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A Corrigendum on 


Phylogenetic analysis of the viral proteins VP4/VP7 of circulating human rotavirus strains in China from 2016 to 2019 and comparison of their antigenic epitopes with those of vaccine strains
 by Mao T, Wang M, Wang J, Ma Y, Liu X, Wang M, Sun X, Li L, Li H, Zhang Q, Li D and Duan Z (2022). Front. Cell. Infect. Microbiol. 12:927490. doi: 10.3389/fcimb.2022.927490





Incorrect affiliation

In the published article, there was an error in affiliation(s) 1. Instead of Key Laboratory for Medical Virology and Viral Diseases, National Institute for Viral Disease Control and Prevention, National Health Commission of the Peoples Republic of China, Beijing, China, it should be NHC Key Laboratory for Medical Virology and Viral Diseases, National Institute for Viral Disease Control and Prevention, Chinese Center for Disease Control and Prevention, Beijing, China.

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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