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In the original article, Figures 1, 2 were published in the incorrect order. The corrected order of the figures appears below.


[image: Figure 1]
FIGURE 1. Manhattan Plot for LDL cholesterol variability by SD.
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FIGURE 2. LocusZoom plot showing the region associated with LDL cholesterol variability near rs662799 (APOA5 gene).


The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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