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A Correction on
Proteomic analysis of silk fibroin reveals diverse biological function of
different degumming processing from different origin

by Wang Y, Liang Y, Huang J, Gao Y, Xu Z, Ni X, Yang Y, Yang X and Zhao Y (2022). Front. Bioeng.
Biotechnol. 9:777320. doi: 10.3389/fbioe.2021.777320

In the published article, there was an error in Figure 4 as published. The images were
mistakenly selected from a different experimental condition than the one described in the
corresponding figure legend and main text. The error occurred during the figure assembly
process, as the original image files for multiple experimental conditions were stored in the
same folder without distinct subcategorization. The corrected Figure 4 and its caption
appear below.

The authors apologize for this error and state that this does not change the scientific
conclusions of the article in any way. The original article has been updated.

Publisher’s note

All claims expressed in this article are solely those of the authors and do not necessarily
represent those of their affiliated organizations, or those of the publisher, the editors and the
reviewers. Any product that may be evaluated in this article, or claim that may be made by
its manufacturer, is not guaranteed or endorsed by the publisher.

OPEN ACCESS

EDITED AND REVIEWED BY

Candan Tamerler,
University of Kansas, United States

*CORRESPONDENCE

Yumin Yang,
yangym@ntu.edu.cn

Xiaoming Yang,
sammy@ntu.edu.cn

Yahong Zhao,
Zhaoyh108@ntu.edu.cn

RECEIVED 24 April 2025
ACCEPTED 26 May 2025
PUBLISHED 12 June 2025

CITATION

Wang Y, Liang Y, Huang J, Gao Y, Xu Z, Ni X,
Yang Y, Yang X and Zhao Y (2025) Correction:
Proteomic analysis of silk fibroin reveals diverse
biological function of different degumming
processing from different origin.
Front. Bioeng. Biotechnol. 13:1612862.
doi: 10.3389/fbioe.2025.1612862

COPYRIGHT

© 2025 Wang, Liang, Huang, Gao, Xu, Ni, Yang,
Yang and Zhao. This is an open-access article
distributed under the terms of the Creative
Commons Attribution License (CC BY). The use,
distribution or reproduction in other forums is
permitted, provided the original author(s) and
the copyright owner(s) are credited and that the
original publication in this journal is cited, in
accordance with accepted academic practice.
No use, distribution or reproduction is
permitted which does not comply with these
terms.

Frontiers in Bioengineering and Biotechnology frontiersin.org01

TYPE Correction
PUBLISHED 12 June 2025
DOI 10.3389/fbioe.2025.1612862

https://www.frontiersin.org/articles/10.3389/fbioe.2025.1612862/full
https://www.frontiersin.org/articles/10.3389/fbioe.2025.1612862/full
https://www.frontiersin.org/articles/10.3389/fbioe.2025.1612862/full
https://www.frontiersin.org/articles/10.3389/fbioe.2025.1612862/full
https://www.frontiersin.org/articles/10.3389/fbioe.2025.1612862/full
https://doi.org/10.3389/fbioe.2021.777320
https://doi.org/10.3389/fbioe.2021.777320
https://doi.org/10.3389/fbioe.2021.777320
https://crossmark.crossref.org/dialog/?doi=10.3389/fbioe.2025.1612862&domain=pdf&date_stamp=2025-06-12
mailto:yangym@ntu.edu.cn
mailto:yangym@ntu.edu.cn
mailto:sammy@ntu.edu.cn
mailto:sammy@ntu.edu.cn
mailto:Zhaoyh108@ntu.edu.cn
mailto:Zhaoyh108@ntu.edu.cn
https://doi.org/10.3389/fbioe.2025.1612862
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/bioengineering-and-biotechnology
https://www.frontiersin.org
https://www.frontiersin.org/journals/bioengineering-and-biotechnology
https://www.frontiersin.org/journals/bioengineering-and-biotechnology#editorial-board
https://www.frontiersin.org/journals/bioengineering-and-biotechnology#editorial-board
https://doi.org/10.3389/fbioe.2025.1612862


FIGURE 4
Viability of Schwann cells on different samples. Images of calcein-AM/propidium iodide (PI) double-staining: (A) control, (B) JS-0.05, (C) JS-0.5, (D)
ZJ-0.05, and (E) ZJ-0.5. Scale bar, 50 mm. Green fluorescence indicates live cells stained with calcein-AM and red fluorescence indicates dead cells
stained with PI. Scale bar, 200 μm. (F) CCK-8 test of Schwann cells.
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