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A Corrigendum on
Single-cell RNA sequencing reveals the difference in human normal and
degenerative nucleus pulposus tissue profiles and cellular interactions

by LiZ, Ye D, Dai L, XuY, Wu H, Luo W, Liu Y, Yao X, Wang P, Miao H, Xu J and Liang W (2022). Front.
Cell Dev. Biol. 10:1051707. doi: 10.3389/fcell.2022.1051707

In the published article, there was an error in the Data availability statement. The correct
Data Availability statement appears below.

“Supplemental material for this article can be found at https://www.ncbi.nlm.nih.gov/geo/
query/acc.cgitacc=GSE205535.”

The authors apologize for this error and state that this does not change the scientific
conclusions of the article in any way. The original article has been updated.
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