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14:1379790. doi: 10.3389/fcimb.2024.1379790
In the published article, there was an error in the Funding statement. The Funding

statement for the National Research Foundation of Korea (NRF) grant funded by the Korea

government (Ministry of Science and ICT) was displayed as “NRF-2023R1A2C300768”.

The correct Funding statement appears below.

“The author(s) declare financial support was received for the research, authorship, and/

or publication of this article. This research was supported by a grant from Seoul national

university Hospital R&D Foundation in the Republic of Korea, Collaborative Research

Program of SNU Boramae Medical Center and Basic Medical Science from Seoul National

University College of Medicine, and the National Research Foundation of Korea (NRF)

grant funded by the Korea government (Ministry of Science and ICT). Funder: Seoul

national university Hospital R&D Foundation, Award Number: 800–20220003, Grant

Recipient: JHK. Funder: SNU Boramae Medical Center and Basic Medical Science from

Seoul National University College of Medicine, Award Number: 800–20220002, Grant
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Min et al. 10.3389/fcimb.2024.1502072
Recipient: JWK. Funder: National Research Foundation of Korea

(NRF) grant funded by the Korea government (Ministry of Science

and ICT), Award Number: NRF-2023R1A2C3007686, Grant

Recipient: JHK.”

The authors apologize for this error and state that this does not

change the scientific conclusions of the article in any way. The

original article has been updated.
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