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Under nutrient starvation conditions, algae and seed-plant cells accumulate carbon 
metabolites such as storage lipids, triacylglycerols (TAGs), and starches. Recent research 
has suggested the involvement of autophagy in the regulation of carbon metabolites under 
nutrient starvation. When algae are grown under carbon starvation conditions, such as 
growth in darkness or in the presence of a photosynthesis inhibitor, lipid droplets are 
surrounded by phagophores. Indeed, the amount of TAGs in an autophagy-deficient 
mutant has been found to be greater than that in wild type under nitrogen starvation, and 
cerulenin, which is one of the inhibitors of fatty acid synthesis, induces autophagy. In land 
plants, TAGs accumulate predominantly in seeds and etiolated seedlings. These TAGs 
are degraded in peroxisomes via β-oxidation during germination as a source of carbon 
for growth without photosynthesis. A global analysis of the role of autophagy in Arabidopsis 
seedlings under carbon starvation revealed that a lack of autophagy enhances the 
accumulation of TAGs and fatty acids. In Oryza sativa, autophagy-mediated degradation 
of TAGs and diacylglycerols has been suggested to be important for pollen development. 
In this review, we introduce and summarize research findings demonstrating that autophagy 
affects lipid metabolism and discuss the role of autophagy in membrane and storage-lipid 
homeostasis, each of which affects the growth and development of seed plants and algae.
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INTRODUCTION

Most seed plants synthesize and store triacylglycerols (TAGs) in their seeds as a readily available 
source of carbon. TAGs in seeds are important for germination (Penfield et  al., 2006). TAGs 
are also synthesized in the vegetative tissues of seed plants, but the amount is very low 
particularly under normal growth conditions (Chapman and Ohlrogge, 2012; Chapman et  al., 
2013). However, the amount of TAGs increases in the vegetative tissues under certain environmental 
stress conditions such as nutrient starvation, heat, or cold stresses (Mueller et  al., 2015; 
Shimojima et  al., 2015; Arisz et  al., 2018). For the purpose of industrial oil production, many 
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studies have attempted to clarify the regulatory mechanism 
of TAG metabolism in the seeds and vegetative tissues. However, 
the mechanism that regulates TAG synthesis and degradation 
is not fully understood.

Algae also accumulate TAGs in the cells under nutrient 
starvation (Hu et  al., 2008; Kandilian et  al., 2014; Slocombe 
et  al., 2015; Taleb et  al., 2016). A common feature of both 
plants and algae is that TAGs accumulate under environmental 
stress and are degraded, possibly owing to the need to supply 
carbon for cell growth. Moreover, TAGs are synthesized in 
the endoplasmic reticulum of both plants and algae, which is 
also the site for the synthesis of phospholipids and surface 
lipids. Here, we  discuss current knowledge concerning two 
TAG degradation pathways in both plants and algae: β-oxidation 
and autophagy.

TAG DEGRADATION VIA  
THE β-OXIDATION PATHWAY

The fatty acid β-oxidation pathway is summarized in Figure  1. 
Free fatty acids (FFAs) that are released upon hydrolysis of TAGs 
are transported into peroxisomes where they are subsequently 
metabolized by the β-oxidation pathway in germinating seeds 
and vegetative tissues (Gerhardt, 1992). For a long time, β-oxidation 
was considered the only process of by which TAGs are degraded 
in plants (Gerhardt, 1992). During β-oxidation, the two TAG 
lipases, sugar-dependent 1 and sugar-dependent 1-like, associate 
with the surface of lipid droplets (LDs) and hydrolyze TAGs 
to produce FFAs and diacylglycerols (DAGs) (Eastmond, 2006; 
Kelly et  al., 2011). Sugar-dependent 1 can also hydrolyze DAGs 
to produce FFAs and monoacylglycerols (Eastmond, 2006).  

FIGURE 1 | Scheme for TAG degradation via the β-oxidation pathway. FFAs are released from TAGs by SDP1/SDP1L and transferred to peroxisomes by PXA1. 
Next, LACS, ACX, MFP, and KAT produce acyl-CoA and acetyl-CoA. TAG, triacylglycerol; DAG, diacylglycerol; MAG, monoacylglycerol; FFA, free fatty acid; SDP1, 
sugar-dependent 1; SDP1L, SDP1-like; PXA1, peroxisomal ABC transporter 1; LACS, long-chain acyl-CoA synthase; ACX, acyl-CoA oxidase; MFP, multifunctional 
protein; KAT, 3-ketoacyl-CoA thiolase-2; LD, lipid droplet.
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The FFAs are transported to peroxisomes by the ATP-binding 
cassette transporter COMATOSE, also known as PXA1  
(Zolman et al., 2001). In peroxisomes, acyl-CoAs are synthesized 
from the FFAs by the action of the peroxisomal long-chain 
acyl-CoA synthases 6 and 7 (Fulda et  al., 2004). The acyl-CoAs 
are then converted to 2-trans-enoyl-CoAs by acyl-CoA  
oxidases 1–6 (Hooks et  al., 1999; Rylott et  al., 2003; Pinfield-
Wells et  al., 2005; Khan et  al., 2012). The 2-trans-enoyl-CoAs 
are then hydrolyzed to produce 3-ketoacyl-CoAs via 
3-hydroxyacyl-CoAs by the action of multifunctional protein 2 
(Rylott et  al., 2006). During the last step, the 3-ketoacyl- 
CoAs are hydrolyzed to produce acyl-CoAs and acetyl-CoAs 
by 3-ketoacyl-CoA thiolase-2, and the hydrolyzed acyl-CoAs 
are used as substrates for acyl-CoA oxidases (Germain et  al., 
2001). All of these reactions are required for seed germination 
when a carbon supply is lacking (Fulda et  al., 2004;  
Pinfield-Wells et  al., 2005; Eastmond, 2006; Footitt et  al., 2007).

TAG DEGRADATION VIA AUTOPHAGY 
IN ALGAE AND SEED PLANTS

Autophagy is one of the major degradative systems used for 
quality control of proteins and organelles (Klionsky and Ohsumi, 
1999; Lilienbaum, 2013). There are 15 “core” ATG genes, namely 
ATG1–10, ATG12–14, ATG16, and ATG18, that are required for 
the formation of the autophagosomal membrane. In particular, 
covalent modification of the ATG proteins with ubiquitin is a 
critical event in autophagosome formation (Mizushima et  al., 
2011). ATG4, one of the cysteine proteases, cleaves ATG8 at a 
specific sequence in its C-terminal region (Kirisako et  al., 2000). 
ATG7 is an E1-like enzyme that activates ATG8 and ATG12 
(Mizushima et  al., 1998; Ichimura et  al., 2000). Then, ATG3 
mediates the conjugation of phosphatidylethanolamine to ATG8, 
and ATG10 mediates the covalent conjugation of ATG12 with 
ATG5 (Mizushima et  al., 1998; Yamaguchi et  al., 2010). 
ATG12-ATG5 then interacts with ATG16 and ATG12-ATG5-ATG16 
complexes form a dimer (Mizushima et  al., 1998; Kuma et  al., 
2002). Recent studies have revealed that autophagy is not only 
a non-selective bulk degradation pathway but also is involved 
in the selective elimination or degradation of components such 
as aberrant aggregated proteins, dysfunctional organelles, invading 
pathogens, and LDs (Yuan et  al., 1997; Roberts et  al., 2003; 
Lemasters, 2005; Bernales et  al., 2006; Izumi et  al., 2010, 2017; 
Yoshimoto et  al., 2010; Schuck et  al., 2014; Elander et  al., 2018). 
TAGs are produced in the endoplasmic reticulum and then 
become enclosed by LDs after being exported to the cytoplasm, 
and each LD is surrounded by a monolayer of phospholipids 
and surface proteins. It has been proposed that selective autophagy 
takes part in the degradation of LDs (Singh et  al., 2009) via a 
mechanism called “lipophagy,” which is observed in seed plants 
and algae (Kurusu et al., 2014; Zhao et al., 2014; Avin-Wittenberg 
et  al., 2015; Schwarz et  al., 2017; Elander et  al., 2018).

In the unicellular model alga Micrasterias denticulata, autophagy 
was observed under salt stress and cadmium stress (Affenzeller 
et  al., 2009; Andosch et  al., 2012; Lütz-Meindl, 2016). Upon 
exposure of Micrasterias cells to salt stress, electron microscopy 

revealed that the dictyosomes and some unidentifiable organelles 
were surrounded by a double membrane (Affenzeller et al., 2009), 
and upon exposure to cadmium stress, autophagosomes, including 
Golgi remnants, vesicles, and cytoplasmic portions, were observed 
(Andosch et  al., 2012). Transmission electron microscopy studies 
suggested that autophagy might be  induced in response to carbon 
starvation in Micrasterias (Schwarz et  al., 2017). In Micrasterias 
cells, LDs are formed and accumulated in chloroplasts, and carbon 
starvation can lead to the displacement of LDs from chloroplasts 
to the cytoplasm in the isthmus region of cells (Schwarz et  al., 
2017). The LDs are engulfed by endoplasmic reticulum-derived 
double membranes, which resembles autophagy (Schwarz et  al., 
2017). In another alga, Auxenochlorella protothecoides, autophagy 
is induced during the heterotroph-to-autotroph transition, and LDs 
in heterotrophic cells are degraded in the vacuole (Zhao et  al., 
2014). This process is similar to microautophagy, but not 
macroautophagy, because LDs seem to be  engulfed directly by 
the vacuole. These studies suggested that, under carbon starvation, 
LDs and their constituent TAGs are degraded by lipophagy or 
autophagy-like processes. Moreover, in mutants of Chlamydomonas 
reinhardtii that are deficient for autophagy (atg8), TAG degradation 
was slower than that measured in wild-type cells under nitrogen-
replete conditions (Kajikawa et  al., 2019). It was also shown that 
vacuolar lytic function is needed for the synthesis of TAGs and 
the formation of LDs in nitrogen- or phosphate-starved 
Chlamydomonas cells using concanamycin A, a vacuolar ATPase 
inhibitor, which blocks autophagic flux (Couso et  al., 2018). In 
general, autophagy mutants accumulate more TAGs than do wild-
type cells under sulfate starvation (Kajikawa et  al., 2019). Under 
nitrogen starvation, cerulenin, which is one of the fatty acid 
synthase inhibitors, activates autophagy and reduces TAG content 
in wild-type cells (Heredia-Martínez et  al., 2018). These findings 
suggest that not only carbon starvation but also other stresses 
can induce TAG degradation via lipophagy in algae.

In seed plants, TAG degradation is required for seed germination 
(Penfield et  al., 2006). Although β-oxidation is essential for TAG 
degradation during germination, autophagy is the primary 
mechanism for TAG degradation during seedling growth after 
germination. When seeds were sown in 1/2× Murashige and 
Skoog medium without sucrose and then grown in darkness for 
7  days, autophagy mutants of Arabidopsis thaliana (atg5, atg7) 
are able to germinate but had shorter hypocotyls than wild type 
(Avin-Wittenberg et  al., 2015). However, the hypocotyl lengths 
of autophagy mutants grown on the medium containing sucrose 
were similar to that of wild type (Avin-Wittenberg et  al., 2015), 
clearly indicating that autophagy is essential for providing sufficient 
carbon for the initial growth of seedlings under carbon starvation. 
Several β-oxidation mutants such as sdp1, acx1-1 acx2-1, lacs6 
lacs7, and kat2-1 also have shorter hypocotyls than wild type 
grown under carbon starvation, suggesting that β-oxidation is 
also involved in TAG degradation during the initial growth of 
seedlings (Fulda et al., 2004; Pinfield-Wells et al., 2005; Eastmond, 
2006; Footitt et  al., 2007). These findings clearly show that both 
autophagy and β-oxidation are required for TAG degradation 
until seedlings become established and are able to carry out 
photosynthesis. However, it remains unclear how autophagy and 
β-oxidation each contribute to seedling maturation.
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In Arabidopsis, lipophagy has been observed during initial 
growth but not in vegetative tissues (Avin-Wittenberg et  al., 
2015). In O. sativa, however, lipophagy occurs in tapetal cells 
under normal growth conditions, and fewer TAGs and DAGs 
are present in autophagy mutants (atg7) than in wild type (Kurusu 
et al., 2014). Moreover, pollen maturation is inhibited in autophagy 
mutants of O. sativa (Kurusu et al., 2014). These findings indicate 
that lipophagy can be  induced under normal growth conditions 
and is required for reproductive development in rice.

CONCLUSION

In algae, β-oxidation has an important role in carbon management 
during the day and night periods (Kong et  al., 2017). In 
Auxenochlorella, however, lipophagy is induced during the 
heterotroph-to-autotroph transition (Zhao et al., 2014). These data 
also suggest that lipophagy and β-oxidation are differentially regulated 
during TAG degradation in algae. Moreover, in Chlamydomonas 
reinhardtii, the activation of autophagy has a negative effect on 
the accumulation of TAGs and the formation of LDs (Heredia-
Martínez et  al., 2018; Kajikawa et  al., 2019). In seed plants, TAGs 
and FFAs are degraded by β-oxidation in peroxisomes during the 
germination of plant seeds (Gerhardt, 1992; Penfield et  al., 2006). 
However, in Arabidopsis, lipophagy is involved in early seedling 
development but is not essential for seed germination. In the case 
of Oryza, however, pollen maturation is altered in autophagy 
mutants, suggesting that lipophagy is required for normal 
reproductive development in some seed plants (Kurusu et  al., 
2014). However, the specific proteins that control the induction 

of lipophagy remain unknown in both algae and land plants. In 
case of liver cells, the small GTPase Rab7 is activated upon nutrient 
starvation to recruit autophagosomes (Schroeder et  al., 2015). 
Thereafter, the complex composed of Rab10-EH domain-binding 
protein 1 and ATPase EH domain containing 2 promotes the 
expansion of the autophagic membrane, and the membrane then 
can engulf LDs (Li et al., 2016). Moreover, Dynamin 2 is required for 
vesiculation of autolysosomal tubules, which contain LDs (Schulze 
et al., 2013). On the other hand, ethanol-induced lipophagy requires 
SQSTM1, which is a major autophagy adaptor (Wang et al., 2017). 
When liver cells are stimulated with ethanol, perilipin 1, which 
is a major protein on LDs, colocalizes with SQSTM1 and promotes 
ethanol-induced lipophagy (Wang et  al., 2017). To attain a better 
understanding of the physiological functions of lipophagy in seed 
plants and algae, clarification of the regulatory mechanism of 
lipophagy induction and its coordination with β-oxidation will 
require the identification of the lipophagy players and an analysis 
of knockout mutants.

AUTHOR CONTRIBUTIONS

All authors listed have made a substantial, direct, and intellectual 
contribution to the work and approved it for publication.

FUNDING

This work was supported in part by a Grant-in-Aid for Scientific 
Research on Innovative Areas (No. 17H06417).

 

REFERENCES

Affenzeller, M. J., Darehshouri, A., Andosch, A., Lütz, C., and Lütz-Meindl, U. 
(2009). Salt stress-induced cell death in the unicellular green alga Micrasterias 
denticulata. J. Exp. Bot. 60, 939–954. doi: 10.1093/jxb/ern348

Andosch, A., Affenzeller, M. J., Lütz, C., and Lütz-Meindl, U. (2012). A freshwater 
green alga under cadmium stress: ameliorating calcium effects on ultrastructure 
and photosynthesis in the unicellular model Micrasterias. J. Plant Physiol. 
169, 1489–1500. doi: 10.1016/j.jplph.2012.06.002

Arisz, S. A., Heo, J.-Y., Koevoets, I. T., Zhao, T., van Egmond, P., Meyer, J., 
et al. (2018). DIACYLGLYCEROL ACYLTRANSFERASE 1 contributes to 
freezing tolerance. Plant Physiol. 177, 1410–1424. doi: 10.1104/ 
pp.18.00503

Avin-Wittenberg, T., Bajdzienko, K., Wittenberg, G., Alseekh, S., Tohge, T., 
Bock, R., et al. (2015). Global analysis of the role of autophagy in cellular 
metabolism and energy homeostasis in Arabidopsis seedlings under carbon 
starvation. Plant Cell 27, 306–322. doi: 10.1105/tpc.114.134205

Bernales, S., McDonald, K. L., and Walter, P. (2006). Autophagy counterbalances 
endoplasmic reticulum expansion during the unfolded protein response. 
PLoS Biol. 4, 2311–2324. doi: 10.1371/journal.pbio.0040423

Chapman, K. D., Dyer, J. M., and Mullen, R. T. (2013). Commentary: why 
don’t plant leaves get fat? Plant Sci. 207, 128–134. doi: 10.1016/j.
plantsci.2013.03.003

Chapman, K. D., and Ohlrogge, J. B. (2012). Compartmentation of triacylglycerol 
accumulation in plants. J. Biol. Chem. 287, 2288–2294. doi: 10.1074/jbc.
R111.290072

Couso, I., Pérez-Pérez, M. E., Martínez-Force, E., Kim, H. S., He, Y.,  
Umen, J. G., et al. (2018). Autophagic flux is required for the synthesis of 

triacylglycerols and ribosomal protein turnover in Chlamydomonas. J. Exp. 
Bot. 69, 1355–1367. doi: 10.1093/jxb/erx372

Eastmond, P. J. (2006). SUGAR-DEPENDENT1 encodes a patatin domain 
triacylglycerol lipase that initiates storage oil breakdown in germinating 
Arabidopsis seeds. Plant Cell 18, 665–675. doi: 10.1105/tpc.105.040543

Elander, P. H., Minina, E. A., and Bozhkov, P. V. (2018). Autophagy in turnover 
of lipid stores: trans-kingdom comparison. J. Exp. Bot. 69, 1301–1311. doi: 
10.1093/jxb/erx433

Footitt, S., Cornah, J. E., Pracharoenwattana, I., Bryce, J. H., and Smith, S. M. 
(2007). The Arabidopsis 3-ketoacyl-CoA thiolase-2 (kat2-1) mutant exhibits 
increased flowering but reduced reproductive success. J. Exp. Bot. 58,  
2959–2968. doi: 10.1093/jxb/erm146

Fulda, M., Schnurr, J., Abbadi, A., Heinz, E., and Browse, J. (2004). Peroxisomal 
acyl-CoA synthetase activity is essential for seedling development in Arabidopsis 
thaliana. Plant Cell 16, 394–405. doi: 10.1105/tpc.019646

Gerhardt, B. (1992). Fatty acid degradation in plants. Prog. Lipid Res. 31, 
417–446. doi: 10.1016/0163-7827(92)90004-3

Germain, V., Rylott, E. L., Larson, T. R., Sherson, S. M., Bechtold, N.,  
Carde, J. P., et al. (2001). Requirement for 3-ketoacyl-CoA thiolase-2  in 
peroxisome development, fatty acid β-oxidation and breakdown of 
triacylglycerol in lipid bodies of Arabidopsis seedlings. Plant J. 28, 1–12. 
doi: 10.1046/j.1365-313X.2001.01095.x

Heredia-Martínez, L. G., Andrés-Garrido, A., Martínez-Force, E., Peréz-Pérez, 
M. E., and Crespo, J. L. (2018). Chloroplast damage induced by the inhibition 
of fatty acid synthesis triggers autophagy in Chlamydomonas. Plant Physiol. 
178, 1112–1129. doi: 10.1104/pp.18.00630

Hooks, M. A., Kellas, F., and Graham, I. A. (1999). Long-chain acyl-CoA 
oxidases of Arabidopsis. Plant J. 20, 1–13. doi: 10.1046/j.1365-313X.1999.00559.x

https://www.frontiersin.org/journals/plant-science
www.frontiersin.org
https://www.frontiersin.org/journals/plant-science#articles
https://doi.org/10.1093/jxb/ern348
https://doi.org/10.1016/j.jplph.2012.06.002
https://doi.org/10.1104/pp.18.00503
https://doi.org/10.1104/pp.18.00503
https://doi.org/10.1105/tpc.114.134205
https://doi.org/10.1371/journal.pbio.0040423
https://doi.org/10.1016/j.plantsci.2013.03.003
https://doi.org/10.1016/j.plantsci.2013.03.003
https://doi.org/10.1074/jbc.R111.290072
https://doi.org/10.1074/jbc.R111.290072
https://doi.org/10.1093/jxb/erx372
https://doi.org/10.1105/tpc.105.040543
https://doi.org/10.1093/jxb/erx433
https://doi.org/10.1093/jxb/erm146
https://doi.org/10.1105/tpc.019646
https://doi.org/10.1016/0163-7827(92)90004-3
https://doi.org/10.1046/j.1365-313X.2001.01095.x
https://doi.org/10.1104/pp.18.00630
https://doi.org/10.1046/j.1365-313X.1999.00559.x


Yoshitake et al. Autophagy in Triacylglycerol Degradation

Frontiers in Plant Science | www.frontiersin.org 5 June 2019 | Volume 10 | Article 709

Hu, Q., Sommerfeld, M., Jarvis, E., Ghirardi, M., Posewitz, M., Seibert, M., 
et al. (2008). Microalgal triacylglycerols as feedstocks for biofuel production: 
perspectives and advances. Plant J. 54, 621–639. doi: 10.1111/j.1365- 
313X.2008.03492.x

Ichimura, Y., Kirisako, T., Takao, T., Satomi, Y., Shimonishi, Y., Ishihara, N., 
et al. (2000). A ubiquitin-like system mediates protein lipidation. Nature 
408, 488–492. doi: 10.1038/35044114

Izumi, M., Ishida, H., Nakamura, S., and Hidema, J. (2017). Entire Photodamaged 
chloroplasts are transported to the central vacuole by autophagy. Plant Cell 
29, 377–394. doi: 10.1105/tpc.16.00637

Izumi, M., Wada, S., Makino, A., and Ishida, H. (2010). The Autophagic 
degradation of chloroplasts via Rubisco-containing bodies is specifically 
linked to leaf carbon status but not nitrogen status in Arabidopsis. Plant 
Physiol. 154, 1196–1209. doi: 10.1104/pp.110.158519

Kajikawa, M., Yamauchi, M., Shinkawa, H., Tanaka, M., Hatano, K., Nishimura, Y., 
et al. (2019). Isolation and characterization of Chlamydomonas autophagy-
related mutants in nutrient-deficient conditions. Plant Cell Physiol. 60, 
126–138. doi: 10.1093/pcp/pcy193

Kandilian, R., Pruvost, J., Legrand, J., and Pilon, L. (2014). Influence of light 
absorption rate by Nannochloropsis oculata on triglyceride production during 
nitrogen starvation. Bioresour. Technol. 163, 308–319. doi: 10.1016/j.
biortech.2014.04.045

Kelly, A. A., Quettier, A.-L., Shaw, E., and Eastmond, P. J. (2011). Seed storage 
oil mobilisation is important but not essential for germination or seedling 
establishment in Arabidopsis. Plant Physiol. 157, 866–875. doi: 10.1104/
pp.111.181784

Khan, B. R., Adham, A. R., and Zolman, B. K. (2012). Peroxisomal acyl-CoA 
oxidase 4 activity differs between Arabidopsis accessions. Plant Mol. Biol. 
78, 45–58. doi: 10.1007/s11103-011-9843-4

Kirisako, T., Ichimura, Y., Okada, H., Kabeya, Y., Mizushima, N., Yoshimori, T., 
et al. (2000). The reversible modification regulates the membrane-binding 
state of Apg8/Aut7 essential for autophagy and the cytoplasm to vacuole 
targeting pathway. J. Cell Biol. 151, 263–275. doi: 10.1083/jcb.151.2.263

Klionsky, D. J., and Ohsumi, Y. (1999). Vacuolar import of proteins and organelles 
from the cytoplasm. Annu. Rev. Cell Dev. Biol. 15, 1–32. doi: 10.1146/
annurev.cellbio.15.1.1

Kong, F., Liang, Y., Légeret, B., Beyly-Adriano, A., Blangy, S., Haslam, R. P., 
et al. (2017). Chlamydomonas carries out fatty acid β-oxidation in ancestral 
peroxisomes using a bona fide acyl-CoA oxidase. Plant J. 90, 358–371. doi: 
10.1111/tpj.13498

Kuma, A., Mizushima, N., Ishihara, N., and Ohsumi, Y. (2002). Formation of 
the approximately 350-kDa Apg12–Apg5˙Apg16 multimeric complex, mediated 
by Apg16 oligomerization, is essential for autophagy in yeast. J. Biol. Chem. 
277, 18619–18625. doi: 10.1074/jbc.M111889200

Kurusu, T., Koyano, T., Hanamata, S., Kubo, T., Noguchi, Y., Yagi, C., et al. 
(2014). OsATG7 is required for autophagy-dependent lipid metabolism in rice 
postmeiotic anther development. Autophagy 10, 878–888. doi: 10.4161/auto.28279

Lemasters, J. J. (2005). Selective mitochondrial autophagy, or mitophagy, as a 
targeted defense against oxidative stress, mitochondrial dysfunction, and 
aging. Rejuvenation Res. 8, 3–5. doi: 10.1089/rej.2005.8.3

Li, Z., Schulze, R. J., Weller, S. G., Krueger, E. W., Schott, M. B., Zhang, X., 
et al. (2016). A novel rab10-EHBP1-EHD2 complex essential for the  
autophagic engulfment of lipid droplets. Sci. Adv. 2:e1601470. doi: 10.1126/
sciadv.1601470

Lilienbaum, A. (2013). Relationship between the proteasomal system and 
autophagy. Int J Biochem Mol Biol 4, 1–26. doi: 10.1016/j.bjoms.2017.08.058

Lütz-Meindl, U. (2016). Micrasterias as a model system in plant cell biology. 
Front. Plant Sci. 7:999. doi: 10.3389/fpls.2016.00999

Mizushima, N., Noda, T., Yoshimori, T., Tanaka, Y., Ishii, T., George, M. D., 
et al. (1998). A protein conjugation system essential for autophagy. Nature 
395, 395–398. doi: 10.1038/26506

Mizushima, N., Yoshimori, T., and Ohsumi, Y. (2011). The role of Atg proteins 
in autophagosome formation. Annu. Rev. Cell Dev. Biol. 27, 107–132. doi: 
10.1146/annurev-cellbio-092910-154005

Mueller, S. P., Krause, D. M., Mueller, M. J., and Fekete, A. (2015). Accumulation 
of extra-chloroplastic triacylglycerols in Arabidopsis seedlings during heat 
acclimation. J. Exp. Bot. 66, 4517–4526. doi: 10.1093/jxb/erv226

Penfield, S., Li, Y., Gilday, A. D., Graham, S., and Graham, I. A. (2006). 
Arabidopsis ABA INSENSITIVE4 regulates lipid mobilization in the embryo 
and reveals repression of seed germination by the endosperm. Plant Cell 
18, 1887–1899. doi: 10.1105/tpc.106.041277

Pinfield-Wells, H., Rylott, E. L., Gilday, A. D., Graham, S., Job, K., Larson, T. R., 
et al. (2005). Sucrose rescues seedling establishment but not germination 
of Arabidopsis mutants disrupted in peroxisomal fatty acid catabolism. Plant 
J. 43, 861–872. doi: 10.1111/j.1365-313X.2005.02498.x

Roberts, P., Moshitch-Moshkovitz, S., Kvam, E., O’Toole, E., Goldfarb, M. W., 
and Goldfarb, D. S. (2003). Piecemeal microautophagy of nucleus in 
Saccharomyces cerevisiae. Mol. Biol. Cell 14, 129–141. doi: 10.1091/mbc.
E02-08-0483

Rylott, E. L., Eastmond, P. J., Gilday, A. D., Slocombe, S. P., Larson, T. R., 
Baker, A., et al. (2006). The Arabidopsis thaliana multifunctional protein 
gene (MFP2) of peroxisomal β-oxidation is essential for seedling establishment. 
Plant J. 45, 930–941. doi: 10.1111/j.1365-313X.2005.02650.x

Rylott, E. L., Rogers, C. A., Gilday, A. D., Edgell, T., Larson, T. R., and Graham, 
I. A. (2003). Arabidopsis mutants in short- and medium-chain acyl-CoA 
oxidase activities accumulate acyl-CoAs and reveal that fatty acid β-oxidation 
is essential for embryo development. J. Biol. Chem. 278, 21370–21377. doi: 
10.1074/jbc.M300826200

Schroeder, B., Schulze, R. J., Weller, S. G., Sletten, A. C., Casey, C. A., and 
McNiven, M. A. (2015). The small GTPase Rab7 as a central regulator 
of hepatocellular lipophagy. Hepatology 61, 1896–1907. doi: 10.1002/
hep.27667

Schuck, S., Gallagher, C. M., and Walter, P. (2014). ER-phagy mediates selective 
degradation of endoplasmic reticulum independently of the core autophagy 
machinery. J. Cell Sci. 127, 4078–4088. doi: 10.1242/jcs.154716

Schulze, R. J., Weller, S. G., Schroeder, B., Krueger, E. W., Chi, S., Casey, C. A., 
et al. (2013). Lipid droplet breakdown requires dynamin 2 for vesiculation 
of autolysosomal tubules in hepatocytes. J. Cell Biol. 203, 315–326. doi: 
10.1083/jcb.201306140

Schwarz, V., Andosch, A., Geretschläger, A., Affenzeller, M., and Lütz-Meindl, U. 
(2017). Carbon starvation induces lipid degradation via autophagy in the 
model alga Micrasterias. J. Plant Physiol. 208, 115–127. doi: 10.1016/j.
jplph.2016.11.008

Shimojima, M., Madoka, Y., Fujiwara, R., Murakawa, M., Yoshitake, Y., Ikeda, K., 
et al. (2015). An engineered lipid remodeling system using a galactolipid 
synthase promoter during phosphate starvation enhances oil accumulation 
in plants. Front. Plant Sci. 6:664. doi: 10.3389/fpls.2015.00664

Singh, R., Kaushik, S., Wang, Y., Xiang, Y., Novak, I., Komatsu, M., et al. 
(2009). Autophagy regulates lipid metabolism. Nature 458, 1131–1135. doi: 
10.1038/nature07976

Slocombe, S. P., Zhang, Q., Ross, M., Anderson, A., Thomas, N. J., Lapresa, Á., 
et al. (2015). Unlocking nature’s treasure-chest: screening for oleaginous 
algae. Sci. Rep. 5:9844. doi: 10.1038/srep09844

Taleb, A., Kandilian, R., Touchard, R., Montalescot, V., Rinaldi, T., Taha, S., 
et al. (2016). Screening of freshwater and seawater microalgae strains in 
fully controlled photobioreactors for biodiesel production. Bioresour. Technol. 
218, 480–490. doi: 10.1016/j.biortech.2016.06.086

Wang, L., Zhou, J., Yan, S., Lei, G., Lee, C. H., and Yin, X. M. (2017). Ethanol-
triggered lipophagy requires SQSTM1  in AML12 hepatic cells. Sci. Rep. 
7:12307. doi: 10.1038/s41598-017-12485-2

Yamaguchi, M., Noda, N. N., Nakatogawa, H., Kumeta, H., Ohsumi, Y., and 
Inagaki, F. (2010). Autophagy-related protein 8 (Atg8) family interacting 
motif in Atg3 mediates the Atg3-Atg8 interaction and is crucial for the 
cytoplasm-to-vacuole targeting pathway. J. Biol. Chem. 285, 29599–29607. 
doi: 10.1074/jbc.M110.113670

Yoshimoto, K., Takano, Y., and Sakai, Y. (2010). Autophagy in plants and 
phytopathogens. FEBS Lett. 584, 1350–1358. doi: 10.1016/j.febslet.2010.01.007

Yuan, W., Tuttle, D. L., Shi, Y. J., Ralph, G. S., and  Dunn, W. A. Jr. (1997). 
Glucose-induced microautophagy in Pichia pastoris requires the alpha-subunit 
of phosphofructokinase. J. Cell Sci. 110, 1935–1945.

Zhao, L., Dai, J., and Wu, Q. (2014). Autophagy-like processes are involved 
in lipid droplet degradation in Auxenochlorella protothecoides during the 
heterotrophy-autotrophy transition. Front. Plant Sci. 5:400. doi: 10.3389/
fpls.2014.00400

https://www.frontiersin.org/journals/plant-science
www.frontiersin.org
https://www.frontiersin.org/journals/plant-science#articles
https://doi.org/10.1111/j.1365-313X.2008.03492.x
https://doi.org/10.1111/j.1365-313X.2008.03492.x
https://doi.org/10.1038/35044114
https://doi.org/10.1105/tpc.16.00637
https://doi.org/10.1104/pp.110.158519
https://doi.org/10.1093/pcp/pcy193
https://doi.org/10.1016/j.biortech.2014.04.045
https://doi.org/10.1016/j.biortech.2014.04.045
https://doi.org/10.1104/pp.111.181784
https://doi.org/10.1104/pp.111.181784
https://doi.org/10.1007/s11103-011-9843-4
https://doi.org/10.1083/jcb.151.2.263
https://doi.org/10.1146/annurev.cellbio.15.1.1
https://doi.org/10.1146/annurev.cellbio.15.1.1
https://doi.org/10.1111/tpj.13498
https://doi.org/10.1074/jbc.M111889200
https://doi.org/10.4161/auto.28279
https://doi.org/10.1089/rej.2005.8.3
https://doi.org/10.1126/sciadv.1601470
https://doi.org/10.1126/sciadv.1601470
https://doi.org/10.1016/j.bjoms.2017.08.058
https://doi.org/10.3389/fpls.2016.00999
https://doi.org/10.1038/26506
https://doi.org/10.1146/annurev-cellbio-092910-154005
https://doi.org/10.1093/jxb/erv226
https://doi.org/10.1105/tpc.106.041277
https://doi.org/10.1111/j.1365-313X.2005.02498.x
https://doi.org/10.1091/mbc.E02-08-0483
https://doi.org/10.1091/mbc.E02-08-0483
https://doi.org/10.1111/j.1365-313X.2005.02650.x
https://doi.org/10.1074/jbc.M300826200
https://doi.org/10.1002/hep.27667
https://doi.org/10.1002/hep.27667
https://doi.org/10.1242/jcs.154716
https://doi.org/10.1083/jcb.201306140
https://doi.org/10.1016/j.jplph.2016.11.008
https://doi.org/10.1016/j.jplph.2016.11.008
https://doi.org/10.3389/fpls.2015.00664
https://doi.org/10.1038/nature07976
https://doi.org/10.1038/srep09844
https://doi.org/10.1016/j.biortech.2016.06.086
https://doi.org/10.1038/s41598-017-12485-2
https://doi.org/10.1074/jbc.M110.113670
https://doi.org/10.1016/j.febslet.2010.01.007
https://doi.org/10.3389/fpls.2014.00400
https://doi.org/10.3389/fpls.2014.00400


Yoshitake et al. Autophagy in Triacylglycerol Degradation

Frontiers in Plant Science | www.frontiersin.org 6 June 2019 | Volume 10 | Article 709

Zolman, B. K., Silva, I. D., and Bartel, B. (2001). The Arabidopsis pxa1 mutant is 
defective in an ATP-binding cassette transporter-like protein required for peroxisomal 
fatty acid β-oxidation. Plant Physiol. 127, 1266–1278. doi: 10.1104/pp.010550

Conflict of Interest Statement: The authors declare that the research was conducted 
in the absence of any commercial or financial relationships that could be construed 
as a potential conflict of interest.

Copyright © 2019 Yoshitake, Ohta and Shimojima. This is an open-access 
article distributed under the terms of the Creative Commons Attribution License 
(CC BY). The use, distribution or reproduction in other forums is permitted, 
provided the original author(s) and the copyright owner(s) are credited and 
that the original publication in this journal is cited, in accordance with accepted 
academic practice. No use, distribution or reproduction is permitted which 
does not comply with these terms.

https://www.frontiersin.org/journals/plant-science
www.frontiersin.org
https://www.frontiersin.org/journals/plant-science#articles
https://doi.org/10.1104/pp.010550
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/

	Autophagy-Mediated Regulation of Lipid Metabolism and Its Impact on the Growth in Algae and Seed Plants
	Introduction
	TAG Degradation via 
the β-Oxidation Pathway
	TAG Degradation via Autophagy in Algae and Seed Plants
	Conclusion
	Author Contributions

	References

