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Background and Aim: Gastric/gastroesophageal junction (GEJ) adenocarcinoma is a
heterogeneous disease, with various etiologies and with tumors encompassing a
spectrum of histologic and molecular subtypes. “Autophagy” includes two related but
distinct homeostatic processes that promote cell survival under adverse conditions,
namely macro- and chaperone-mediated autophagy. There is increasing evidence of
the roles autophagy may play in tumorigenesis.

Methods: Autophagic pathways were examined in the context of the heterogeneity
intrinsic to gastric/GEJ adenocarcinoma, utilizing immunohistochemistry targeting specific
proteins within the pathways (p62, LAMP2A, LC3B). We examined whole sections of
normal and dysplastic gastric mucosa, as well as a tissue microarray of adenocarcinomas.

Results: Dysplastic gastric epithelium was marked by frequent nuclear p62 and aberrant
LAMP2A expression compared to normal. Examining the pattern of LC3B/cytoplasmic
P62 immuno-reactivity in gastric adenocarcinoma demonstrated a predominant pattern of
LC3B9"/p62"19" staining (56/86, 65.1%), which has been previously associated with
active, but impaired macroautophagy. There were no statistically significant associations
seen between LC3B/cytoplasmic p62 staining patterns with tumor grade, histotype, or
approximated TCGA molecular subtype. LAMP2A and nuclear p62 and staining patterns
were also heterogeneous across the cohort, but with no statistically significant
associations seen. The prognostic significance of the three proteins was limited,
however high nuclear p62 levels were associated with worse overall survival (log-rank
p-value = 0.0396).

Conclusion: Our data demonstrate the dynamic nature of autophagic proteins in the
gastric epithelium, and we expand the biological heterogeneity observed in gastric/GEJ
adenocarcinoma to include autophagy.

Keywords: autophagy, gastric/GEJ adenocarcinoma, autophagy (macroautophagy), chaperone-mediated
autophagy, biomarker

Abbreviations: CIN, chromosomal instability; CMA, chaperone-mediated autophagy; EBV, Epstein-Barr Virus; EMR,
endoscopic mucosal resection; GE], gastro-esophageal junction; GS, genomic stability; IHC, immunohistochemistry,
immunohistochemical; MMR, mismatch repair; MSI, microsatellite instability; TCGA, The Cancer Genome Atlas; TMA,
tissue microarray.
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INTRODUCTION

Metabolic homeostasis is maintained by several pathways,
including autophagy. Autophagy is a cellular process which
allows the cell to remove damaged components and to
“recycle” normal cytoplasmic constituents. This is an
important protective mechanism in epithelial cell homeostasis
and cell survival; for example, inhibiting autophagy in an animal
model of ethanol exposure results in increased gastric epithelial
cell death and ulceration (1). The term “autophagy” includes
several different biological processes including macroautophagy,
microautophagy, and chaperone-mediated autophagy (CMA),
although “autophagy” is often used as a synonym for
macroautophagy. Macroautophagy involves sequestration of
different cytosolic constituents and digestion of the content by
autophago-lysosomes (2). Macroautophagy involves both the
conversion of LC3B to LC3B-II as well as consumptive
degradation of various contents in and on the autophago-
lysosome, including p62. The role of p62 (also known as
sequestosome 1/SQSTMI1) is multifaceted in cancer biology
and includes a role in regulating the NF-kB signaling pathway
(3). In comparison to macroautophagy, CMA involves substrates
binding to LAMP2A, an isoform form of LAMP2, a lysosomal
membrane protein (4, 5). LAMP2A serves as a receptor for the
chaperone-substrate complexes, and LAMP2A mediates
translocation of the substrate into the lysosomal lumen, where
the substrate undergoes degradation (5).

The clinical significance of autophagy in cancer patients is
difficult to study, partially related to technical challenges in
studying a biologically dynamic process in cancer tissues.
Numerous studies have examined the prognostic significance
of a few autophagy-related proteins, including Beclin-1, LC3, and
p62, with heavy bias towards macroautophagy [reviewed in (6)].
However, as most studies have focused on single proteins,
associating their expression levels to autophagy is challenging.
As well, gastric cancer is considered to be a markedly
heterogeneous malignancy, encompassing multiple etiologies
which vary across populations/ethnicities, including infections
(including Helicobacter and Epstein-Barr Virus), chronic
inflammatory states (ex. autoimmune gastritis), and hereditary
conditions (ex. Lynch and Hereditary diffuse gastric cancer
syndromes) (7). Gastric adenocarcinoma also demonstrates a
spectrum of histologic/architectural changes, with the majority
being either intestinal type or diffuse type cancers. Focusing on
gastric/GE] adenocarcinoma molecular studies, The Cancer
Genome Atlas (TCGA) study has subdivided these
malignancies into four molecular subtypes, namely EBV-
related, microsatellite instability (MSI), chromosomal
instability (CIN), and genome stable (GS) (8, 9).

In this study, we aimed to examine the significance of
autophagy in gastric cancer, while addressing the heterogeneity
both in autophagy (macroautophagy vs. CMA) and in gastric
cancer (histotype and molecular subtypes). We examined the
levels of three autophagy-related proteins, MAP1LC3B (LC3B),
p62, and LAMP2A, by IHC in the normal-to-carcinoma
spectrum, and we describe their heterogeneous expression
patterns in our cohort of gastric/GE] adenocarcinoma.

MATERIALS AND METHODS

Study Cohort and Immunohistochemistry
This study was performed in conjunction with our institution’s
research ethics board (SMH REB 10-280). The cohort comprises
gastric adenocarcinoma cases treated at the St. Michael’s
Hospital (Toronto, Ontario, Canada), treated with either
gastrectomy or endoscopic mucosal resection (EMR), between
the period 2001 to 2011. This cohort has been described in our
previous reports (10). A tissue microarray (TMA) was
constructed as described previously (10, 11), consisting of two
0.6 mm cores per each tumor, with several corresponding normal
cores. Histology subtypes were obtained from the pathology
reports associated with each case, and diffuse histology was
interpreted as per the Lauren classification. A series of cases of
dysplastic gastric mucosa (low- and high-grade dysplasia, n = 21)
were examined as whole slides and compared to specimens with
normal mucosa or intestinal metaplasia (n = 19).

Immunohistochemistry (IHC) was performed using the
Novus anti-LC3B antibody (NB100-2220) that recognizes both
LC3-1 and LC3-II isoforms, at the 1:200 dilution, with citrate
buffer antigen retrieval. Anti-p62 ITHC was performed using an
antibody from BD Biosciences (#610832) at the 1:100 dilution,
and the anti-LAMP2A THC was performed using an antibody
from AbCam (ab125068) at the 1:400 dilution. For both THCs,
antigen retrieval was performed using a Tris/EDTA buffer. The
Roche Ventana BenchMark ULTRA system was used for
all IHCs.

In scoring LC3B and p62 IHC, we adopted a previously
published scoring scheme that correlated the extent of cancer
cells showing dot-like staining with autophagic activity (12-14).
However, because we observed dot-like staining in the majority
of cancer cells in gastric adenocarcinoma, IHC staining was
scored in a qualitative method that combined the intensity
(absent to strong) and extent (absent, patchy, diffuse), from 0
(absent/no staining) to 3+ (strong and diffuse). Representative
cores are pictured in Supplementary Figure 3. Cases with more
diffuse staining, i.e. 2+/3+ staining for LC3B and cytoplasmic p62
were classified as “high,” reflecting the frequent dot-like staining
pattern observed in our cohort. A similar scoring method was
adopted for LAMP2A. For nuclear p62, IHC was scored from 0
(none), 1+ (focal), 2+ (patchy), 3+ (diffuse nuclear staining);
while the staining intensity did vary from case to case, the most
notable differences were in the extent of nuclear staining.

Approximation of the Molecular Subtypes
We had previously described our method for approximation of
the molecular subtype (11). Briefly, we employed a subtyping
algorithm based on the TCGA algorithm, a series of
dichotomizing steps. We first identified the EBV-CIMP cases,
identified by EBER positivity. The MSI subtypes were next
identified through immunohistochemistry (IHC) for mismatch
repair (MMR) pathway proteins, MLH1, PMS2, MSH2, and
MSH6. Among the remaining MMR intact, EBER-negative
cases, the remainder was subdivided into CIN and GS
subtypes. CIN and GS subtypes were divided based on the
histotypes (diffuse vs. intestinal/mixed).
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Statistics

Survival analyses were performed using the Kaplan-Meier
method. Comparisons of categorical variables (including ITHC
staining patterns) between multiple groups were performed
using ANOVA/Chi-square tests. All statistical tests were
performed using JMP (SAS version 13/14).

RESULTS

Autophagy Marker Expression Across

the Normal-Carcinoma Spectrum

in the Stomach

Normal gastric mucosa and mucosa with intestinal metaplasia
showed relatively homogeneous, moderate levels of p62 and
LC3B immunostaining (n = 19, Figure 1A, Supplementary
Figure 1). p62 expression in the normal mucosa was limited to
the cytoplasm. LAMP2A expression was strongest in the base of
the gastric glands, with much weaker expression near the surface
(Figures 1A, B, Supplementary Figure 1). In dysplastic mucosa
(both low- and high-grade), a combination of aberrant LAMP2A
expression pattern and frequent nuclear p62 expression was
consistently observed (n = 21, Figures 1B, C, Supplementary
Figures 1, 2). The surface-base gradient seen in LAMP2A
expression in the normal mucosa was aberrant in both
intestinal metaplasia and dysplasia, with some of the cases
showing numerous, dark puncta in the apical aspects,
comparable to the pattern seen in normal base (Figure 1B).
p62 in dysplastic mucosa showed generally stronger cytoplasmic
expression, accompanied by frequent nuclear p62 staining
(Figure 1C, Supplementary Figures 1, 2). Interestingly, in
some of the areas where we captured the dysplastic/non-
dysplastic mucosal interface, increased nuclear p62 could be
observed in the bordering normal mucosa (Figure 1C).
Dysplastic mucosa also showed stronger cytoplasmic, granular
LC3B staining (Figure 1A, Supplementary Figure 1).

In invasive adenocarcinoma, variable staining patterns were
observed (representative cores for each IHC score are shown in
Supplementary Figure 3). LC3B was often granular and
cytoplasmic, with a dot-like pattern being observed in tumors
with stronger staining (Figure 1A, Supplementary Figure 2).
LAMP2A, as in dysplasia, was seen with apical accentuation in
some well-differentiated tumors (Supplementary Figure 3).
Punctate and diftuse cytoplasmic LAMP2A was seen in other
tumors. Examining the relationship between the proteins,
stronger nuclear p62 was seen more frequently with stronger
cytoplasmic p62 (p = 0.0097) (Supplementary Figure 4). LC3B
tended to be weaker when there was stronger nuclear p62, and
stronger LAMP2A was seen with stronger nuclear p62, but these
associations did not reach statistical significance. Weaker
LAMP2A was generally seen with stronger (2+/3+) LC3B
staining (p = 0.0183).

Autophagic Heterogeneity in Gastric/GEJ
Adenocarcinoma

We employed an IHC scoring scheme previously described
by Schlafli et al. to our cohort of gastric/GEJ adenocarcinoma

(n = 86), examining the combined IHC patterns of LC3B and
(cytoplasmic) p62 staining patterns, in which the active-impaired
pattern (LC3B™#"/p62"¢") was the most common combination
(56/86, 65.1%). This was followed by active-intact (LC3BHishy
P62, 21/86, 24.4%), basal-impaired (LC3B"/p62™€", 7/86,
8.1%), and basal-intact (LC3B"*"/p62™°", 2/86, 2.3%). There
were no statistically significant associations between LC3B/p62
staining patterns with tumor grade (differentiation), histotype
(intestinal, diffuse, or mixed), or approximated TCGA molecular
subtypes (Figure 2A, Supplementary Figure 5). Similarly, no
statistically significant associations were observed between
LAMP2A and nuclear p62 staining with tumor grade,
histotype, and approximated TCGA molecular subtypes
(Figure 2A, Supplementary Figure 5).

Previous studies had examined the prognostic value of
autophagy-related proteins in gastric cancer. For example,
reduced Beclin-1, which regulates autophagy, has been
associated with worse prognosis in gastric cancer by several
studies (15-18). However, autophagy being a dynamic process,
simply equating Beclin-1 with autophagic activity is difficult.
Examining LC3B, cytoplasmic p62, and LAMP2A as individual
markers, there was no statistically significant difference in overall
survival (OS) (Supplementary Figure 6). The LC3B/cytoplasmic
p62 combination was also of little prognostic significance; most
of the survival curves were largely overlapping, with exception of
the basal-intact macroautophagy group, with no deaths in this
small group (0/2). In contrast, nuclear p62 was significantly
prognostic, where 2+ or 3+ staining was associated with worse
OS (log-rank p = 0.0396) (Figure 2C).

Taken together, our results suggest autophagy, both
macroautophagy and CMA, are dynamic processes in the
stomach, across the normal-to-carcinoma spectrum. IHC patterns
of the three proteins are variable across the different pathological
attributes, including approximated molecular subtypes. Prognostic
significance of the IHC patterns were limited, but nuclear p62
expression was associated with worse survival.

DISCUSSION

Assessing autophagy is difficult in pathology specimens. Various
cellular assays for autophagy rely on live tissues, often examining
for the autophago-lysosome fusion and associated events (19).
This can be done using various dyes and/or fluorescent-tagged
proteins (ex. LAMP2A, p62). In cell lysates, immunoblotting for
the formation of LC3B-II isoform is another popular technique.
While we employed IHC to assess autophagy, not all of the
immuno-reactivity may be related to macroautophagy per se.
LAMP2A also plays key roles in CMA (4), and the LAMP2A
staining pattern was quite distinct from that of LC3B and p62
(Figure 1A), suggesting that some of the LAMP2A expression
may be related to CMA. In the normal epithelium, LAMP2A was
strikingly stronger in the glands at the base of the mucosa; this
orientation becomes lost in dysplastic epithelium, with frequent
apical accentuation. Compensatory upregulation of CMA has
been described in the setting of defective macroautophagy (4),
and, accordingly, strong LAMP2A was seen more frequently
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expression patterns in different histotypes of carcinoma. Bar = 300 um.

with impaired autophagy (cytoplasmic p62™") in our
adenocarcinoma cohort. Also, about 1/3 of gastric carcinomas
have been shown to exhibit immunoreactivity for lysozyme
components, supported by ultrastructural (electron
microscopic) findings, which has been described as abortive
expression of Paneth cell differentiation (20, 21). More recent
reports have described “secretory autophagy,” where Paneth cells
can utilize an alternative, macroautophagy-based system,
involving the formation of LC3-decorated, autophagosome-like
structures, followed by release of the contents into the intestinal

FIGURE 1 | (A) Protein expression pattern of three autophagy markers in non-dysplastic, dysplastic, and carcinomatous gastric epithelium. (B) LAMP2A expression
patterns seen in normal, intestinal metaplasia (IM) and dysplastic surface mucosa. (C) p62 expression patterns, with the bottom panel showing the different

lumen (22). In this regard, the LAMP2A staining pattern seen in
IM, dysplastic mucosa and well-differentiated adenocarcinoma is
interesting; we more frequently observed apical accentuation
(Figure 1B), raising the possibility that secretory autophagy,
potentially through at least partial differentiation toward Paneth
cells in intestinalized mucosa, may be contributing to the
LAMP2A pattern observed. While our tissue sample
preparation method (formalin-fixed, paraffin-embedded)
precludes electron microscopy, future studies would benefit
from correlations with ultrastructural analyses.
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FIGURE 2 | (A) Case information for the 86 gastric/gastro-esophageal junction (GEJ) adenocarcinoma cases, displaying their LC3B/p62 (cytoplasmic)
staining patterns, along with immunohistochemical (IHC) intensity for LC3B, p62 (cytoplasmic, nuclear), and LAMP2A for each case. Also displayed

are their respective histotype, approximated TCGA molecular subtype (see Methods), and tumor differentiation. (B, C) Kaplan-Meier curves, showing overall
survival of the St. Michael’s gastric/GEJ adenocarcinoma cohort, divided by (B) macroautophagic subtypes (LC3B/cytoplasmic p62), and (C) nuclear

p62 intensity.
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Interpreting the pattern of LC3B and cytoplasmic p62 staining in
combination, we observed that active-impaired macroautophagy
(LC3B™/cytoplasmic p62™8") was the most frequent phenotype
in our cohort. While increased degree of impaired autophagy
(cytoplasmic p62") was seen more frequently with moderately
and poorly differentiated tumors, the distribution of the different
macroautophagy subtypes was relatively even across the different
pathological attributes, including molecular subtypes. Accordingly, no
significant survival difference was observed by the different
macroautophagy patterns; while the patients with basal-intact
phenotype were notable for good prognosis, this subgroup only
contained two patients for the survival analysis (Figure 2B). This is
in contrast to colorectal carcinoma, where active-impaired
macroautophagy less frequently observed, and it was reported to be
associated with worse survival (12). Distinguishing our negative
finding from a type II error would likely require a much larger cohort.

In the cytosol, p62 co-localizes with LC3 as part of the
autophagosome, and p62 is continuously cleared in the setting of
intact autophagy (23, 24). Nucleo-cytoplasmic shuttling of p62/
SQSTM1 has been previously described, regulation of which, among
other mechanisms, may be controlled by phosphorylating of p62 at
the CDKI1 site (25). In this study, stronger (2+/3+) nuclear p62 was
associated with worse survival (Figure 2C). These results conflict
with those reported by Mohamed et al., who observed no significant
differences in survival in their cohort of 61 gastric carcinoma
patients (26). Several explanations are possible, including relatively
small cohort sizes in both studies and different proportion of
clinically advanced cases in our cohorts (23/61 vs. 69/86 advanced
cases in our cohort). In the dysplastic gastric mucosa, our data
suggests that macroautophagy may often be impaired, leading to
accumulation of both cytoplasmic and nuclear p62. Interestingly,
accumulation of p62 in autophagy-defective cells has been shown to
result in defective recruitment of DNA repair proteins (27). The
combination of impaired macroautophagy with the accumulation of
nuclear p62 may thus be playing key roles gastric carcinoma
pathogenesis and suggest a possible mechanism by which field
effect and subsequent cancer spread may be occurring. As well,
considering the well-established role of p62 in different signaling
pathways, including the NF-xB pathway (3), we suspect nuclear p62
accumulation may have multifaceted impact on the cell survival-
death balance.

While limited by our small cohorts, our results nonetheless
demonstrate the dynamic expression pattern and relationship
between LAMP2A, LC3B, and p62, the combination of which
point to a possible relationship of tumor development with
macroautophagy and CMA. The LC3B/cytoplasmic p62
combination suggests that autophagy is often impaired in gastric/

REFERENCES

1. Chang W, Bai ], Tian S, Ma M, Li W, Yin Y, et al. Autophagy protects gastric
mucosal epithelial cells from ethanol-induced oxidative damage via mTOR
signaling pathway. Exp Biol Med (2017) 242(10):1025-33. doi: 10.1177/
1535370216686221

2. Yang Z, Klionsky D]J. Eaten alive: a history of macroautophagy. Nat Cell Biol
(2010) 12(9):814-22. doi: 10.1038/ncb0910-814

GEJ adenocarcinoma, which may be contributing to nuclear p62
accumulation. While the mechanism behind the significance of
nuclear p62 is unclear, its prognostic significance suggests a role for
p62 in disease progression.

DATA AVAILABILITY STATEMENT

The original contributions presented in the study are included in
the article/Supplementary Material. Further inquiries can be
directed to the corresponding author.

ETHICS STATEMENT

The studies involving human participants were reviewed and
approved by St. Michael’s Hospital research ethics board. The
ethics committee waived the requirement of written informed
consent for participation.

AUTHOR CONTRIBUTIONS

J-YY contributed to the design of the work, data interpretation,
and manuscript writing. CB-M contributed to survival data
development and manuscript writing. CS contributed to the
design of the work, data interpretation, and manuscript
writing. All authors contributed to the article and approved the
submitted version.

ACKNOWLEDGMENTS

The authors thank the staff and patients of the Tropical Medicine
Department and the lab specialists for their significant aid.

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found online at:
https://www.frontiersin.org/articles/10.3389/fonc.2021.555614/
full#supplementary-material

3. Moscat J, Diaz-Meco MT. p62: a versatile multitasker takes on cancer. Trends
Biochem Sci (2012) 37(6):230-6. doi: 10.1016/j.tibs.2012.02.008

4. Cuervo AM, Wong E. Chaperone-mediated autophagy: roles in disease and
aging. Cell Res (2014) 24(1):92-104. doi: 10.1038/cr.2013.153

5. Saftig P, Klumperman J. Lysosome biogenesis and lysosomal membrane
proteins: trafficking meets function. Nat Rev Mol Cell Biol (2009) 10
(9):623-35. doi: 10.1038/nrm2745

Frontiers in Oncology | www.frontiersin.org

March 2021 | Volume 11 | Article 555614


https://www.frontiersin.org/articles/10.3389/fonc.2021.555614/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fonc.2021.555614/full#supplementary-material
https://doi.org/10.1177/1535370216686221
https://doi.org/10.1177/1535370216686221
https://doi.org/10.1038/ncb0910-814
https://doi.org/10.1016/j.tibs.2012.02.008
https://doi.org/10.1038/cr.2013.153
https://doi.org/10.1038/nrm2745
https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles

Yoon et al.

Autophagy in Gastric Adenocarcinoma

6.

10.

11.

12.

13.

14.

15.

16.

17.

Cao Y, Luo Y, Zou J, Ouyang J, Cai Z, Zeng X, et al. Autophagy and its role in
gastric cancer. Clin Chim Acta (2019) 489:10-20. doi: 10.1016/
j.cca.2018.11.028

. AjaniJA, Lee ], Sano T, Janjigian YY, Fan D, Song S. Gastric adenocarcinoma.

Nat Rev Dis Primers (2017) 3(1):17036. doi: 10.1038/nrdp.2017.36

. The Cancer Genome Atlas Research, N, Ajani JA, Lee ], Sano T, Janjigian YY,

Fan D, et al. Comprehensive molecular characterization of gastric
adenocarcinoma. Nature (2014) 513(7517):202-9. doi: 10.1038/nature13480

. The Cancer Genome Atlas Research, N. Integrated genomic characterization

of oesophageal carcinoma. Nature (2017) 541(7636):169-75. doi: 10.1038/
nature20805

Wiegand KC, Sy K, Kalloger SE, Li-Chang H, Woods R, Kumar A, et al.
ARID1A/BAF250a as a prognostic marker for gastric carcinoma: a study of 2
cohorts. Hum Pathol (2014) 45(6):1258-68. doi: 10.1016/
j-humpath.2014.02.006

Yoon J-Y, Sy K, Brezden-Masley C, Streutker CJ. Histo- and
immunohistochemistry-based estimation of the TCGA and ACRG
molecular subtypes for gastric carcinoma and their prognostic significance:
A single-institution study. PloS One (2019) 14(12):0224812. doi: 10.1371/
journal.pone.0224812

Niklaus M, Adams O, Berezowska S, Zlobec I, Graber F, Slotta-Huspenina J,
et al. Expression analysis of LC3B and p62 indicates intact activated autophagy
is associated with an unfavorable prognosis in colon cancer. Oncotarget (2017)
8(33):54604-15. doi: 10.18632/oncotarget.17554

Schlafli AM, et al. Prognostic value of the autophagy markers LC3 and p62/
SQSTM1 in early-stage non-small cell lung cancer. Oncotarget (2016) 7
(26):39544-55. doi: 10.18632/oncotarget.9647

Schlifli AM, Berezowska S, Adams O, Langer R, Tschan MP. Reliable LC3 and
p62 autophagy marker detection in formalin fixed paraffin embedded human
tissue by immunohistochemistry. Eur ] Histochem (2015) 59(2). doi: 10.4081/
¢jh.2015.2481

Won KY, Kim GY, Lim S-J, Sung J-Y, Kim YW, Park Y-K, et al. Autophagy is
related to the hedgehog signaling pathway in human gastric adenocarcinoma:
prognostic significance of Beclin-1 and Gli2 expression in human gastric
adenocarcinoma. Pathol Res Pract (2015) 211(4):308-15. doi: 10.1016/
j.prp.2014.11.005

Yu S, Li G, Wang Z, Wang Z, Chen C, Cai S, et al. Low expression of
MAPILC3B, associated with low Beclin-1, predicts lymph node metastasis
and poor prognosis of gastric cancer. Tumor Biol (2016) 37(11):15007-17. doi:
10.1007/s13277-016-5383-5

Geng QR, Xu D-Z, He L-J, Lu J-B, Zhou Z-W, Zhan Y-Q, et al. Beclin-1
expression is a significant predictor of survival in patients with lymph node-
positive gastric cancer. PloS One (2012) 7(9):e45968. doi: 10.1371/
journal.pone.0045968

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

Zhou W-H, Tang F, Xu ], Wu X, Yang S-B, Feng Z-Y, et al. Low expression of
Beclin 1, associated with high Bcl-xL, predicts a malignant phenotype and
poor prognosis of gastric cancer. Autophagy (2012) 8(3):389-400. doi:
10.4161/auto.18641

Chen Y, Azad MB, Gibson SB. Methods for detecting autophagy and
determining autophagy-induced cell deathThis review is one of a selection
of papers published in a Special Issue on Oxidative Stress in Health and
Disease. Can ] Physiol Pharmacol (2010) 88(3):285-95. doi: 10.1139/Y10-010
Capella C, Cornaggia M, Usellini L, Bordi C, Bondi A, Cook MG, et al.
Neoplastic cells containing lysozyme in gastric carcinomas. Pathology (1984)
16(1):87-92. doi: 10.3109/00313028409067917

Tahara E, Ito H, Shimamoto F, Iwamoto T, Nakagami K, Niimoto H. Lysozyme
in human gastric carcinoma: a retrospective immunohistochemical study.
Histopathology (1982) 6(4):409-21. doi: 10.1111/j.1365-2559.1982.tb02738 x
Bel S, Hooper LV. Secretory autophagy of lysozyme in Paneth cells. Autophagy
(2018) 14(4):719-21. doi: 10.1080/15548627.2018.1430462

Bjorkey G, Lamark T, Brech A, Outzen H, Perander M, Overvatn A, et al. p62/
SQSTM1 forms protein aggregates degraded by autophagy and has a
protective effect on huntingtin-induced cell death. J Cell Biol (2005) 171
(4):603. doi: 10.1083/jcb.200507002

Rusten TE, Stenmark H. p62, an autophagy hero or culprit? Nat Cell Biol
(2010) 12:207. doi: 10.1038/ncb0310-207

Pankiv S, Lamark T, Bruun J-A, Qvervatn A, Bjorkey G, Johansen T.
Nucleocytoplasmic Shuttling of p62/SQSTM1 and Its Role in Recruitment
of Nuclear Polyubiquitinated Proteins to Promyelocytic Leukemia Bodies.
J Biol Chem (2010) 285(8):5941-53. doi: 10.1074/jbc.M109.039925
Mohamed A, Ayman A, Deniece ], Wang T, Kovach C, Siddiqui MT, et al.
P62/Ubiquitin IHC Expression Correlated with Clinicopathologic Parameters
and Outcome in Gastrointestinal Carcinomas. Front Oncol (2015) 5:70. doi:
10.3389/fonc.2015.00070

Wang Y, Zhang N, Zhang L, Li R, Fu W, Ma K, et al. Autophagy Regulates
Chromatin Ubiquitination in DNA Damage Response through Elimination of
SQSTM1/p62. Mol Cell (2016) 63(1):34-48. doi: 10.1016/j.molcel.2016.05.027

Conflict of Interest: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.

Copyright © 2021 Yoon, Brezden-Masley and Streutker. This is an open-access article
distributed under the terms of the Creative Commons Attribution License (CC BY).
The use, distribution or reproduction in other forums is permitted, provided the
original author(s) and the copyright owner(s) are credited and that the original
publication in this journal is cited, in accordance with accepted academic practice. No
use, distribution or reproduction is permitted which does not comply with these terms.

Frontiers in Oncology | www.frontiersin.org

March 2021 | Volume 11 | Article 555614


https://doi.org/10.1016/j.cca.2018.11.028
https://doi.org/10.1016/j.cca.2018.11.028
https://doi.org/10.1038/nrdp.2017.36
https://doi.org/10.1038/nature13480
https://doi.org/10.1038/nature20805
https://doi.org/10.1038/nature20805
https://doi.org/10.1016/j.humpath.2014.02.006
https://doi.org/10.1016/j.humpath.2014.02.006
https://doi.org/10.1371/journal.pone.0224812
https://doi.org/10.1371/journal.pone.0224812
https://doi.org/10.18632/oncotarget.17554
https://doi.org/10.18632/oncotarget.9647
https://doi.org/10.4081/ejh.2015.2481
https://doi.org/10.4081/ejh.2015.2481
https://doi.org/10.1016/j.prp.2014.11.005
https://doi.org/10.1016/j.prp.2014.11.005
https://doi.org/10.1007/s13277-016-5383-5
https://doi.org/10.1371/journal.pone.0045968
https://doi.org/10.1371/journal.pone.0045968
https://doi.org/10.4161/auto.18641
https://doi.org/10.1139/Y10-010
https://doi.org/10.3109/00313028409067917
https://doi.org/10.1111/j.1365-2559.1982.tb02738.x
https://doi.org/10.1080/15548627.2018.1430462
https://doi.org/10.1083/jcb.200507002
https://doi.org/10.1038/ncb0310-207
https://doi.org/10.1074/jbc.M109.039925
https://doi.org/10.3389/fonc.2015.00070
https://doi.org/10.1016/j.molcel.2016.05.027
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles

	Autophagic Heterogeneity in Gastric Adenocarcinoma
	Introduction
	Materials and Methods
	Study Cohort and Immunohistochemistry
	Approximation of the Molecular Subtypes
	Statistics

	Results
	Autophagy Marker Expression Across the Normal-Carcinoma Spectrum in the Stomach
	Autophagic Heterogeneity in Gastric/GEJ Adenocarcinoma

	Discussion
	Data Availability Statement
	Ethics Statement
	Author Contributions
	Acknowledgments
	Supplementary Material
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages false
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 1
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /ENU (T&F settings for black and white printer PDFs 20081208)
  >>
  /ExportLayers /ExportVisibleLayers
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /BleedOffset [
        0
        0
        0
        0
      ]
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /ClipComplexRegions true
        /ConvertStrokesToOutlines false
        /ConvertTextToOutlines false
        /GradientResolution 300
        /LineArtTextResolution 1200
        /PresetName ([High Resolution])
        /PresetSelector /HighResolution
        /RasterVectorBalance 1
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks true
      /IncludeHyperlinks true
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MarksOffset 6
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


