. The in vitro susceptibility of Fonsecaea 
pedrosoi to activated macrophages. Mycopathologia (1994) 126:85–91. 
doi:10.1007/BF01146200 

63. Rozental S, Alviano CS, de Souza W. Fine structure and cytochemical 
study of the interaction between Fonsecaea pedrosoi and rat polymor-
phonuclear leukocyte. J Med Vet Mycol (1996) 34:323–30. doi:10.1080/ 
02681219680000551 

64. Farbiarz SR, de Carvalho TU, Alviano C, De Souza W. Fine structure and 
cytochemistry of the interaction between Fonsecaea pedrosoi and mouse 
resident macrophages. J Med Vet Mycol (1990) 28:373–83. doi:10.1080/ 
02681219080000481 

65. Hayakawa M, Ghosn EEB, da Gloria Teixeria de Sousa M, Ferreira KS, 
Almeida SR. Phagocytosis, production of nitric oxide and pro-inflammatory 
cytokines by macrophages in the presence of dematiaceous [correction of 
dematiaceus] fungi that cause chromoblastomycosis. Scand J Immunol (2006) 
64:382–7. doi:10.1111/j.1365-3083.2006.01804.x 

66. Bocca AL, Brito PPMS, Figueiredo F, Tosta CE. Inhibition of nitric oxide 
production by macrophages in chromoblastomycosis: a role for Fonsecaea 
pedrosoi melanin. Mycopathologia (2006) 161:195–203. doi:10.1007/s11046- 
005-0228-6 

67. Ahrens J, Graybill JR, Abishawl A, Tio FO, Rinaldi MG. Experimental murine 
chromomycosis mimicking chronic progressive human disease. Am J Trop 
Med Hyg (1989) 40:651–8. doi:10.4269/ajtmh.1989.40.651 

68. Netea MG, Joosten LAB. Inflammasome inhibition: putting out the fire. Cell 
Metab (2015) 21:513–4. doi:10.1016/j.cmet.2015.03.012 

69. Vonk AG, Netea MG, Van Krieken JH, Iwakura Y, Van Der Meer JWM, 
Kullberg BJ. Endogenous interleukin (IL)-1α and IL-1β are crucial for host 
defense against disseminated candidiasis. J Infect Dis (2006) 193:1419–26. 
doi:10.1086/503363 

http://www.frontiersin.org/Immunology/
http://www.frontiersin.org
http://www.frontiersin.org/Immunology/archive
https://doi.org/10.1016/j.immuni.2013.05.017
https://doi.org/10.1038/ni.1692
https://doi.org/10.1038/ni.2222
https://doi.org/10.4049/jimmunol.1500865
https://doi.org/10.4049/jimmunol.1500865
https://doi.org/10.1371/journal.ppat.1004948
https://doi.org/10.1371/journal.ppat.1004948
https://doi.org/10.1002/
emmm.201201771
https://doi.org/10.1002/
emmm.201201771
https://doi.org/10.1371/journal.ppat.0010030
https://doi.org/10.1371/journal.ppat.0010030
https://doi.org/10.1111/j.1462-5822.2006.00796.x
https://doi.org/10.1128/mBio.00433-12
https://doi.org/10.1128/EC.00336-13
https://doi.org/10.1016/j.chom.2009.05.002
https://doi.org/10.1016/j.chom.2009.05.002
https://doi.org/10.4049/jimmunol.
1201516
https://doi.org/10.4049/jimmunol.
1201516
https://doi.org/10.4049/jimmunol.
1202737
https://doi.org/10.4049/jimmunol.1002720
https://doi.org/10.1038/ni.2369
https://doi.org/10.1128/IAI.01097-13
https://doi.org/10.1111/exd.12552
https://doi.org/10.1016/j.immuni.2010.05.001
https://doi.org/10.1177/1753425916645392
https://doi.org/10.1177/1753425916645392
https://doi.org/10.1371/journal.pone.0114113
https://doi.org/10.1128/IAI.01263-15
https://doi.org/10.1084/jem.20021787
https://doi.org/10.1111/imr.12280
https://doi.org/10.1371/journal.ppat.1002379
https://doi.org/10.1016/j.celrep.2013.12.014
https://doi.org/10.1007/s13238-013-2127-9
https://doi.org/10.1016/j.immuni.2013.05.016
https://doi.org/10.4049/jimmunol.1100613
https://doi.org/10.4049/jimmunol.1100613
https://doi.org/10.4049/jimmunol.1402321
https://doi.org/10.1007/BF00442390
https://doi.org/10.1007/BF01146200
https://doi.org/10.1080/
02681219680000551
https://doi.org/10.1080/
02681219680000551
https://doi.org/10.1080/
02681219080000481
https://doi.org/10.1080/
02681219080000481
https://doi.org/10.1111/j.1365-3083.2006.01804.x
https://doi.org/10.1007/s11046-
005-0228-6
https://doi.org/10.1007/s11046-
005-0228-6
https://doi.org/10.4269/ajtmh.1989.40.651
https://doi.org/10.1016/j.cmet.2015.03.012
https://doi.org/10.1086/503363


16

Castro et al. Inflamassome Activation by F. pedrosoi

Frontiers in Immunology | www.frontiersin.org November 2017 | Volume 8 | Article 1572

70. Mencacci A, Cenci E, Bacci A, Montagnoli C, Bistoni F, Romani L.  
Cytokines in candidiasis and aspergillosis. Curr Pharm Biotechnol (2010) 
1:235–51. doi:10.2174/1389201003378924 

Conflict of Interest Statement: The authors declare that the research was con-
ducted in the absence of any commercial or financial relationships that could be 
construed as a potential conflict of interest.

Copyright © 2017 Castro, Siqueira, Jerônimo, Basso, Veloso Junior, Magalhães, 
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