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The activation of TLR7 signaling in T cells accelerates antigen-specific responses. Such

responses play an essential role in eliminating viral infections and can be anti-tumorigenic.

However, the underlying mechanisms of how TLR7 can promote the optimal function of

CD8+ T cells remain unclear. To investigate how TLR signaling directly contributes to

CD8+ T cell functions, we examine the activation of cellular TLR7-related pathways and

functional and metabolic alterations in TLR7-stimulated T cells during T cell receptor

(TCR) signaling. In the present study, we investigated the activation of CD8+ T cells

in response to direct stimulation by TLR7 ligands. TLR7 stimulation could promote the

effector functions of purified CD8+ T cells in vitro. The TLR7-induced activation of CD8+

T cells occurs if CD8+ T cells were primed by αCD3 activation and increasingly expressed

TLR7. MyD88 and AKT-mTOR signaling plays a critical role in TLR7-induced T cell

activation. In addition to the upregulation of immune-related genes, metabolic alterations

in CD8+ T cells, including the upregulation of glucose uptake and glycolysis, occurred

by TLR7 stimulation. Glycolysis was found to be regulated by the AKT-mTOR pathway

and a downstream transcription factor IRF4. Blocking glycolysis by either direct glucose

deprivation or modulating the mTOR pathway and IRF4 expression was found to impair

T cell activation and functions. Taken together, the activation of TLR7 signaling promotes

the effector functions of CD8+ T cells by enhancing cellular glycolysis.

Keywords: toll-like receptor 7, CD8+ T cells, PI3K-Akt-mTOR, glycolysis, IRF4

INTRODUCTION

Toll molecules comprise a class of highly conserved molecules that plays a vital role in the immune
surveillance of pathogen-associated molecular patterns and host defense against many pathogenic
microorganisms (1, 2). Upon activation by their ligands, Toll-like receptors (TLRs) induce various
cellular anti-viral responses including the release of inflammatory cytokines and the maturation
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of antigen-presenting cells (APCs) (3–5). Thus, these receptors
act as a bridge between innate and adaptive immunity in the
host (6). The TLR signaling pathway plays an important role in
inducing a functional antiviral CD8+ T cell response, which is
critical for viral control and clearance. Our previous study in
a hepatitis B virus (HBV) mouse model demonstrated that the
IL-1R/TLR signaling pathway is required for the generation of
functional HBV-specific CD8+ T cells (7).

The regulation of TLRs in APCs, such as plasmacytoid
dendritic cells, leads to the indirect activation of T and B
lymphocytes (8). T cell immunity can also be modulated by the
direct activation of TLRs on T lymphocytes. For example, TLR2
was shown to be expressed on activated and memory T cells (9,
10). Further, TLR2 ligands modulate murine CD4 and CD8+ T
cell effector functions in vitro by increasing cytokine production
upon either anti-CD3 (αCD3) antibody or T cell receptor (TCR)
stimulation (11–13). TLR2-activated effector CD8+ T cells also
enhance the therapeutic effects of specific CD8+ T cells in an
in vivo tumor model (14). Since TCR activation increases TLR2
expression on T cells, the additional activation of this receptor
reduces the TCR threshold required for T cell proliferation,
differentiation, and cytokine production (15–17). In addition,
TLR2 can enhance the mRNA stability of IFN-γ at low antigen
levels (18). Thus, TLR2 acts like a co-stimulatory molecule that
directly enhances TCR signal-induced T cell activation, function,
and survival (19).

During infection, vaccination, or immunomodulatory
therapies, TLR7 has also been shown to regulate the CD8+
T cell response in vivo. For example, TLR7 activation in the
woodchuck and chimpanzee models of HBV infection enhances
the function of intrahepatic T cells (20, 21). Further, the oral
TLR7 agonist GS-9620 has been reported to promote HBV-
specific CD8+ T cell responses in clinical trials. In addition, the
increased expansion and activation of CD8+ T cells, rather than
CD4+ T cells, was observed in TLR7-stimulated hepatic tissue
(22). These findings fit the concept that TLRs are required for
adaptive immune responses during viral infection and the TLR7
ligands can promote the adaptive immune response in vivo.
One possible mechanism associated with this effect is that TLR7
promotes cross-presentation via APCs to enhance CD8+ T cell
responses (23).

Recently, several in vitro studies have pointed out that TLR7
is a potential co-stimulator for CD8+ T cell activation and
function. Song et al. found an increased expression of TLR7
in CD8+ T cells from HIV-1-infected individuals. In vitro
stimulation with TLR7 agonist increased the expression of
immune activation markers of CD8+ T cells (24). Salerno et al.
also reported that murine CD8+ T cells can be stimulated by
TLR7 ligands, resulting in rapid IFN-γ production (25). These
results indicate that TLR7 could directly activate the CD8+

Abbreviations: TLRs, Toll-like receptors; HBV, hepatitis B virus; APCs, antigen-

presenting cells; αCD3, anti-CD3; TCR, T cell receptor; HIF1α, hypoxia-inducible

factor 1α; IRF4, interferon regulatory factor 4; WT, wild type; FV, Friend virus; FV-

TCR, Friend virus (DbGagL) T-cell receptor; Glut-1, glucose transporter1; HK2,

hexokinase 2; LDH-α, lactate dehydrogenase; R848, resiquimod; R837, Imiquimod;

DCs, dendritic cells.

T cells and regulate their functions. However, the underlying
mechanisms are still unclear. Geng et al. reported that MyD88
signaling enhances T cell functions by increasing activation of
the mTOR pathway in an Akt and protein kinase C-dependent
manner, suggesting a relationship between TLR2 stimulation and
metabolic processes (26). It was also shown that the mTOR
pathway regulatesmetabolic processes in immune cells, including
the stimulation of glycolysis through transcription factors such
as hypoxia-inducible factor 1α (HIF1α), MYC, and interferon
regulatory factor 4 (IRF4), which enhances glucose import and
the expression of glycolytic genes (27–32). However, whether
TLR7 ligands contribute to the immune activation of CD8+ T
cells through cellular metabolism needs to be investigated. In the
current study, we addressed the questions of whether and how
TLR7 ligand stimulation directly regulates the effector function
of CD8+ T cells.

MATERIALS AND METHODS

Mice
C57BL/6 wild type (WT) mice were purchased from Harlan
Winkelmann Laboratories (Borchen, Germany). TRIF−/−,
MyD88−/−, TRIF/MyD88−/− mice were bred under specific
pathogen-free conditions at the Institute of Virology of the
University Hospital Essen. IRF4−/− mice were bred in the animal
facility of Heinrich Heine University, Düsseldorf, Germany. For
assaying the antigen-specific CD8+ T cell activation, splenocytes
from inbred female DbGagL TCR transgenic (tg) mice were
used. The DbGagLTCR tg mice were on a C57BL/6 or B6.SJL
(CD45.1 congenic) background and >90% of the CD8+ T cells
contained a TCR specific for the DbGagL Friend virus (FV)
epitope (FV-TCR CD8+ T cells) (33). DbGagLTCR tg mice were
kept in the Animal Care Center, University of Duisburg-Essen.
All mice were at 6–8 weeks of age. Handling of animals was
conducted in accordance with the Guide for the Care and Use of
Laboratory Animals and according to the approval by the district
government of Düsseldorf, Germany.

Isolation of Lymphocytes From the Spleen
and Purification of CD8+ T Cells in vitro
The entire spleen was isolated from naïve mice and single
cell suspensions of mouse splenocytes were obtained according
to a previously described protocol (34). For murine CD8+ T
cell purification, splenocytes derived from 4 to 5 mice were
pooled and subjected to negative selection by MACS (CD8a+
T cell Isolation Kit; Miltenyi, Germany) according to the
manufacturer’s instructions. About 2–3 × 107 purified CD8+
T cells were obtained from each preparation and treated as
indicated in triplicates. Human CD8+ T cells were purified
from PBMCs by negative selection (CD8a+ T cell Isolation Kit;
Miltenyi, Germany).

T Cell Culture and Activation in vitro
T cells were cultured in RPMI medium (no glucose) containing
10% dialyzed serum (Thermo Fisher, Germany), 1mM
sodium pyruvate, 2mM L-glutamine, with or without
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10mM glucose. For murine T cell activation, 96-well flat-
bottom tissue culture plates were pre-coated with αCD3
antibody (5.0µg/mL; eBioscience, Frankfurt, Germany), and
cells were cultured with or without R837 (1µg/mL)/R848
(10µg/mL; InvivoGen, San Diego, CA, USA) for 24–48 h
(5 × 105 cells/well). For some experiments, cells were
treated with the indicated inhibitors such as 2-DG (1mM;
Sigma, Germany), rapamycin (2µM), and Akti-1/2 (1µM;
Sigma, Germany). For human T cell activation, 96-well flat-
bottom tissue culture plates were pre-coated with αCD3
antibody (5.0µg/mL; eBioscience, Frankfurt, Germany), and
human CD8+ T cells were cultured with or without R848
(1µg/mL; InvivoGen, San Diego, CA, USA) for 24 h (5 ×

105 cells/well). For the indicated experiments, human CD8+
T cells were treated with 2-DG (10mM; Sigma, Germany),
rapamycin (10µM), and Akti-1/2 (5µM; Sigma, Germany).
For all experiments, triplicate wells were performed under
each condition.

Cell Surface and Intracellular Staining
Generally, cell surface and intracellular staining of murine
immune cells were performed as described previously (35).

Cells surface staining was performed by using reagents
including αCD8 (clone 53-6.7; Biolegend, Germany), αCD69
(clone H1.2F3; Biolegend), αCD44 (clone IM7; Biolegend),
αCD62L (clone MEL-14; Biolegend), αCD25 (clone PC61.5;
Biolegend), and αGlut1 (Novus Biologicals, Germany).

For intracellular staining, cells were permeabilized by using
a Cytofix/Cytoperm intracellular staining kit (BD Biosciences,
Germany) and stained with antibodies including αIFN-γ
(clone XMG1.2; eBioscience, Germany), αIL-2 (clone JES6-5H4,
Biolegend), αTNF-α (clone MP6-XT22; Biolegend), αphospho-
mTOR(clone MRRBY; eBioscience), and αAkt (clone 55;
BD Bioscience).

Nuclear transcription factor staining was performed by using
True-NuclearTM Transcription Factor Buffer Set (Biolegend).
Cells were then stained with αT-bet (clone 4B10; Biolegend),
αEomes (clone Dan11mag; eBioscience), and αIRF4 (clone
IRF4.3E4; Biolegend).

Stained cells were detected using an LSRII (BD Biosciences) or
Navios Flow Cytometer (Beckman Coulter, Germany) and data
were analyzed using FlowJo software (version 10).

Fluorescence minus one (FMO) control stains were used to
determine background levels of staining (Figure S11).

Metabolism Assays
Flow cytometry and real-time RT-PCR were used to analyze the
expression of glucose transporter1 (Glut-1). Glycolysis-related
markers including Glut-1, hexokinase 2 (HK2), and lactate
dehydrogenase (LDH-α) were quantified by either real-time
RT-PCR or western blotting. Glucose uptake was measured
by detecting the mean fluorescence intensity of the glucose
analog 2-NBDG (ThermoFisher, Germany) in cells. For 2-NBDG
staining, glucose-free media were used to culture the cells for
30min. Cells were then incubated at 37◦C with 200µM 2-
NBDG in glucose-free media for 20min before cell surface
staining. Lactate production was measured with a specific

enzyme assay using the Lactate colorimetric/fluorometric kit
(Biovision, Germany).

Real-Time RT-PCR and Western Blotting
Total cellular RNA was extracted from 0.5 to 1 × 106 cells
using TRIzol (Life Technologies; Darmstadt, Germany)
(36). The primers were purchased from QIAGEN, including
Glut-1 (QT01044953; QIAGEN, Germany), HK2 (QIAGEN;
QT00155582), and LDHα (QIAGEN; QT02325414).
Reverse transcription was performed by using the High
Capacity cDNA Reverse Transcription Kit (Applied
Biosystems, Germany). RNA quantitation was performed
using SYBR green and a StepOne Plus RT-PCR system
according to the manufacturer’s instructions (QIAGEN,
Hilden, Germany).

Western blot analysis was performed according to the
established protocol (37). Whole-cell lysates were performed
using cell lysis buffer (Thermo Fisher Scientific, Germany).
Equal amounts of protein (100 µg) were separated by
SDS-PAGE and transferred to polyvinylidene difluoride
membranes (Millipore, Germany). After blocking the non-
specific sites with 5% BSA, specific antibodies including
phospho-Akt (Cell Signaling, Germany), phospho-mTOR (Cell
Signaling, Germany) and HK2 (Cell Signaling, Germany) were
incubated with membranes. Immunoreactive bands were then
developed with an enhanced chemiluminescence system (GE
Healthcare, Germany).

Enzyme-Linked Immunosorbent Assay
(ELISA)
Supernatants were collected from cultured cells. The cytokines
secretion (IFN-γ, TNF-α, and IL-2) was measured by a specific
ELISA kit (Biolegend) based on the manufacturer’s instructions.
The OD at 405 nm was then measured using a microplate reader
(Bio-Rad Model 550, Germany).

Statistical Analyses
Statistical analyses were performed using GraphPad Prism
software version 6 (GraphPad Software Inc., San Diego, CA).
Data between different groups were analyzed by a One-
way ANOVA test. For the blockade experiments, data were
analyzed using the Two-way ANOVA test. The p < 0.05 were
considered significant. Significant differences between different
groups are marked as follows: ∗p < 0.05, ∗∗p < 0.01, ∗∗∗p
< 0.001. All experiments are representative of three or two
independent experiments.

RESULTS

TLR7 Stimulation Directly Enhances the
Effector Function of CD8+ T Cells
To initially assess the immunomodulatory properties of TLR7
on CD8+ T cells, splenocytes from naïve mice were stimulated
with the TLR7 ligand resiquimod (R848) in the presence
of an activating αCD3 antibody. The results indicated that
R848 could potently elevate the frequency of CD44+, CD69+,
and IFN-γ+ CD8+ T cells (Figure S1). In addition, an
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increase in the T cell functionality including enhanced CD25
expression on CD8+ T cells and the upregulation of IFN-
γ secretion was also observed in FV-TCR CD8+ T cells
after co-culture with peptide-loaded DCs in the presence of
R848 (Figure S2).

It has been reported that TLR7-activated APCs like
plasmacytoid dendritic cells mediate cross-talk with CD8+
T cells (23). However, whether TLR7 ligands directly enhance
the effector function of CD8+ T cells has not been examined
to date. To test this, naïve splenic CD8+ T cells were highly
purified from WT mice using magnet bead separation and
then stimulated with an αCD3 antibody alone or in the
presence of R848 for 24 h. Clearly, naïve CD8+ T cells could
not be directly activated by TLR7 ligands unless they were
stimulated synergistically with an αCD3 antibody (Figure 1A).
This result was consistent with the fact that TLR7 is more
expressed on activated T cells (38). Upon TLR7 stimulation,
the expression of CD25, CD44, and CD69 was significantly
increased (Figure 1B, Figure S3) as well as the expression
of the transcription factors T-bet and Eomes (Figure 1C). In
addition, the secretion of IFN-γ, TNF-α, and IL-2 by activated
CD8+ T cells was augmented (Figure 1D). Imiquimod (R837),
another TLR7 ligand, induced the maximum cell survival
and cell activation at a dose of 1µg/ml in the presence of
αCD3 antibody compared to that with αCD3 antibody alone,
whereas R848 at doses of 1–10µg/ml appeared to improve cell
viability and cell activation compared to that in the presence of
αCD3 antibody only (Figure S4A). Moreover, the expression
of the activation marker CD25 shows that R848 reached a
plateau at a concentration as low as 0.1µg/ml. Comparing
the two TLR7 ligands at the optimal concentration for cell
survival and activation, R848 (10µg/ml) induced better effector
functions in CD8+ T cells than R837 (1µg/ml). Specifically,
significantly enhanced CD25, CD44, and CD69 expression,
as well as IFN-γ and TNF-α release by CD8+ T cells, was
found with R848 co-stimulation compared to that with
R837 (Figure S4B).

Thus, TLR7 serves as a co-stimulatory receptor for T cell
activation in synergy with TCR signaling. Moreover, R848 was
found to be a more efficient TLR7-activator for CD8+ T cell co-
stimulation.

Enhancement of CD8+ T Cell Effector
Functions by R848 Is MyD88-Dependent
Next, we investigated how TLR7 stimulation modulates the
function of CD8+ T cells. It is known that intracellular TLR7
signaling occurs through the adaptor proteins MyD88 and TRIF
(39). After stimulation with αCD3, CD8+ T cell activation,
differentiation, and cytokine production were increased in
WT, TRIF−/−, MyD88−/−, or TRIF/MyD88−/− mice. CD25,
CD44, and CD69 expression were further upregulated in WT
and TRIF−/− CD8+ T cells after αCD3 stimulation in the
presence of R848 (Figure 2A). The transcription factors T-
bet and Eomes were also significantly increased in CD8+ T
cells upon stimulation with αCD3+R848 only in WT and
TRIF−/− CD8+ T cells (Figure 2B). Moreover, IFN-γ and

IL-2 secretion was elevated in WT and TRIF−/− CD8+ T
cells under R848 co-stimulation (Figure 2C). However, R848
co-stimulation failed to further enhance the effector function
of MyD88−/− and TRIF/MyD88−/− CD8+ T cells. MyD88
deficiency abolished R848-mediated enhanced CD8+ T cell
effector function, confirming that this process is dependent on
the MyD88 pathway.

Although the purity of isolated CD8+ T cells exceeded
96% (Figure S5), some residual non-CD8+ T cells were still
present including APCs. Residual APCs in the fraction of
purified CD8+ T cells may respond to R848, thus indirectly
improving the functionality of CD8+ T cells. To exclude
this possibility, MyD88−/− splenocytes were mixed with WT
splenocytes at a ratio of 1:1. Equal numbers of naïve WT and
MyD88−/− splenocytes were then subjected to CD8+ T cell
purification by magnetic bead separation. MyD88−/− CD8+ T
cells were labeled with the indicated fluorescence marker CFSE
and thereby distinguished from WT CD8+ T cells by flow
cytometric analysis (Figure S6A). Purified WT and Myd88−/−

CD8+ T cells with some residual APCs were further stimulated
with αCD3 with or without R848. Results showed that R848
increased CD69 expression, as well as IFN-γ production in WT
CD8+ T cells but not in MyD88−/− CD8+ T cells. Therefore,
R848 acted directly on CD8+ T cells in the in vitro culture
system (Figure S6B).

mTOR Signaling Is Required for TLR7
Ligands to Regulate CD8+ T Cell Activation
Previous studies have reported that the mTOR pathway is linked
to MyD88 signaling during the engagement of TLRs in CD4 or
CD8+ T cells (26, 40). To investigate whether TLR7 activation
regulates mTOR signaling, we determined mTOR expression and
phosphorylation by western blotting and flow cytometry. The
results showed that αCD3 stimulation led to a high level of
phosphorylated mTOR in CD8+ T cells. R848 further slightly
increased the levels of mTOR, phosphorylated mTOR and Akt
in CD8+ T cells (Figure 3A).

To confirm that mTOR signaling is required to regulate TLR7-
mediated CD8+ T cell activation, CD8+ T cells were stimulated
by αCD3 and/or R848 and treated with two different mTOR
pathway inhibitors rapamycin and Akti-1/2. Results indicated
that despite stimulation by the polyclonal αCD3 antibody,
inhibition of mTOR pathway reduced the numbers of vital
CD8+ T cells. However, we found that the numbers of vital
CD8+ T cells were increased when R848 was co-applied in the
presence of αCD3, and is dependent on the inhibition of the
mTOR pathway (Figure S7A). Consistent with previous studies,
inhibition of mTOR slightly reduced the αCD3-induced T cell
activation, as indicated by a lower frequency of CD8+ T cells
expressing activation markers, such as CD25 and CD44, and
reduced production of IFN-γ by CD8+ T cells. In the presence
of rapamycin, the use of R848 was still able to slightly upregulate
the expression of CD25, CD44, and CD69. However, compared
to the strong activation induced by R848 together with αCD3, the
application of rapamycin or Akti-1/2 significantly suppressed the
upregulation of CD25, CD44, and CD69 in CD8+ T cells by R848
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FIGURE 1 | TLR7 ligands enhance CD8+ T cell activation and cytokine production. Purified CD8+ T cells were stimulated in plates with bound αCD3 antibody

(5µg/mL) alone or with R848 (10µg/mL) for 24 h. TLR7 (A), CD25, CD44, and CD69 (B), and T-bet and Eomes (C) expression in CD8+ T cells were measured by flow

cytometry. (D) Cytokines production including IFN-γ, TNF-α, and IL-2 was measured by specific ELISAs. Data are representative of three independent experiments. N

= 3 wells per condition. All data are presented as mean ± SD. The statistical relevance was determined by One-way ANOVA: *p < 0.05; **p < 0.01; ***p < 0.001.

treatment (Figure 3B, left panel, Figures S7B,C). The decreased
expression of these activation markers in the αCD3+R848
stimulated cells, compared to the αCD3 only stimulated control,
could be clearly judged in the format of fold changes (Figure 3B,
right panel). Rapamycin and Akti-1/2 also abolished the further
increase in IFN-γ and TNF-α production by CD8+ T cells in
response to R848 (Figure 3C). The transcription factor IRF4
coordinates mTOR signaling to orchestrate immune activation
and the function of T cells (41). We detected the expression of

this marker by intracellular staining and found that enhanced
IRF4 expression in response to R848 was abolished by rapamycin
and Akti-1/2 treatment (Figure 3D). These results suggest that
the blockade of Akt–mTOR pathway could significantly reduce or
even abolish the R848-induced enhancement of T cell activation
and function.

Taken together, these data show that the Akt–mTOR pathway
is required for the TLR7-mediated enhancement of immune
functions in CD8+ T cells.
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FIGURE 2 | Enhancement of the effector function of CD8+ T cells mediated by TLR7 agonists is MyD88-dependent. Purified CD8+ T cells from WT, TRIF−/−,

MyD88−/−, and TRIF/MyD88−/− mice were stimulated in plates with bound αCD3 antibody (5µg/mL) alone or with R848 (10µg/mL) for 24 h. CD25, CD44, and

CD69 (A), T-bet and Eomes (B) expression in CD8+ T cells were analyzed by flow cytometry. (C) Cytokines production including IFN-γ and IL-2 was detected by

specific ELISAs. Data are representative of two independent experiments. All data are presented as mean ± SD. The statistical relevance was determined by Two-way

ANOVA: *p < 0.05; **p < 0.01; ***p < 0.001; ns, not significant.

Akt-mTOR Signaling Pathway Plays an
Important Role in TLR7-Mediated
Improvement of Glycolysis in CD8+ T Cells
The modulation of metabolic pathways can significantly
influence T cell activation and differentiation. TLR-driven
early glycolysis reprogramming leads to the activation of
DCs (42). It is also known that mTOR-regulated T cell
metabolism is required for the initial T cell activation, rapid
proliferation, and acquisition of effector functions. Further,
mTOR signaling induces complex networks of reprogramming
including enhanced aerobic glycolysis to facilitate rapid T cell
clonal expansion (41). To investigate TLR7-induced metabolic
changes in CD8+ T cells, the expression of Glut-1 and the rate-
limiting enzymes HK2 and LDH-α in the glycolytic pathway
were determined by real-time RT-PCR (Figure 4A). Increased
expression of glycolysis-related genes was found in CD8+ T

cells under R848 co-stimulation compared to that with αCD3
stimulation alone. Meanwhile, Glut-1 was also detected by flow
cytometry. The uptake of glucose was measured by detecting the
mean fluorescence intensity of the glucose analog 2-NBDG. A
significantly higher Glut-1 expression level and increased MFI
of 2-NBDG in CD8+ T cells were not achieved at 24 h but were

detected at 48 h upon αCD3+R848 treatment compared to that

with αCD3 alone (Figure 4B, Figure S7D). HK2 expression at the

protein level was also significantly increased with αCD3+R848
treatment compared to that with αCD3 alone (Figure 4C). In
addition, the production of lactate by aerobic glycolysis was
measured in the culture supernatants, showing that R848 could
enhance lactate production by CD8+ T cells in the presence of
αCD3 (Figure 4D).

We further addressed whether TLR7-induced metabolic
changes in CD8+ T cells are dependent on mTOR signaling.
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FIGURE 3 | mTOR signaling regulates the effector function of CD8+ T cells. Purified CD8+ T cells were stimulated with αCD3 antibody (5µg/mL) with or without

R848 (10µg/mL) for 48 h in the presence of rapamycin (2µM) or Akti (1µM). (A) mTOR and phosphorylated mTOR in CD8+ T cells were detected by western

blotting. The level of phosphorylated mTOR and Akt were further determined by flow cytometry. (B) The activation of CD8+ T cells was assessed by staining with

αCD25, αCD44, and αCD69 antibodies. The expression of CD25, CD44, and CD69 in the αCD3+R848 stimulated cells were expressed as fold changes compared to

the αCD3 stimulated cells in the corresponding treatment of rapamycin/Akti-1/2. (C) IFN-γ and TNF-α secretion were detected by specific ELISAs. (D) IRF4

expression was shown by representative dot plots and MFI in CD8+ T cells. Data are representative of three independent experiments. Data are presented as mean ±

SD. The statistical relevance was determined by One-way ANOVA (B, right panel) or Two-way ANOVA (B, left panel, C,D): *p < 0.05; **p < 0.01; ***p < 0.001; ns, not

significant.

Inhibitors of the mTOR signaling pathway were applied to
cultures of CD8+ T cells and the mean fluorescence intensity
of Glut-1 and 2-NBDG in CD8+ T cells was analyzed. Glut-
1 expression and 2-NBDG uptake were significantly increased
with αCD3 treatment and further enhanced by R848 at 48 h;
however, this was decreased or abolished by rapamycin and Akti-
1/2, respectively. Lactate production was also reduced when the
mTOR pathway was blocked, even in the presence of αCD3 and
R848 (Figure 4E). By analyzing the fold change of the glycolysis-
related parameters in the αCD3+R848 stimulated cells compared
to the αCD3 only stimulated cells, the R848-induced increase
of Glut-1 expression and Lactate production were significantly

decreased in the presence of rapamycin and Akti (Figure 4F).
Thus, the mTOR signaling pathway plays an important role
in mediating the TLR7-induced elevation of the glycolytic
metabolism in CD8+ T cells.

Glycolysis Is Essential for the
TLR7-Mediated Enhanced Effector
Function of CD8+ T Cells
Glucose is an essential energy supply in cell culture media, and
glucose deprivation can lead to impaired T cell activation (43). To
confirm that glycolysis drives the activation and functionality of
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FIGURE 4 | TLR7 agonists improve glycolytic metabolism via mTOR signaling in CD8+ T cells. Purified CD8+ T cells were stimulated with an αCD3 antibody

(5µg/mL) with or without R848 (10µg/mL) in the presence of rapamycin (2µM) or Akti-1/2 (1µM). (A) The expression of the glycolysis-related genes Glut-1, HK2,

and LDHα was measured by real-time RT-PCR 24h after stimulation. (B) The Glut-1 expression was detected by flow cytometry and uptake of glucose was measured

by detecting MFI of the glucose analog 2-NBDG in CD8+ T cells 48 h after stimulation. (C) HK2 expression was detected by western blotting 24 h after stimulation.

(D) Lactate production was measured by a specific enzyme assay after stimulation for 24 h. (E,F) Glycolysis in CD8+ T cells was measured by detecting MFI of Glut-1

and 2-NBDG and lactate production after treating the cells with rapamycin or Akti-1/2 for 48 h. The Glut-1 expression, 2-NBDG uptake, and lactate production in the

αCD3+R848 stimulated cells were expressed as fold changes compared to the αCD3 stimulated cells after the corresponding treatment with rapamycin/Akti-1/2.

Data are representative of three independent experiments. All data are presented as mean ± SD. The statistical relevance was determined by One-way ANOVA

(A,B,D) or Two-way ANOVA (E,F): *p < 0.05; **p < 0.01; ***p < 0.001; ns, not significant.

CD8+T cells, it was blocked with either the glucose analog 2-DG,
which inhibits cellular hexokinase or the removal of glucose from
culture media. To maintain the energy supply, 1mM sodium

pyruvate and 2mM L-glutamine were added to the glucose-free
medium. Annexin V+7AAD staining was then used to exclude
apoptotic cells (Figure S8).
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The results showed that blocking glycolysis with 2-DG
or glucose deprivation reduced CD44 expression and IFN-γ
secretion during CD8+ T cell activation mediated by αCD3 and
R848 (Figures 5A,B). At the same time, the expression of the
transcription factors T-bet and Eomes was also downregulated
in CD8+ T cells (Figure 5C). The expression of IRF4, a
transcription factor linked to both metabolism and immunity
in CD8+ T cells, was significantly decreased when glucose-free
medium was used (Figure 5D).

Human CD8+ T Cells Respond to the
Stimulation of R848 With Enhanced
Expression of Activation Markers and
Glucose Uptake
Consistent results were obtained using human CD8+ T cells
after TLR7 stimulation and blockade of the Akt-mTOR pathway
or glycolysis by inhibitors. Human CD8+ T cells were purified
by MACS and cultured in plates with bound αCD3 antibody
(5µg/mL) alone or with R848 (1µg/mL) for 24 h. CD8+ T cells
were stained with αCD25 and αCD69 and analyzed by flow
cytometry. The uptake of glucose was measured by detecting
MFI of the glucose analog 2-NBDG in CD8+ T cells. The
stimulation with R848 for enhanced both the expression of
activation markers and glucose uptake in αCD3 activated human
CD8+ T cells (Figure S9A).

Purified human CD8+ T cells were also stimulated with
αCD3 antibody and R848 in the presence of either rapamycin
(10µM), Akti-1/2 (5µM) or 2-DG (10mM) for 24 h. The
blockade of Akt-mTOR pathway and glycolysis significantly
reduced the CD25 expression and glucose uptake in human
CD8+ T cells (Figures S9B,C).

The Transcription Factor IRF4 Plays Role in
TLR7-Mediated Enhancement of Glycolysis
and Effector Functions in CD8+ T Cells
IRF4 has been shown to be crucial for TCR affinity-induced
metabolic and immune programming in T cells (32). In the
presence of TCR signaling, the expression of IRF4 was increased
by TLR7 activation, whereas rapamycin and Akti-1/2 treatment
could reduce its expression (Figure 5). Thus, we examined the
function of IRF4 in R848-stimulated CD8+ T cells derived
from WT and IRF4−/− CD8+ T mice, with a focus on its
role in remodeling the metabolism. Consistently, IRF4 was
not expressed in these CD8+ T cells derived from IRF4−/−

mice regardless of the presence of R848 (Figure 6A). Compared
to that in WT CD8+ T cells, the enhanced CD25 and T-
bet expression mediated by R848 treatment was impaired
in IRF4−/− CD8+ T cells, whereas no decrease in Eomes
expression was observed (Figure 6B). Moreover, enhanced IFN-
γ secretion in R848-stimulated CD8+ T cells was abrogated
in the absence of IRF4 (Figure 6C). Thus, R848-mediated
augment of CD8+ T cell functions are partially dependent on
IRF4 expression.

We next investigated the role of IRF4 in the regulation of
cellular metabolic pathways. We measured the expression
of glycolysis-related genes by real-time RT-PCR and

FIGURE 5 | Inhibition of glycolytic metabolism abolishes the functionality of

CD8+ T cells. Purified CD8+ T cells were stimulated with αCD3 antibody

(5µg/mL) or/and R848 (10µg/mL) for 24 h in the presence of 2DG (2mM) or

in the glucose-free medium supplemented with pyruvate. (A) The activation of

CD8+ T cells was assessed by staining with an αCD44 antibody. (B) IFN-γ

secretion in CD8+ T cells was determined by a specific ELISA. (C) T-bet and

Eomes expression in CD8+ T cells was measured by flow cytometry and

presented as MFI. (D) IRF4 expression in CD8+ T cells was assessed by flow

cytometry. Data are representative of three independent experiments. All data

are presented as mean ± SD. (*p < 0.05; ***p < 0.001; ns, not significant)

Statistical relevance was determined by Two-way ANOVA.

lactate production using an enzymatic assay. Whereas,
HK2 and LDH-α expression and lactate production
were increased in both WT and IRF4−/− CD8+ T cells
after αCD3 stimulation, R848 treatment led to a further
enhancement of these parameters in WT CD8+ T cells,
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FIGURE 6 | R848-stimulated metabolic and functional changes in CD8+ T cells are partly dependent on the transcription factor IRF4. Purified CD8+ T cells from WT

or IRF4−/− mice were stimulated with αCD3 antibody (5µg/mL) or/and R848 (10µg/mL) for 24 h. (A) Representative dot plots of IRF4 expression in CD8+ T cells as

detected by flow cytometry. (B) The expression of CD25, T-bet, and Eomes in CD8+ T cells was measured by flow cytometry. (C) IFN-γ production by CD8+ T cells

from WT and IRF4−/− mice was detected by a specific ELISA. (D) The expression of HK2 and LDHα was quantified by real-time RT-PCR. (E) Lactate production by

CD8+ T cells was measured by a specific enzyme assay. Data are representative of three independent experiments. All data are presented as mean ± SD. The

statistical relevance was determined by Two-way ANOVA: *p < 0.05; **p < 0.01; ***p < 0.001; ns, not significant.
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which was markedly diminished in IRF4−/− CD8+ T
cells (Figures 6D,E).

BATF, another downstream transcription factor, is also
involved in controlling the glycolytic pathway and the regulation
of CD8+ T cell functionality. This factor is critical for IRF4-
mediated transcription in T cells (44). We thus determined
whether the elevated immune function after TLR7 co-stimulation
was affected by BATF deficiency using CD8+ T cells isolated
fromWT and BATF−/− mice. The results demonstrated that the
enhanced expression of CD25, CD44, and CD69, production of
IFN-γ, and transcription of T-bet and Eomes were reduced in
BATF−/− CD8+ T cells (Figures S10A,B).

Thus, IRF4 and BATF are required for the full activation
of CD8+ T cells via the regulation of cellular metabolism
and effector functions and specifically for the TLR7-mediated
signaling to enhance T cell functions.

DISCUSSION

In the present study, we investigated the activation of CD8+
T cells in response to direct stimulation by TLR7 ligands.
TLR7 stimulation, specifically by R848, could promote the
effector functions of CD8+ T cells in vitro. The TLR7-induced
activation of CD8+ T cells occurs only if CD8+ T cells are
primed by αCD3 and with TLR7 expression and is MyD88-
dependent. Furthermore, AKT–mTOR signaling plays a critical
role in TLR7-induced T cell activation. While investigating
immune-related changes, metabolic alterations in CD8+ T cells,
including the upregulation of glucose uptake and glycolysis,
occurred after TLR7 stimulation. Glycolysis was also found to
be regulated by the AKT–mTOR pathway and the downstream
transcription factor IRF4. Blocking glycolysis by either direct
glucose deprivation or modulating the mTOR pathway and
IRF4 expression was found to impair T cell activation and
functions. Our results indicate that TLR7 activation promotes
the effector functions of murine CD8+ T cells by enhancing
cellular metabolism, and especially glycolysis (Figure 7). Thus,
targeting TLR7 and metabolic pathways might represent
potential strategies for T-cell-based immune therapies.

T cells that exert optimal effector functions rely on multiple
signals, specifically via TCR, co-stimulatory molecules, and
pro-inflammatory cytokines (45, 46). TCR engagement can be
caused by either non-specific or antigen-specific stimulation. The
activation of T cells is restricted by TCR-binding affinities and
kinetics (47, 48). Furthermore, co-stimulatory molecules such as
CD28 are required for the full activation of T cells by decreasing
the threshold of TCR binding affinity (49, 50). In recent studies,
TLRs were found to regulate the functions of human CD4+ T
cells (51, 52). Our findings demonstrated that TLR7 can also
act as a co-stimulatory molecule in CD8+ T cells. First, TLR7
expression is absent or occurs at a very low levels on naïve
CD8+ T cells, whereas it was enhanced in the presence of αCD3.
R848 co-stimulation significantly improved T cell activation,
cytokine production, and the expression of relevant transcription
factors such as T-bet and Eomes. These data demonstrate the
contribution of TLR7 to induce full activation of CD8+ T

FIGURE 7 | A schematic description of TLR7-mediated enhancement of

CD8+ T cell function. TLR7 stimulation promotes the effector functions of

CD8+ T cells if CD8+ T cells are primed by αCD3 and express TLR7.

TLR7-mediated T cell activation is dependent on MyD88 and AKT-mTOR

signaling, leading to the expression of immune-related changes and metabolic

alterations in CD8+ T cells, including the upregulation of glucose uptake and

glycolysis. Glycolysis was found to be regulated by the AKT-mTOR pathway

and a downstream transcription factor IRF4. Glycolysis is critical for

TLR7-mediated CD8+ T cell activation and enhanced effector functions of

CD8+ T cells. Solid arrows represent signaling pathways identified in this

study. Broken arrows indicate potential signaling pathways.

cells. Insufficient TCR signaling results in T cell anergy, leading
to immune tolerance or immune evasion (53–55). Thus, our
findings hint at the potential use of TLR7 co-stimulation to rescue
the effector functions of exhausted T cells, for example, during
chronic viral infection.

TLRs recognize distinct pathogen-associated molecular
patterns and attract adaptor proteins such as TRIF and MyD88
to support the further accumulation of kinase-like IL-1 receptor-
associated kinase-4 (IRAK-4) for signal transduction (56). In
our study, impaired activation of and cytokine production by
CD8+ T cells were observed in MyD88−/− mice, whereas these
processes could be further enhanced by R848 in the presence
of an αCD3 antibody in TRIF−/− mice. This suggested again
that MyD88 regulates T-bet expression, thereby modulating the
function of CD8+ T cells.

The TLR–MyD88 pathway has been shown to activate the
mTOR pathway, which regulates important cellular processes
such as cell survival, metabolism, and autophagy (26, 57, 58).
We also found that R848, together with αCD3, could upregulate
the expression of mTOR and p-mTOR. Conversely, blocking
the AKT–mTOR signaling pathway with Akti-1/2 or rapamycin
abolished the enhanced functionality of CD8+ T cells, suggesting
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that mTOR signaling participates in controlling the function of
R848-stimulated CD8+ T cells.

Along with the activation of transcriptional programs,
cytokine synthesis and secretion and rapid T cell proliferation
and activation require increased metabolic precursors for ATP
and biomass synthesis (59). Cellular metabolism was recently
found to regulate T cell immunity and could serve as a target for
the treatment of several diseases (60). Along with the enhanced
functionality and activation of mTOR signaling in CD8+ T cells,
our results suggest that TLR7 increases the uptake of glucose,
the expression of glycolysis-related genes including Glut-1, HK2,
and LDHα, protein levels of glycolysis-related kinase HK2,
and the production of lactate after R848 and αCD3 antibody
stimulation. Since mTOR signaling can induce complex networks
of reprogramming, including enhanced aerobic glycolysis to
facilitate rapid clonal expansion, blocking mTOR signaling with
inhibitors also abolished glycolysis in TLR7-activated CD8+ T
cells. We are the first to verify that this pathway is responsible
for regulating glycolysis in TLR7-stimulated CD8+ T cells. To
further clarify the role of glycolysis in TLR7-stimulated CD8+ T
cells, glycolytic inhibitors were applied and were found to block
the functionality of TLR7-activated CD8+ T cells. Thus, mTOR-
regulated glycolysis plays an essential role in the functionality of
TLR7-activated CD8+ T cells.

Many transcription factors, such as c-Myc, HIF, IRF4, and
BATF, synergistically work downstream of mTOR signaling
(30, 41, 61). These transcription factors are involved in the
regulation of metabolic and immune reprogramming of CD8+
T cells. While investigating the transcription factors downstream
of mTOR signaling, IRF4 was found to be upregulated in
CD8+ T cells after R848 stimulation, which occurred in
an αCD3-dependent manner. Interestingly, inhibiting mTOR
signaling reduced IRF4 expression. Therefore, we compared
the function of CD8+ T cells from WT mice and IRF4−/−

mice by performing the same treatment. IRF4−/− CD8+ T
cells exhibit diminished activation and cytokine production after
stimulation with R848, as compared to those in WT CD8+
T cells. In addition, metabolic changes were also decreased,
even in R848-co-stimulated IRF4−/− CD8+ T cells, which
included a decrease in the expression of glycolysis-related
genes and a decrease in lactate production. Thus, IRF4 acts
downstream of TLR–MyD88–mTOR signaling and is required
for both glycolysis and functional changes in TLR7-activated
CD8+ T cells. However, the exact interactions involved in the
TLR–MyD88–mTOR pathway, the glycolytic pathway, and IRF4
regulation require further clarification. Given the importance
of TLR7 in inducing CD8+ T cell responses in an APC-
dependent and independent manner, TLR7 activation might be
a promising option for immunotherapeutic approaches to treat
chronic infectious diseases and tumors (62).

DATA AVAILABILITY

The datasets generated for this study are available on request to
the corresponding author.

ETHICS STATEMENT

The animal study was reviewed and approved by the experiments
using materials from mice were conducted in accordance
with the Guide for the Care and Use of Laboratory Animals
and were approved by the local Animal Care and Use
Committee (Animal Care Center, University of Duisburg-
Essen, Essen, Germany and the District Government of
Dusseldorf, Germany).

AUTHOR CONTRIBUTIONS

QL, EZ, and ML conceived and designed the study and
experiments and wrote the paper. QL and EZ performed the
experiments. YY, JL, and UD revised the paper. XH, XZ, HX,
PL, CK provided the materials and methods. ML supervised this
project. All authors have read and approved the final version of
this paper.

FUNDING

ML was supported by grants from the Deutsche
Forschungsgemeinschaft (RTG1949/1 and Transregio TRR60).
EZ and YY was supported by grants from the National Natural
Science Foundation of China (81701550 and 81771688). PL
was supported by the German Research Council (SFB974,
LA2558/5-1, and RTG1949), the Jürgen Manchot Graduate
School (MOI III).

ACKNOWLEDGMENTS

The authors are grateful for the support from Deutsche
Forschungsgemeinschaft and National Natural Science
Foundation of China for funding the work of this study.
We thank Kemper Thekla for excellent technical support.
We thank the editage company for language correction of
this manuscript.

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found
online at: https://www.frontiersin.org/articles/10.3389/fimmu.
2019.02191/full#supplementary-material

REFERENCES

1. Janeway CA Jr, Medzhitov R. Innate immune recognition. Annu Rev

Immunol. (2009) 20:197–216. doi: 10.1146/annurev.immunol.20.083001.

084359

2. Mogensen TH. Pathogen recognition and inflammatory signaling

in innate immune defenses. Clin Microbiol Rev. (2009) 22:240–73.

doi: 10.1128/CMR.00046-08

3. Reis e Sousa C. Toll-like receptors and dendritic cells: for whom the bug tolls.

Semin Immunol. (2009) 16:27–34. doi: 10.1016/j.smim.2003.10.004

Frontiers in Immunology | www.frontiersin.org 12 September 2019 | Volume 10 | Article 2191

https://www.frontiersin.org/articles/10.3389/fimmu.2019.02191/full#supplementary-material
https://doi.org/10.1146/annurev.immunol.20.083001.084359
https://doi.org/10.1128/CMR.00046-08
https://doi.org/10.1016/j.smim.2003.10.004
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles


Li et al. TLR7 Promotes T Cell Functions

4. Arpaia N, Barton GM. Toll-like receptors: key players in antiviral

immunity. Curr Opin Virol. (2011) 1:447–54. doi: 10.1016/j.coviro.2011.

10.006

5. Xagorari A, Chlichlia K. Toll-like receptors and viruses: induction of

innate antiviral immune responses. Open Microbiol J. (2008) 2:49–59.

doi: 10.2174/1874285800802010049

6. Akira S. Innate immunity and adjuvants. Philos Trans R Soc Lond B Biol Sci.

(2011) 366:2748–55. doi: 10.1098/rstb.2011.0106

7. Ma Z, Liu J, Wu W, Zhang E, Zhang X, Li Q, et al. The IL-1R/TLR signaling

pathway is essential for efficient CD8+T-cell responses against hepatitis B

virus in the hydrodynamic injection mouse model. Cell Mol Immunol. (2017)

14:997–1008. doi: 10.1038/cmi.2017.43

8. Zhang H, Gregorio JD, Iwahori T, Zhang X, Choi O, Tolentino LL, et al.

A distinct subset of plasmacytoid dendritic cells induces activation and

differentiation of B and T lymphocytes. Proc Natl Acad Sci USA. (2017)

114:1988–93. doi: 10.1073/pnas.1610630114

9. Lee SM, Joo YD, Seo SK. Expression and Function of TLR2 on CD4 Versus

CD8T Cells. Immune Netw. (2009) 9:127–32. doi: 10.4110/in.2009.9.4.127

10. Komai-Koma M, Jones L, Ogg GS, Xu D, Liew FY. TLR2 is expressed on

activated T cells as a costimulatory receptor. Proc Natl Acad Sci USA. (2004)

101:3029–34. doi: 10.1073/pnas.0400171101

11. Cottalorda A, Verschelde C, Marcais A, Tomkowiak M, Musette P, Uematsu

S, et al. TLR2 engagement on CD8T cells lowers the threshold for optimal

antigen-induced T cell activation. Eur J Immunol. (2006) 36:1684–93.

doi: 10.1002/eji.200636181

12. Reba SM, Li Q, Onwuzulike S, Ding X, Karim AF, Hernandez Y, et al. TLR2

engagement on CD4(+) T cells enhances effector functions and protective

responses to Mycobacterium tuberculosis. Eur J Immunol. (2014) 44:1410–21.

doi: 10.1002/eji.201344100

13. Zhang E, Yan H, Li Q, Dittmer U, Yan H, Lu M. Activation of the

TLR signaling pathway in CD8+ T cells counteracts liver endothelial

cell-induced T cell tolerance. Cell Mol Immunol. (2019) 16:774–6.

doi: 10.1038/s41423-019-0255-8

14. Geng D, Zheng L, Srivastava R, Velasco GC, Riker A, Markovic

SN, et al. Amplifying TLR-MyD88 signals within tumor-specific T

cells enhances antitumor activity to suboptimal levels of weakly

immunogenic tumor antigens. Cancer Res. (2010) 70:7442–54.

doi: 10.1158/0008-5472.CAN-10-0247

15. Akondy RS, Fitch M, Edupuganti S, Yang S, Kissick HT, Li KW, et al. Origin

and differentiation of human memory CD8T cells after vaccination. Nature.

(2017) 552:362–7. doi: 10.1038/nature24633

16. Mercier BC, Cottalorda A, Coupet CA, Marvel J, Bonnefoy-Berard N. TLR2

engagement on CD8T cells enables generation of functional memory cells

in response to a suboptimal TCR signal. J Immunol. (2009) 182:1860–7.

doi: 10.4049/jimmunol.0801167

17. Cottalorda A, Mercier BC, Mbitikon-Kobo FM, Arpin C, Teoh DY,

McMichael A, et al. TLR2 engagement on memory CD8(+) T cells improves

their cytokine-mediated proliferation and IFN-gamma secretion in the

absence of Ag. Eur J Immunol. 39:2673–81. doi: 10.1002/eji.200939627

18. Salerno F, Freen-van Heeren JJ, Guislain A, Nicolet BP, Wolkers MC.

Costimulation through TLR2 drives polyfunctional CD8+ T cell responses.

J Immunol. (2019) 202:714–23. doi: 10.4049/jimmunol.1801026

19. Rahman AH, Taylor DK, Turka LA. The contribution of direct

TLR signaling to T cell responses. Immunol Res. (2009) 45:25–36.

doi: 10.1007/s12026-009-8113-x

20. Li L, Barry V, Daffis S, Niu C, Huntzicker E, French DM, et al. Anti-

HBV response to toll-like receptor 7 agonist GS-9620 is associated with

intrahepatic aggregates of T cells and B cells. J Hepatol. (2018) 68:912–21.

doi: 10.1016/j.jhep.2017.12.008

21. Menne S, Tumas DB, Liu KH, Thampi L, AlDeghaither D, Baldwin BH, et al.

Sustained efficacy and seroconversion with the Toll-like receptor 7 agonist

GS-9620 in the Woodchuck model of chronic hepatitis B. J Hepatol. (2015)

62:1237–45. doi: 10.1016/j.jhep.2014.12.026

22. Boni C, Vecchi A, Rossi M, Laccabue D, Giuberti T, Alfieri A, et al.

TLR7 Agonist increases responses of hepatitis B virus-specific T cells

and natural killer cells in patients with chronic hepatitis B treated

with Nucleos(T)Ide analogues. Gastroenterology. (2018) 154:1764–77.e7.

doi: 10.1053/j.gastro.2018.01.030

23. Oh JZ, Kurche JS, Burchill MA, Kedl RM. TLR7 enables cross-presentation

by multiple dendritic cell subsets through a type I IFN-dependent pathway.

Blood. (2011) 118:3028–38. doi: 10.1182/blood-2011-04-348839

24. Song Y, Zhuang Y, Zhai S, Huang D, Zhang Y, Kang W, et al. Increased

expression of TLR7 in CD8(+) T cells leads to TLR7-mediated activation

and accessory cell-dependent IFN-gamma production in HIV type 1

infection. AIDS Res Hum Retroviruses. (2009) 25:1287–95. doi: 10.1089/aid.

2008.0303

25. Salerno F, Guislain A, Cansever D, Wolkers MC. TLR-mediated innate

production of IFN-gamma by CD8+ T cells is independent of glycolysis. J

Immunol. (2016) 196:3695–705. doi: 10.4049/jimmunol.1501997

26. Geng D, Zheng L, Srivastava R, Asprodites N, Velasco-Gonzalez C, Davila

E. When Toll-like receptor and T-cell receptor signals collide: a mechanism

for enhanced CD8 T-cell effector function. Blood. (2011) 116:3494–504.

doi: 10.1182/blood-2010-02-268169

27. Krawczyk CM, Holowka T, Sun J, Blagih J, Amiel E, DeBerardinis

RJ, et al. Toll-like receptor-induced changes in glycolytic metabolism

regulate dendritic cell activation. Blood. (2010) 115:4742–9.

doi: 10.1182/blood-2009-10-249540

28. Liu C, Chapman NM, Karmaus PW, Zeng H, Chi H. mTOR and metabolic

regulation of conventional and regulatory T cells. J Leukoc Biol. (2015)

97:837–47. doi: 10.1189/jlb.2RI0814-408R

29. Finlay DK, Rosenzweig E, Sinclair LV, Feijoo C, Hukelmann JL, Rolf J,

et al. PDK1 regulation of mTOR and hypoxia-inducible factor 1 integrate

metabolism and migration of CD8+ T cells. J Exp Med. (2012) 209:2441–53.

doi: 10.1084/jem.20112607

30. Wang R, Dillon CP, Shi LZ, Milasta S, Carter R, Finkelstein D, et al.

The transcription factor Myc controls metabolic reprogramming

upon T lymphocyte activation. Immunity. (2011) 35:871–82.

doi: 10.1016/j.immuni.2011.09.021

31. Sinclair LV, Rolf J, Emslie E, Shi YB, Taylor PM, Cantrell DA. Control

of amino-acid transport by antigen receptors coordinates the metabolic

reprogramming essential for T cell differentiation. Nat Immunol. (2013)

14:500–8. doi: 10.1038/ni.2556

32. Man K, Miasari M, Shi W, Xin A, Henstridge DC, Preston S, et al. The

transcription factor IRF4 is essential for TCR affinity-mediated metabolic

programming and clonal expansion of T cells. Nat Immunol. (2013) 14:1155–

65. doi: 10.1038/ni.2710

33. Akhmetzyanova I, Drabczyk M, Neff CP, Gibbert K, Dietze KK, Werner

T, et al. PD-L1 expression on retrovirus-infected cells mediates immune

escape from CD8+ T cell killing. PLoS Pathog. (2015) 11:e1005224.

doi: 10.1371/journal.ppat.1005224

34. Liu J, Yu Q, Wu W, Huang X, Broering R, Werner M, et al. TLR2

stimulation strengthens intrahepatic myeloid-derived cell-mediated T cell

tolerance through inducing kupffer cell expansion and IL-10 production. J

Immunol. (2018) 200:2341–51. doi: 10.4049/jimmunol.1700540

35. Kosinska AD, Pishraft-Sabet L, Wu W, Fang Z, Lenart M, Chen J, et al.

Low hepatitis B virus-specific T-cell response in males correlates with high

regulatory T-cell numbers in murine models. Hepatology. (2017) 66:69–83.

doi: 10.1002/hep.29155

36. Lu M, Hilken G, Kruppenbacher J, Kemper T, Schirmbeck R, Reimann J, et al.

Immunization of woodchucks with plasmids expressing woodchuck hepatitis

virus (WHV) core antigen and surface antigen suppresses WHV infection. J

Virol. (1999) 73:281–9.

37. Lin Y, Wu C, Wang X, Liu S, Kemper T, Li F, et al. Synaptosomal-associated

protein 29 is required for the autophagic degradation of hepatitis B virus.

FASEB J. (2019) 33:6023–34. doi: 10.1096/fj.201801995RR

38. Caramalho I, Lopes-Carvalho T, Ostler D, Zelenay S, Haury M, Demengeot

J. Regulatory T cells selectively express toll-like receptors and are activated by

lipopolysaccharide. J ExpMed. (2003) 197:403–11. doi: 10.1084/jem.20021633

39. Blasius AL, Beutler B. Intracellular toll-like receptors. Immunity. (2010)

32:305–15. doi: 10.1016/j.immuni.2010.03.012

40. Gelman AE, LaRosa DF, Zhang J, Walsh PT, Choi Y, Sunyer JO, et al. The

adaptor molecule MyD88 activates PI-3 kinase signaling in CD4+ T cells

and enables CpG oligodeoxynucleotide-mediated costimulation. Immunity.

(2006) 25:783–93. doi: 10.1016/j.immuni.2006.08.023

41. Man K, Kallies A. Synchronizing transcriptional control of T cell metabolism

and function. Nat Rev Immunol. (2015) 15:574–84. doi: 10.1038/nri3874

Frontiers in Immunology | www.frontiersin.org 13 September 2019 | Volume 10 | Article 2191

https://doi.org/10.1016/j.coviro.2011.10.006
https://doi.org/10.2174/1874285800802010049
https://doi.org/10.1098/rstb.2011.0106
https://doi.org/10.1038/cmi.2017.43
https://doi.org/10.1073/pnas.1610630114
https://doi.org/10.4110/in.2009.9.4.127
https://doi.org/10.1073/pnas.0400171101
https://doi.org/10.1002/eji.200636181
https://doi.org/10.1002/eji.201344100
https://doi.org/10.1038/s41423-019-0255-8
https://doi.org/10.1158/0008-5472.CAN-10-0247
https://doi.org/10.1038/nature24633
https://doi.org/10.4049/jimmunol.0801167
https://doi.org/10.1002/eji.200939627
https://doi.org/10.4049/jimmunol.1801026
https://doi.org/10.1007/s12026-009-8113-x
https://doi.org/10.1016/j.jhep.2017.12.008
https://doi.org/10.1016/j.jhep.2014.12.026
https://doi.org/10.1053/j.gastro.2018.01.030
https://doi.org/10.1182/blood-2011-04-348839
https://doi.org/10.1089/aid.2008.0303
https://doi.org/10.4049/jimmunol.1501997
https://doi.org/10.1182/blood-2010-02-268169
https://doi.org/10.1182/blood-2009-10-249540
https://doi.org/10.1189/jlb.2RI0814-408R
https://doi.org/10.1084/jem.20112607
https://doi.org/10.1016/j.immuni.2011.09.021
https://doi.org/10.1038/ni.2556
https://doi.org/10.1038/ni.2710
https://doi.org/10.1371/journal.ppat.1005224
https://doi.org/10.4049/jimmunol.1700540
https://doi.org/10.1002/hep.29155
https://doi.org/10.1096/fj.201801995RR
https://doi.org/10.1084/jem.20021633
https://doi.org/10.1016/j.immuni.2010.03.012
https://doi.org/10.1016/j.immuni.2006.08.023
https://doi.org/10.1038/nri3874
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles


Li et al. TLR7 Promotes T Cell Functions

42. Everts B, Amiel E, Huang SC, Smith AM, Chang CH, Lam WY, et al. TLR-

driven early glycolytic reprogramming via the kinases TBK1-IKKε supports

the anabolic demands of dendritic cell activation. Nat Immunol. (2014)

15:323–32. doi: 10.1038/ni.2833

43. Chang CH, Curtis JD, Maggi LB Jr, Faubert B, Villarino AV, O’Sullivan D, et al.

Posttranscriptional control of T cell effector function by aerobic glycolysis.

Cell. (2013) 153:1239–51. doi: 10.1016/j.cell.2013.05.016

44. Li P, Spolski R, Liao W, Wang L, Murphy TL, Leonard WJ. BATF-JUN is

critical for IRF4-mediated transcription in T cells. Nature. (2012) 490:543–6.

doi: 10.1038/nature11530

45. Acuto O, Michel F. CD28-mediated co-stimulation: a quantitative support for

TCR signalling. Nat Rev Immunol. (2003) 3:939–51. doi: 10.1038/nri1248

46. Haring JS, Badovinac VP, Harty JT. Inflaming the CD8+ T cell response.

Immunity. (2006) 25:19–29. doi: 10.1016/j.immuni.2006.07.001

47. Zehn D, Lee SY, Bevan MJ. Complete but curtailed T-cell response to very

low-affinity antigen. Nature. (2009) 458:211–4. doi: 10.1038/nature07657

48. Stone JD, Chervin AS, Kranz DM. T-cell receptor binding affinities and

kinetics: impact on T-cell activity and specificity. Immunology. (2009)

126:165–76. doi: 10.1111/j.1365-2567.2008.03015.x

49. Chen L, Flies DB. Molecular mechanisms of T cell co-stimulation and co-

inhibition. Nat Rev Immunol. (2013) 13:227–42. doi: 10.1038/nri3405

50. Esensten JH, Helou YA, Chopra G, Weiss A, Bluestone JA. CD28

costimulation: from mechanism to therapy. Immunity. (2016) 44:973–88.

doi: 10.1016/j.immuni.2016.04.020

51. Caron G, Duluc D, Fremaux I, Jeannin P, David C, Gascan H, et al. Direct

stimulation of human T cells via TLR5 and TLR7/8: flagellin and R-848 up-

regulate proliferation and IFN-gamma production by memory CD4+ T cells.

J Immunol. (2005) 175:1551–7. doi: 10.4049/jimmunol.175.3.1551

52. Rubtsova K, Rubtsov AV, Halemano K, Li SX, Kappler JW, Santiago ML,

et al. T cell production of IFNγ in response to TLR7/IL-12 stimulates

optimal B cell responses to viruses. PLoS ONE. (2016) 11:e0166322.

doi: 10.1371/journal.pone.0166322

53. Smith TR, Verdeil G, Marquardt K, Sherman LA. Contribution of TCR

signaling strength to CD8+ T cell peripheral tolerance mechanisms. J

Immunol. (2014) 193:3409–16. doi: 10.4049/jimmunol.1401194

54. Srinivasan M, Frauwirth KA. Peripheral tolerance in CD8+ T cells. Cytokine.

(2009) 46:147–59. doi: 10.1016/j.cyto.2009.01.010

55. Wherry EJ, Kurachi M. Molecular and cellular insights into T cell exhaustion.

Nat Rev Immunol. (2015) 15:486–99. doi: 10.1038/nri3862

56. Kawasaki T, Kawai T. Toll-like receptor signaling pathways. Front Immunol.

(2014) 5:461. doi: 10.3389/fimmu.2014.00461

57. Jung CH, Ro SH, Cao J, Otto NM, Kim DH. mTOR regulation of autophagy.

FEBS Lett. (2010) 584:1287–95. doi: 10.1016/j.febslet.2010.01.017

58. Wullschleger S, Loewith R, Hall MN. TOR signaling in growth and

metabolism. Cell. (2006) 124:471–84. doi: 10.1016/j.cell.2006.01.016

59. Maclver NJ, Michalek RD, Rathmell JC. Metabolic regulation

of T lymphocytes. Annu Rev Immunol. (2013) 31:259–83.

doi: 10.1146/annurev-immunol-032712-095956

60. Buck MD, O’Sullivan D, Pearce EL. T cell metabolism drives immunity. J Exp

Med. (2015) 212:1345–60. doi: 10.1084/jem.20151159

61. Phan AT, Doedens AL, Palazon A, Tyrakis PA, Cheung KP, Johnson RS,

et al. Constitutive glycolytic metabolism supports CD8+ T cell effector

memory differentiation during viral infection. Immunity. (2016) 45:1024–37.

doi: 10.1016/j.immuni.2016.10.017

62. Kastenmuller K,Wille-Reece U, Lindsay RW, Trager LR, Darrah PA, Flynn BJ,

et al. Protective T cell immunity in mice following protein-TLR7/8 agonist-

conjugate immunization requires aggregation, type I IFN, and multiple DC

subsets. J Clin Invest. (2011) 121:1782–96. doi: 10.1172/JCI45416

Conflict of Interest Statement: The authors declare that the research was

conducted in the absence of any commercial or financial relationships that could

be construed as a potential conflict of interest.

Copyright © 2019 Li, Yan, Liu, Huang, Zhang, Kirschning, Xu, Lang, Dittmer, Zhang

and Lu. This is an open-access article distributed under the terms of the Creative

Commons Attribution License (CC BY). The use, distribution or reproduction in

other forums is permitted, provided the original author(s) and the copyright owner(s)

are credited and that the original publication in this journal is cited, in accordance

with accepted academic practice. No use, distribution or reproduction is permitted

which does not comply with these terms.

Frontiers in Immunology | www.frontiersin.org 14 September 2019 | Volume 10 | Article 2191

https://doi.org/10.1038/ni.2833
https://doi.org/10.1016/j.cell.2013.05.016
https://doi.org/10.1038/nature11530
https://doi.org/10.1038/nri1248
https://doi.org/10.1016/j.immuni.2006.07.001
https://doi.org/10.1038/nature07657
https://doi.org/10.1111/j.1365-2567.2008.03015.x
https://doi.org/10.1038/nri3405
https://doi.org/10.1016/j.immuni.2016.04.020
https://doi.org/10.4049/jimmunol.175.3.1551
https://doi.org/10.1371/journal.pone.0166322
https://doi.org/10.4049/jimmunol.1401194
https://doi.org/10.1016/j.cyto.2009.01.010
https://doi.org/10.1038/nri3862
https://doi.org/10.3389/fimmu.2014.00461
https://doi.org/10.1016/j.febslet.2010.01.017
https://doi.org/10.1016/j.cell.2006.01.016
https://doi.org/10.1146/annurev-immunol-032712-095956
https://doi.org/10.1084/jem.20151159
https://doi.org/10.1016/j.immuni.2016.10.017
https://doi.org/10.1172/JCI45416
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles

	Toll-Like Receptor 7 Activation Enhances CD8+ T Cell Effector Functions by Promoting Cellular Glycolysis
	Introduction
	Materials and Methods
	Mice
	Isolation of Lymphocytes From the Spleen and Purification of CD8+ T Cells in vitro
	T Cell Culture and Activation in vitro
	Cell Surface and Intracellular Staining
	Metabolism Assays
	Real-Time RT-PCR and Western Blotting
	Enzyme-Linked Immunosorbent Assay (ELISA)
	Statistical Analyses

	Results
	TLR7 Stimulation Directly Enhances the Effector Function of CD8+ T Cells
	Enhancement of CD8+ T Cell Effector Functions by R848 Is MyD88-Dependent
	mTOR Signaling Is Required for TLR7 Ligands to Regulate CD8+ T Cell Activation
	Akt-mTOR Signaling Pathway Plays an Important Role in TLR7-Mediated Improvement of Glycolysis in CD8+ T Cells
	Glycolysis Is Essential for the TLR7-Mediated Enhanced Effector Function of CD8+ T Cells
	Human CD8+ T Cells Respond to the Stimulation of R848 With Enhanced Expression of Activation Markers and Glucose Uptake
	The Transcription Factor IRF4 Plays Role in TLR7-Mediated Enhancement of Glycolysis and Effector Functions in CD8+ T Cells

	Discussion
	Data Availability
	Ethics Statement
	Author Contributions
	Funding
	Acknowledgments
	Supplementary Material
	References


