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A Corrigendum on
The m6A-methylated mRNA pattern and the activation of the Wnt signaling
pathway under the hyper-m6A-modifying condition in the keloid

by Lin C-X, Chen Z-J, Peng Q-L, Xiang K-R, Xiao D-Q, Chen R-X, Cui T, Huang Y-S and Liu H-W
(2022). Front. Cell Dev. Biol. 10:947337. doi: 10.3389/fcell.2022.947337

In the published article, there was an error in affiliation 1. Instead of “Key Laboratory of
Regenerative Medicine, Ministry of Education, Department of Plastic Surgery, The First
Affiliated Hospital of Jinan University, Guangzhou, China”, it should be “Department of
Plastic Surgery of the First Affiliated Hospital of Jinan University, Institute of New Technology
of Plastic Surgery of Jinan University, Key Laboratory of Regenerative Medicine of Ministry of
Education, Guangzhou, China.”

The authors apologize for this error and state that this does not change the scientific
conclusions of the article in any way. The original article has been updated.
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