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Incorrect data availability statement

In the published article, there was an error in the Data Availability statement. The original Data Availability statement: The original contributions presented in the study are included in the article/supplementary material. Further inquiries can be directed to the corresponding authors.

The correct Data Availability statement appears below.





Data availability statement

The datasets presented in this study can be found in online repositories. The names of the repository/repositories and accession number(s) can be found at https://ngdc.cncb.ac.cn/omix/, OMIX006862.

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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