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The dynamic O-linked-N-acetylglucosamine posttranslational modification of

nucleocytoplasmic proteins has emerged as a key regulator of diverse cellular processes

including several hallmarks of cancer. However, the role played by this modification in the

establishment of CSC phenotype has been poorly studied so far and remains unclear.

In this study we confirmed the previous reports showing that colon cancer cells exhibit

higher O-GlcNAc basal levels than non-malignant cells, and investigated the role played

by O-GlcNAcylation in the regulation of CSC phenotype. We found that the modification

of O-GlcNAcylation levels by pharmacological inhibition of the O-GlcNAc-transferase

enzyme that adds O-GlcNAc (OGT), but not of the enzyme that removes it (OGA),

increased the expression of all stem cell markers tested in our colon malignant cell

lines, and induced the appearance of a double positive (CD44+/CD133+) small stem

cell-like subpopulation (which corresponded to 1–10%) that displayed very aggressive

malignant phenotype such as increased clonogenicity and spheroid formation abilities in

3D culture. We reasoned that OGT inhibition would mimic in the tumor the presence of

severe nutritional stress, and indeed, we demonstrated that nutritional stress reproduced

in colon cancer cells the effects obtained with OGT inhibition. Thus, our data strongly

suggests that stemness is regulated by HBP/O-GlcNAcylation nutrient sensing pathway,

and that O-GlcNAc nutrient sensor represents an important survival mechanism in

cancer cells under nutritional stressful conditions.

Keywords: colon cancer, O-GlcNAc, cancer stem cells, stemness, OGT, OGA

INTRODUCTION

Colorectal cancer (CRC) is one of the most prevalent cancers and is a leading cause of cancer
mortality worldwide. It is well-known that tumors are formed by different cells, and that among
them, the cancer stem cell (CSC) subpopulation are proposed to be responsible for tumor
initiation, drug and radiation resistance, invasive growth, metastasis, and tumor relapse (1). Several
colorectal CSC markers have been reported to date, including CD133, CD44, CD24, CD166, and
leucine-rich repeat-containing G-protein-coupled receptor 5 (LGR5) (1, 2). In addition, the CD44
isoform containing variant exon v6 (CD44v6) has been reported to play an important role in the
progression, metastasis, and prognosis of CRC (3, 4).
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O-linked β-N-acetylglucosamine (O-GlcNAc) protein
modification has emerged as a critical regulator of diverse cellular
processes, but its role in stem cells (SCs) and pluripotency has
been poorly investigated so far and remains unclear. In this
respect, several studies have suggested that O-GlcNAcylation
promotes SC maintenance, and decrease in O-GlcNAcylation
may be required for SC differentiation (5). Surprisingly, this
highly dynamic modification of proteins is regulated only by
two enzymes: the O-GlcNAc transferase (OGT), which adds
the residue and the O-GlcNAcase (OGA), which removes
it. Increased OGT activity has been shown to contribute to
maintenance of stemness and to prevent differentiation to
specific tissue types (6, 7). In addition, it has also been reported
that increased OGT activity affects transcriptional activity of
Sox2 and Oct4 SCmarker proteins to maintain genomic stability,
thereby maintaining self-renewal (5, 8).

Growth and proliferation of cancer cells tightly depend
on their nutritional environment, particularly on glucose
availability. It is well- known that SCs originating in
hypoxic niches reprogram their metabolism from oxidative
phosphorylation to aerobic glycolysis to increase glycolytic
activity even in the presence of oxygen (Warburg effect).
Glutamine is also taken up actively in embryonic SCs (9).
However, even though the contribution of the metabolic
and nutrient sensing pathways to stemness maintenance is
recognized, there is very little understanding of the molecular
mechanisms that link stemness to the nutrient-sensing pathways
(7). However, among these, the hexosamine biosynthesis
pathway (HBP) is probably most relevant. This pathway,
which is triggered by increased glucose uptake, is helpful in
biosensing glucose and routing it through a shunt pathway
to make UDP-N-Acetyl glucosamine (UDP-GlcNAc) which is
utilized for O- GlcNAc modification of cytosolic, nuclear and
mitochondrial proteins (7). In this respect, it is well-known
that O-GlcNAcylation adjusts protein function according to
the nutritional status of the cell. Remarkably, increased glucose
uptake has been demonstrated that leads to increased OGT
activity (7, 8), and may be instrumental in regulating self-renewal
not only in embryonic and hematopoietic SCs but also in CSCs.
In this study we investigated the role played by O-GlcNAcylation
in the establishment of CSC cell phenotype. Our data indicate
that stemness is regulated by HBP/O-GlcNAcylation nutrient
sensing pathway, and that O-GlcNAc nutrient sensor represents
an important survival mechanism in cancer cells under
nutritional stressful conditions.

MATERIALS AND METHODS

Reagents and Antibodies
The following antibodies were used in the experiments:
allophycocyanin (APC)-conjugated mouse anti-CD44 from BD
Biosciences, phycoerythrin (PE)-conjugated mouse anti-CD133
from Miltenyi Biotec, rabbit anti-CD44, rabbit anti-CD133, and
mouse anti-OGT fromAbcam, Alexa 647-conjugated rabbit anti-
mouse from Invitrogen; rabbit anti-β-tubulin from Cell Signaling
Technology (Danvers, MA, USA); Alexa 488-conjugated goat
anti-rabbit from Molecular Probes, Inc., (Eugene, OR, USA),

mouse anti-O-GlcNAc (RL2) from Thermo Fisher Scientific;
mouse anti-GAPDH from Santa Cruz Biotechnoloigy Inc (Sta.
Cruz, CA, USA).

Cell Lines
Primary SW480 and its derivative metastatic SW620 colorectal
cell lines, express a truncated version of APC (Adenomatous
polyposis coli), have constitutively active Wnt signaling and
are prototype of KRAS-driven cancer cells (KRAS G12V, APC
A1457T/K1462R, FGFR3 S400R, TP53 R273H, and STK11 G58S
mutations) (10). These cancer cell lines and the non-malignant
112CoN colon cell line used here were purchased from American
Type Culture Collection (ATCC; Manassas, VA, USA) and
were authenticated in June 2017 by Short Tandem Repeat
DNA profiling performed at the Instituto Nacional de Medicina
Genómica (INMEGEN) in Mexico City.

Cell Culture
112CoN cells were maintained in Dulbecco’s Modified Eagle’s
medium (DMEM) supplemented with 10% (v/v) fetal bovine
serum (FBS), antibiotics (120 mg/ml penicillin and 200 mg/ml
streptomycin) and 2mM L-glutamine. SW480 and SW620
cells were maintained in DMEM F-12 supplemented with
5% (v/v) FBS, antibiotics and 2mM glutamine. All cells
were cultured in a humidified 5% (v/v) CO2 incubator at
37◦C. For starvation cells were washed twice with phosphate-
buffered saline (PBS, GIBCO/Invitrogen) and placed in HBSS
buffer (GIBCO/Invitrogen).

Western Blotting
Protein samples (30 µg) were separated by 10% SDS-
PAGE followed by electrophoretic transfer onto nitrocellulose
membranes (Bio-Rad, Hercules, CA, USA). Themembranes were
blocked with 5% (w/v) non-fat dry milk and incubated overnight
at 4◦C with the corresponding primary antibody. Detection was
performed using the SuperSignal Kit (Pierce) with a horseradish
peroxidase-conjugated second antibody. Actin or β-tubulin were
used as control for equal loading.

Immunofluorescence and Confocal
Microscopy
Cells were seeded into 8-chamber culture slides (LabTek R©) at 5
× 104 cells/ml per chamber overnight. Then, samples were fixed
with 1% (w/v) of paraformaldehyde in PBS for 10min at room
temperature (RT). Fixed cells were washed with PBS and cell
permeabilization were performed with 1% (v/v) Triton X-100 in
PBS for 5min. Unspecific interaction sites were blocked with 3%
(w/v) BSA/PBS. After washing, the slides were incubated with
anti-O-GlcNAc, anti-CD133 or anti-CD44 primary antibodies
(Abcam) diluted in 1% (m/v) BSA/PBS overnight at 4◦C in
darkness. Cells were washed with PBS, followed by incubation
with secondary Alexa Fluor 647-conjugated goat anti-rabbit or
Alexa 488-conjugated goat anti-mouse antibodies (Invitrogen)
for 2 h at RT. Chambers were incubated with DAPI (SIGMA
Aldrich) in PBS for 5min at RT. After washing three times
with PBS, the slides were mounted with Vectorshield R© (Vector
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Labs, CA). Cells were examined under a Nikon A1R+ STORM
confocal microscopy. Pictures were analyzed with ImageJ.

Flow Cytometry
For membrane staining of CD44 and CD133, 1 × 104 cells were
detached with EDTA-PBS 10mM solution, scraped gently and
collected by centrifugation at 500 g. Pellet were washed twice
with PBS and samples were incubated with anti-CD44-APC
coupled (BD Bioscience), anti-CD133-PE-coupled (Myltenyi), or
with a mix of CD44/CD133 during 20min at 4◦C in darkness.
Then, PBS were added and cells were newly centrifuged. Finally,
samples were analyzed with an Attune R© cytometer.

For intracellular staining of OGT and O-GlcNAc, cells were
detached in the same way but immediately they were fixed with
1% (m/v) of paraformaldehyde in PBS for 10min at 4◦C. Fixed
cells were permeabilized with absolute methanol for 20min on
ice and unspecific interaction sites were blocked with 3% (m/v)
BSA in PBS. Anti O-GlcNAc (RL2) or anti-OGT antibodies were
added during 30min at 4◦C in darkness. Cells were washed one
time and incubated with FITC-coupled anti-mouse or FITC-
coupled anti-rabbit secondary antibodies. Cell were washed one
timewith PBS. Finally, samples were analyzedwith a FACScalibur
cytometer. All data were analyzed by FlowJo X software.

Cell Sorting
As in flow cytometry, cells were detached in the same conditions.
Samples were incubated with APC-conjugated anti CD44
(BD Bioscience), PE-conjugated anti-CD133 or a mix of ant-
CD44/CD133 during 20min at 4◦C in darkness. Cells were
washed. Samples were filtrated and collected in special cell
cytometry sterile tubes. Cell sorting was performed to separate
CD44+, CD133+ or CD44+/CD133+ (double positive) cells in a
MoFlow Sorter. Later cells were seeded in different culture media
types (DMEMF-12 with 5% (v/v) FBS, colony formation medium
with ITS, or 3D culture media).

Pharmacological Inhibitions
8 × 105 cells were seeded in 6 -well culture plaques and
incubated overnight. Then, for inhibition of OGT, cells were
incubated 24 h in the absence (vehicle DMSO) or presence of
Ac5SGlcNAc (50µM final dilution), and for inhibition of OGA,
were incubated 24 h in the absence (vehicle DMSO) or presence
of Thiamet-G (1µMfinal dilution). Cells were incubated at 37◦C,
and pictures of cell cultures for each treatment were taken at
the end of incubation periods. The cells were then collected to
perform flow cytometry and tomake lysates forWestern blotting.

Apoptosis
Apoptosis was measured using the Annexin-V-FLUOS Staining
Kit (Sigma-Aldrich) as recommended by the manufacturer’s
instructions. Briefly, after 24 h of incubation with Ac5sGlcNAc
or ThiametG, cells were gently scraped (we did no use trypsin
to detach cells to avoid the unspecific exposure of Annexin
V), centrifuged and washed twice in PBS. Annexin V-FITC in
the staining buffer and propidium iodide were added to cell
suspension and incubated for 10min at room temperature. Cell
were washed and analyzed with Attune Flow Cytometer.

Proliferation Assay
Proliferation was measured by labeling of cells with the
fluorescent dye Carboxyfluorescein Diacetate Succinimidyl Ester
(CFSE) to track generations of cells, since the associated
fluorescence signal decreases by half with each cell division cycle.
5 × 104 cells were incubated with CFSE (1µM) in PBS during
20min at 37◦C. Then, cells were centrifuged and seeded on 12-
well tissue culture plates. Cells were incubated in the absence
or presence of Ac5sGlcNAc or ThiametG 24 h, then collected,
centrifuged and analyzed by flow cytometry.

Colony Formation Assay
After cell sorting, 500 cells were seeded in 6- well culture
plaques with DMEM F-12 medium supplemented with insulin,
transferrin and Selenite grow supplement (1X). After 2 weeks,
pictures for each condition were taken and colonies on the plaque
were counted.

3D Culture
After cell sorting, 500 cells were seeded in 6- well ultra-low
attachment cell culture plaques with DMEM F-12 medium
containing B27 (2% v/v) and EGF (20ng/ml) per duplicate. After
3 weeks, pictures for each condition were taken, and spheroids
were collected to be lysed for Western blot analysis.

Statistical Analysis
The data are expressed as the mean± standard error of the mean
(SEM). Statistical data analysis was performed using Student’s
t-test or a one-way-ANOVA with Tukey’s multiple comparison
test. A value of p < 0.05 was considered statistically significant.

RESULTS

Expression Profile of Stem Cell Markers in
Colon Cancer Cells Changes During
Cancer Progression
Several colorectal CSC markers have been reported to date,
including CD133, CD44, CD24, CD166, and Lgr-5 (1, 2). CD44
isoform containing variant exon v6 (CD44v6) has also been
reported to play an important role in the progression, metastasis,
and prognosis of colorectal cancer (CRC) (3, 4). Because CD133
and CD44 have been widely validated as CSC markers in a
variety of solid tumors including colon cancer, we examined
their expression in human colon cancer cells. We selected as
a model the primary SW480 colon carcinoma cell line and its
derivative metastatic SW620 cell line which express a truncated
version of APC, have constitutively active Wnt signaling and
are prototype of KRAS-driven colon cancer cells in comparison
with the non-malignant colon cell line 112CoN (Figure 1).
Western blot analysis performed in total cells extracts shown
in Figure 1A, indicated that CD133 marker, which appears as
a doublet, is enriched in metastatic SW620 cells, while CD44,
also seen as a doublet, was found mainly expressed both in
non-malignant 112CoN cells and in primary cancer SW480
cells. The CD44 isoform, CD44v6, was found expressed only
in both cancer SW480 and SW620 cells. Interestingly, when we
analyzed the membrane expression of these stem cell markers
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by FACS (Figures 1B,C), we observed that neither CD133 nor
CD44 are expressed in non-malignant colon cells at the cell
membrane. In addition, we observed that SW480 cells only
express CD44/CD44v6 but do not express CD133. Remarkably,
SW620 cells, which are derived from a metastasis of the same
tumor from which the SW480 cells were derived, only express
CD133 and CD44v6, but do not longer express CD44. These
results indicate therefore that there must have been a change
in the expression profile of stem cell markers during malignant
progression. Moreover, although non-malignant cells contain
CD44, they do not express it at the cell membrane and in
contrast, a great proportion of the total CD44 expressed at the
cell membrane in SW480 cells corresponds to CD44v6, as shown
in Figure 1C.

Colon Cancer Cell Lines Have Increased
O-GlcNAcylation Levels Compared With
Non-malignant Colon Cells and
Perturbation of These Levels Increased the
Expression of Stem Cell Markers
Increased O-GlcNAcylation levels have been reported in
diverse types of cancers including colon cancer (10, 11). To
determine the levels of O-GlcNAcylation, OGT expression,
and OGA expression in colon cancer cells compared to non-
malignant colon cells, we performed FACS analysis, Western blot
analysis, and immunofluorescence assays. The results shown in
Figure 2A (FACS analysis), Figure 2B (Western blot analysis),
and Figure 2C (immunofluorescence assays) clearly indicated
that, as previously reported, the O-GlcNAcylation levels are
higher in colon cancer cells compared to non-malignant cells.
Consistent with this, Figures 2A,B show how the expression of
OGT, which adds O-GlcNAc, appears increased while that of
OGA, which removes it, appears diminished in colon malignant
cells, compared with the expression found in colon non-
malignant cells.

We next investigated the effects produced by perturbation
of O-GlcNAc levels on the expression of stem cell markers
CD44 and CD133 by pharmacological inhibition of OGT or
OGA in colon cancer cells. We first examined by Western blot
the effectiveness of the OGT inhibitor Ac5SGlcNAc (50µM) to
decrease O-GlcNAc levels on cells and of the OGA inhibitor
Thiamet-G (1µM) to increase O-GlcNAc levels (Figure 3). As
it can be observed in Figure 3A, as expected, when OGA was
inhibited, a global elevation of protein O-GlcNAcylation was
observed in both cancer cell lines, whereas inhibition of OGT
induced a strong decrease in O-GlcNAc levels compared with
controls in both cell lines. Pictures taken 24 h after incubation
of cells with the OGT or OGA inhibitors are shown in Figure 3B.
It is interesting to observe in this figure that in both cell lines
the inhibition of OGT, but not of OGA, produced a decrease
in the total number of cells seen in the pictures. Because the
decreased amount of cells could be caused by a decrease in the
proliferation rate or by an increase in the apoptotic cell death,
we decided to analyze the impact of the inhibition of OGT or
OGA on both processes in malignant cells. The results presented
in Figure 3C indicate that the OGT inhibition negatively affected

FIGURE 1 | Expression of CD133, CD44, and CD44v6 in normal and

colorectal cancer cell lines. (A) Western blot showing the expression of

CD133, CD44, and CD44v6 on total lysates of the cell lines. GAPDH were

used as a load control. The results shown are representative of at least three

independent experiments using different cell preparations. A densitometric

analysis of the expression levels found for each marker is shown at the right

and the data represent the means ± SEM from at least three independent

assays *p = 0.01; **p = 0.001. (B) Membrane expression of CD133+,

CD44+, and CD133+CD44+ subpopulations in 112CoN, SW480, and

SW620 cell lines. Acquisition of 1 × 104 events. Anti-CD133 –PE-coupled and

anti-CD44 –APC-coupled were used to stain proteins. MOFlow cytometer

were used to acquired samples. (C) Membrane expression of CD44v6 in

SW480 and SW620 cell lines. Acquisition of 1 × 104 events. CD44v6 and a

secondary antibody mouse anti-CD44v6 FITC-coupled were used to stain

proteins. FACScalibur cytometer were used to acquired samples.

the proliferation of both SW480 and SW620 malignant cells,
as reported before in other cancer cell types (10) and in colon
cancer cells (12). The inhibition is visualized in the figure as a
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FIGURE 2 | O-GlcNAcylation levels and OGT expression are higher in colon cancer cell lines compared with normal colon cell line while OGA expression diminished in

colon malignant cells compared with non-malignant ones. (A) Flow cytometry. The data represent the means ± SEM from at least three independent assays *p =

0.01; ***p = 0.001; ****p = 0.0001 compared with control 112CoN cells. (B) Western blot and (C) Immunofluoresce assay showing the different levels of

O-GlcNAcylation and OGT expression in each cell line. Normal cells: 112CoN, cancer cells: SW480 and SW620.

retention of the fluorescent compound CFSE in cells treated with
Ac5sGlcNAc because they did not proliferate, while in control
or in Thiamet-G - treated cells the fluorescence signal decreased
with each cell division cycle. In addition, neither the treatment
of cells with the OGT inhibitor nor with the OGA inhibitor

significantly affected the apoptosis rate of both SW480 or SW620
cells, as shown in Figure 3D.

We next investigated the effects of the modification of O-
GlcNAc levels on the expression of cancer stem cell markers
by FACS analysis. The results presented in Figure 4A clearly
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FIGURE 3 | Effects of the inhibition of OGT and OGA on the proliferation and apoptosis rates of SW480 and SW620 cells. Cells were incubated during 24 h in the

absence (vehicle) or presence of 50µM Ac5sGlcNAc to decrease the levels of O-GlcNAc, or in the absence (vehicle) or presence of 1µM Thiamet- G to inhibit OGA

and increase them (A) Western blotting showing the effectiveness of the inhibitors on GlcNAc cellular levels. (B) After 24 h, pictures of each treatment were taken with

a light microscopy, augmentation 40X. (C) Proliferation assays were performed by flow cytometry with CellTrace CFSE. Data represent the means ± SEM from at least

three independent assays **p = 0.001 (t-test) compared with control 112CoN cells. (D) Cell death was evaluated with the Annexin V-FITC Apoptosis Detection Kit.

Dotplots show early, late, necrosis or viable cells. The data represent the means ± SEM from at least three independent assays.

indicated that the inhibition of OGA did not affect the expression
profile of CD44 and CD133 stem cell markers in either SW480
cells or SW620 cells compared with control untreated cells.
However, and in clear contrast, the inhibition of OGT in the

metastatic SW620 cell line, induced the expression of CD44 and
an increase in CD133 expression. In addition, and remarkably,
OGT inhibition induced the appearance of a double positive
CD44+/CD133+ cell subpopulation in both primary SW480
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and metastatic SW620 cancer cell lines. Thus, these results
suggested that the inhibition of OGT increases the stemness in
colon cancer cells. Consistent with this, when we incubated both
control or treated cells with the OGT or the OGA inhibitors
in sphere formation and in clonogenic activity assays, only
the Ac5sGlcNAc-treated SW480 or SW620 cells formed well-
defined and condensed spheres as observed in Figure 4B, and the
clonogenic activity only increased in the OGT-inhibited cells, as it
can be seen in Figure 4C. Moreover, the analysis of the expression
of CD44 and CD133 stem cell markers by Western blotting
in both SW480 and SW620 control or treated cells showed a
significant increase in the CD44 and CD133 expression only in
the OGT-inhibited cells compared with the OGA-inhibited and
with control cells (Figure 4D).

Double Positive CD133/CD44 Stem
Subpopulations Induced as Result of OGT
Inhibition Display More Aggressive
Phenotype Compared With Single
Positive Subpopulations
The appearance of double positive CD133/CD44 cancer cells
has been characteristically found in several highly metastatic
tumors of colon, liver, pancreas, and gallbladder (13–19).
Therefore, we decided to investigate if this event correlated
with a change to a more aggressive malignant phenotype.
To this end, we analyzed the typical cancer stem cell traits
such as clonogenic and spheroid formation abilities in the
double positive CD44/CD133 cell subpopulations compared
with the single positive subpopulations obtained as result
of OGT inhibition. As depicted in Figure 5A, the stem cell
subpopulations found in each colon cell line after incubation
with the OGT inhibitor were isolated by FACS-cell sorting and
cultured for analysis of clonogenicity and of their ability to form
spheroids in 3D cultures. The results presented in Figure 5B

show that as expected, SW620 cells, which are metastatic,
clearly formed more colonies than primary SW480 cells. But
interestingly, when single positive stem marker subpopulation
was compared with double positive CD44/CD133 subpopulation
in each cell line, the double positive displayed an increased
clonogenicity ability, indicative of a more aggressive malignant
phenotype (Figure 5B). We also perfomed 3D culture in selective
media to induce colonosphere formation, and as shown in
Figure 5C, we observed that both subpopulation types in either
SW480 or SW620 cells had the ability to form spheres in
the selective medium. However, the double positive stem cell
subpopulation in either SW480 or SW620 cells formed much
bigger and condensed spheroids than single positive marker
subpopulations, particularly in the metastatic cell line SW620.
Finally, the evaluation of the levels of O-GlcNAcylation in
the isolated stem cell subpopulations derived from SW480 or
SW620 cells treated with OGT inhibitor (Figure 5D) showed
that whereas SW480 double positive stem cell subpopulation
displayed higher levels of O-GlcNAc compared with their single
marker counterparts, there was no significant change in the
O-GlcNAc levels found in SW620 double positive stem cells
compared with single positive stem cells. It must be taken into

account that after exposure of stressful conditions, and once
cells adapt to the growth conditions, the O-GlcNAc levels are
recuperated. However, it is interesting to note that.

Nutritional Stress Mimics OGT Inhibition
Effects in Cancer Stem Cell Expression
We found that the inhibition of OGT in both primary
and metastatic colon cancer cell lines induced not only an
increase in stem cell markers expression but also, induced
an aggressive phenotype associated with the appearance of
double positive stem cell markers subpopulations. Accumulating
experimental evidence has shown thatmicroenvironmental stress
signals in tumors drive phenotypic plasticity and invasion and
determine therapeutic outcome. Nutritional stress, particularly
glucose deprivation, would diminish UDP-GlcNAc availability
and as a consequence, O-GlcNAc intracellular levels. Thus, we
hypothesized that exposure of cells to nutritional stress would
mimic the effects of OGT inhibition. To this end, growth
medium from SW480 or SW620 cells was replaced with Hanks’
Balanced Salt Solution (HBSS) for 4, 8, 16, or 24 h (Figure 6).
Cells were then collected at these time points and assessed
for O-GlcNAcylation levels, OGT expression levels, and stem
cell markers expression by Western blot. Results presented in
Figure 6A clearly showed that in agreement with our hypothesis,
exposure of SW480 or SW620 cells to acute nutritional stress
mimicked the inhibition of OGT, since the total O-GlcNAcylation
levels and the OGT expression levels were both reduced in a
time-dependent manner, being greatly diminished after 16 and
24 h of incubation of cells in HBSS. In addition, results presented
in Figure 6B (CD133 expression), 6C (CD44 expression), and
6D (CD44v6 expression), show that indeed, nutritional stress
induced a general increase in stem cell marker expression both
in SW480 and SW620 cells compared with controls (time 0), that
was significant after 8 h of starvation. It is noteworthy that SW480
cells, which under normal culture conditions do not express
CD133 stem cell marker, under stressful conditions induce its
expression, in addition to increase CD44/CD44v6 expression in a
similar manner as when OGT is inhibited. Taken together, these
results confirmed that starvation increased the expression of stem
cell markers, reinforcing the notion that the activity of OGT is
closely integrated with the nutritional status of the cell, and that
increased O-GlcNAc levels appeared to be part of an endogenous
nutrient stress response that is linked to cell survival.

DISCUSSION

The presence of CSC subpopulations has been identified in nearly
all human malignancies. CD133, also called Prominin-1, is a
pentaspan transmembrane protein which has been used as a
biomarker to identify and isolate stem cells from cancer tissues,
including those emerging from colorectal mucosa. The presence
of CD133 positive cells have been associated with an aggressive
phenotype in several tumor types including CRC. Consistent
with this, it has been reported that the CD133+ subpopulation
is higher in liver metastasis than in primary colorectal tumors
(13). In addition, it has also been demonstrated that CD133+
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FIGURE 4 | Inhibition of OGT promoted changes in the expression of CD44+ CD133+ cancer stem cell markers. Cell were incubated 24 h in the absence (DMSO as

vehicle) or presence of 50 M Ac5sGlcNAc to decrease the levels of O-GlcNAc, or in the absence (vehicle DMSO) or presence of 1 M Thiamet G to inhibit OGA and

increase them. (A) After 24 h of inhibition, expression of CD44+ CD133+ and CD44+CD133+ subpopulations was evaluated by flow cytometry. The data represent

the means ± SEM from at least three independent assays *p = 0.01; **p = (t-test) compared with control. (B) Cells Spheroid culture. Total cell populations were

cultured in ultra-low adherence six-well plates with medium supplemented with EGF and B27. After 2 weeks of incubation pictures of the spheres were taken. (C)

Clonogenicity assay. Cells were cultured in DMEM F12 with ITS in the absence or presence of the OGT or OGA inhibitors to evaluate colony formation. Bar graphs

shown represent the mean ± SEM of three independent experiments. (D) Western blot showing the expression of CD133 and CD44 on total cell lysates of the

spheroid culture. GAPDH were used as a load control. The results shown are representative of at least three independent experiments using different cell preparations.

A densitometric analysis of the expression levels found for each marker is shown at the right and the data represent the means ± SEM from at least three independent

experiments. *p = 0.01; **p = 0.005; ***p = 0.001 (t-test) compared with control 112CoN non-malignant cells.
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FIGURE 5 | Double positive CD133/CD44 stem subpopulations induced as result of OGT inhibition display more aggressive phenotype compared with single positive

subpopulations. (A) Schematization of the experimental approach used. (B) Clonogenicity assay. Isolation by FACS of the single and double positive populations was

performed. Cells co-expressing CD44 and CD133 (marked in red) were isolated and grown under different culture conditions. Cells were cultured in DMEM F12 with

ITS to evaluate colony formation. Bar graphs shown represent the mean ±SEM of three independent experiments. *p = 0.01; **p = 0.001 (t-test) compared with

control. (C) Spheroid culture. Cells were cultured in ultra- low adherence 24-well plates with medium supplemented with EGF and B27. After 3 weeks of incubation

pictures of the spheres were taken. For comparison, cells expressing only one marker (CD44 for SW480 and CD133 for SW620) were cultured under the same

conditions. The spheres were lysed and levels of O-GlcNAc expression were evaluated. Isolation of cells by FACS -cell sorting was performed in MOFlow cytometer.

(D) The spheres were lysed and levels of O-GlcNAc expression were evaluated by Western blotting. GAPDH were used as a load control. The results shown are

representative of at least three independent experiments using different cell preparations. A densitometric analysis of the expression levels found is shown at the right

and the data represent the means ± SEM from at least three independent experiments. *p = 0.01 (t-test) compared with single positive CD44+ spheroids.
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FIGURE 6 | Nutritional stress mimics OGT inhibition effects in cancer stem cells expression. Growth medium from SW480, or SW620 cells, was replaced with Hanks’

Balanced Salt Solution (HBSS) for 4, 8, 16, or 24h. Cells were then collected at these time points and assessed for O-GlcNAcylation levels, OGT expression levels,

and stem cell markers expression by Western blot. (A) O-GlcNAcylation levels and OGT expression levels diminish in a time- dependent manner during incubation of

cells in HBSS. Results obtained for CD133 expression are shown in panel (B), CD44 expression in panel (C) and CD44v6 expression levels in panel (D). Results

shown represent the mean ±SEM of three independent experiments. *p = 0.01; **p = 0.001 (t-test) compared with control.
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cells show a high degree of chemoresistance (20, 21). It is
interesting to note that in agreement with this, in our study we
found that under normal culture conditions, primary SW480
colon cancer cells express the CD44 stem marker and do not
express CD133, whereas their derivative metastatic SW620 cell
line mainly expresses CD133.

CD44 is a transmembrane glycoprotein which has also
been identified as being expressed by many tumor CSCs. It
participates in a variety of biological functions such as cell
adhesion, tumor cell migration, growth, differentiation, survival,
or even in chemoresistance (3, 22, 23). However, CD44s is
the smallest and the standard isoform codified by 10 exons,
without products of variant additional exons, and the CD44
variants are isoforms expressing additional segments (v2–v10)
in the extracellular domain that are generated by alternative
splicing (4). Both the standard and the variants can all be
recognized by an antibody directed against the standard region
but importantly, the expression of CD44 variants has only
been found in cancer cells and has been reported as produced
during tumor progression (3, 4). Thus, different cells of a
tumor can express various, and possibly different sets of CD44
isoforms. In CRC the v6-containing isoform of CD44 is the most
frequently found to be associated with metastatic phenotype in
the literature (24). It was also found that CD44v6 is involved in
acquired drug resistance in CRC (4). According with this notion,
while the glandular epithelium of the large bowel expresses the
standard form of CD44 but not variant ones, in contrast, highly
dysplastic colorectal adenomas, primary and metastatic CRC,
express CD44v isoforms (3, 4). In agreement with this, here we
found that non-malignant fetal colon 112CoN cells express CD44
but do not express CD44v6, which we found only expressed in
colon malignant cells.

In this study we found that in colon cancer cells the inhibition
of OGT or the exposure of cells to an acute nutritional stress
mimicking the lack of OGT, induce the appearance of an
aggressive CD133/CD44 double positive CSC subpopulation. In
agreement with our results, these CD133+CD44+ cancer cells
have been characterized in several highly metastatic tumors
such as CRCs (13–16), HCCs (17), pancreatic cancers (18), and
gallbladder carcinoma (19). It has also been reported that in CRC
with early liver metastases, co- expression of CD133 and CD44 is
significantly higher when compared to those without early liver
metastases (15).

To date, the functions played by O-GlcNAcylation in stem
cells and pluripotency has been poorly investigated and remains
unclear. In this respect, Jang et al. (5) have shown that
blocking O-GlcNAcylation inhibited ESC self-renewal and the
efficiency of inducible pluripotent stem cells (iPSC) generation,
whereas increasing O-GlcNAcylation inhibited normal ESC
differentiation. Other authors have also shown that O-GlcNAc is
required for ESC survival, and that OGT knockout mouse shows
embryonic lethality (5, 25). In addition, experimental evidence
has revealed that O-GlcNAc controls pluripotency by directly
regulating transcriptional activities of core components of the
pluripotency network. Numerous stem cell factors have been
shown O-GlcNAcylated such as Oct4 (26) or Sox2 (5). Whereas,
the role of Sox2 O-GlcNAcylation is still unclear, Oct4 interacts

with OGT and is modified in order to regulate pluripotency gene
networks (26).

Here we investigated the effects produced by the modification
of O-GlcNAc levels on the expression of stem cell markers
CD44 and CD133 by pharmacological inhibition of OGT or
OGA, the enzymes which catalyze the addition and removal
of O-GlcNAc, respectively. A salient feature obtained here is
that we not only confirmed that O-GlcNAc serves as a nutrient
sensor and the activity of OGT is closely integrated with the
nutritional status of the cell, as previously reported in other
cell systems, but also that increased O-GlcNAc levels appeared
to be part of an endogenous stress response that is linked
to cell survival. In this respect, accumulating experimental
evidence has shown that O-GlcNAcylation acts as a nutrient
sensor that associates the glucose metabolic status with cellular
regulation of signal transduction, transcription, protein function
and differentiation (7, 27). As mentioned before, in cancer cells,
metabolism is dramatically altered compared with normal cells.
They reprogram their metabolism to undergo a high rate of
glycolysis and lactic acid fermentation, even under normoxic
conditions [Warburg effect (28)]. One consequence of these
changes is cellular addiction to glutamine, that in turn, increases
the flux through the hexosamine biosynthetic pathway (HBP).
Because HBP requires glucose, glutamine, fatty acids, and UTP,
is thereby positioned to integrate information on the availability
of nutrients (7, 10). Importantly, HBP produces the high-energy-
donor UDP- GlcNAc, which is the sugar donor involved in the
synthesis of other nucleotide sugars, complex glycosylation and
also utilized by OGT to modify target proteins (10, 27).

Increased OGT expression has been detected in numerous
cancers, including bladder cancer (29) and lung and colon
cancers (30). In addition, HBP enzymes have also been reported
to be over- expressed in human prostate cancer patients (10,
31). Here we confirmed that OGT is overexpressed in colon
cancer cells compared with non-malignant colon cells. When we
decreased O-GlcNAc levels as a result of OGT inhibition, we
observed, as previously reported, a decrease in cell survival, but
unexpectedly, we also observed that the decrease in O-GlcNAc
levels induced the appearance of an aggressive CD44+/CD133+
small subpopulation which in turn expressed high O-GlcNAc
levels. In this respect, we found that whereas SW620 double
positive stem cells displayed lower levels of O-GlcNAc levels
than single positive ones as expected, unexpectedly, SW480
double positive stem cell subpopulation displayed higher levels
of O-GlcNAc compared with their single marker counterparts.
But it must be taken into account that the O-GlcNAc levels
examined in the spheroids derived from the double positive
stem cells were obtained from 3-week old 3D spheroids cultures.
Thus, a decrease in O-GlcNAc levels would be expected to
happen only as result of starvation or if glucose were deprived
in tumor cells, but once they adapt to the growth conditions,
O-GlcNAc levels recuperate as a result of their metabolism.
However, it is interesting to note that these levels are lower in
the metastatic SW620 cells, compared with the primary SW480
cells from which they derived. Since a decrease in O-GlcNAc
levels would be expected to happen if glucose were deprived,
we reasoned that the exposure of cells to an acute nutritional
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stress would mimic the effects produced by OGT inhibition.
Indeed, our results confirmed that starvation increased the
expression of stem cell markers, reinforcing the notion that
the HBP pathway and OGT activity are intimately integrated
with the nutritional status of the cell and contribute to regulate
stemness maintenance.

In this work we also found that the increased O-GlcNAc
levels observed in colon cancer cells appeared to be part of
an endogenous nutrient stress response that is linked to cell
survival. In this respect, our data are consistent with the
notion thatO-GlcNAc modification of proteins is a metabolically
modulated signaling pathway that regulates cell function and
plays a particularly critical role in mediating the response of
cells to stress (32). Evidence of this was first reported in 2004,
by Zachara et al. when O-GlcNAc levels were shown to increase
in response to a diverse array of stress stimuli, and inhibition
of this response resulted in reduced cell survival (33). Other
authors have also shown that O-GlcNAc levels are increased
in response to stress, that augmentation of O-GlcNAc levels
conferred increased tolerance to stress (32), and that the acute
augmentation of this response is cytoprotective, even in the
cardiovascular system (32, 34). Therefore, our data support that
O-GlcNAcylation modification of proteins not only functions as
a nutrient status sensor which plays a critical role in stemness
maintenance, but also that it is an important mediator of the
response of cells to stressful conditions.

ETHICS STATEMENT

This work has been conducted following the ethical standards
according to the Declaration of Helsinki and according to

national and international guidelines and has been approved by
the Faculty of Medicine Ethical Committee from Universidad
Nacional Autónoma de México.

AUTHOR CONTRIBUTIONS

MR-F, TL, and GF-G conceived and designed the experiments.
GF-G, MC-P, and A-SV-E performed the experiments. MR-F, TL,
and GF-G analyzed the data. MR-F and TL contributed reagents,
materials, and analysis tools. MR-F wrote the manuscript.

FUNDING

This research was supported by grants from Universidad
Nacional Autónoma de México (DGAPA-UNAM IN215514 and
IN225717) and from CONACYT (FOSSIS 2017-289600).

ACKNOWLEDGMENTS

We would like to thank the LABNALCIT-UNAM (CONACYT)
technical support in the acquisition and analysis of flow
cytometry samples, especially to MS Erick Christian Ivan
Espindola Arriaga. We want also thank to Dr. Miguel Tapia
Rodríguez from the Microscopy unit of IIB-UNAM and Dr.
Stephan Hardivillé from the University of Lille for the kindly
donation of Ac5SGlcNAc and Dr. Chan Lagadec from th Cell
Plasticity and Cancer team (INSERM U808) for helping in FACS
access. GF-G is a Ph.D. student in the Programa de Doctorado
en Ciencias Bioquímicas, Universidad Nacional Autónoma de
México (UNAM), and was granted with a Fellowship by DGAPA,
UNAM, Mexico and by CONACYT.

REFERENCES

1. Taniguchi H, Moriya C, Igarashi H, Saito A, Yamamoto H, Adachi Y,

et al. Cancer stem cells in human gastrointestinal cancer. Cancer Sci. (2016)

107:1556–62. doi: 10.1111/cas.13069

2. Kim ST, Sohn I, Do I-G, Jang J, Kim SH, Jung SH, et al. Transcriptome

analysis of CD133-positive stem cells and prognostic value of

survivin in colorectal cancer. Cancer Genomics Proteomics. (2014)

11:259–66. doi: 10.1016/S0959-8049(14)70327-2

3. Bánky B, Rásó-Barnett L, Barbai T, Tímár J, Becságh P, Rásó E.

Characteristics of CD44 alternative splice pattern in the course of

human colorectal adenocarcinoma progression. Mol Cancer. (2012)

11:83. doi: 10.1186/1476-4598-11-83

4. Lv L, Liu H-G, Dong SY, Yang F, Wang Q-X, Guo G-L, et al. Upregulation

of CD44v6 contributes to acquired chemoresistance via the modulation

of autophagy in colon cancer SW480 cells. Tumor Biol. (2015) 37:8811–

24. doi: 10.1007/s13277-015-4755-6

5. Jang H, Kim TW, Yoon S, Choi SY, Kang TW, Kim SY, et al. O-

GlcNAc regulates pluripotency and reprogramming by directly acting on core

components of the pluripotency network. Cell Stem Cell. (2012) 11:62–

74. doi: 10.1016/j.stem.2012.03.001

6. Ogawa M, Sawaguchi S, Kamemura K, Okajima T. Intracellular and

extracellular O-linked N-acetylglucosamine in the nervous system. Exp

Neurol. (2015) 274:166–74. doi: 10.1016/j.expneurol.2015.08.009

7. Sharma NS, Saluja AK, Banerjee S. Nutrient-sensing and self-

renewal: O-GlcNAc in a new role. J Bioenerg Biomembr. (2017)

50:205–11. doi: 10.1007/s10863-017-9735-7

8. Jeon JH, Suh HN, Kim MO, Ryu JM, Han HJ. Glucosamine- induced OGT

activation mediates glucose production through cleaved Notch1 and FoxO1,

which coordinately contributed to the regulation of maintenance of self-

renewal in mouse embryonic stem cells. Stem Cells Dev. (2014) 23:2067–

79. doi: 10.1089/scd.2013.0583

9. Marsboom G, Zhang GF, Pohl-Avila N, Zhang Y, Yuan Y, Kang H, et al.

Glutamine metabolism regulates the pluripotency transcription factor OCT4.

Cell Rep. (2016) 16:323–32. doi: 10.1016/j.celrep.2016.05.089

10. Itkonen HM, Gorad SS, Duveau DY, Martin SES, Barkovskaya

A, Bathen TF, et al. Inhibition of o-GlcNAc transferase activity

reprograms prostate cancer cell metabolism. Oncotarget. (2016)

7:12464–76. doi: 10.18632/oncotarget.7039

11. Fardini Y, Dehennaut V, Lefebvre T, Issad T. O-GlcNAcylation: a new cancer

hallmark? Front Endocrinol. (2013) 4:99. doi: 10.3389/fendo.2013.00099

12. Steenackers A, Olivier-Van Stichelen S, Baldini SF, Dehennaut V, Toillon RA,

Le Bourhis W, et al. Silencing the nucleocytoplasmic O-GlcNAc transferase

reduces proliferation, adhesion, and migration of cancer and fetal human

colon cell lines. Front Endocrinol. (2016) 7:46. doi: 10.3389/fendo.2016.00046

13. Li, Z. CD133: a stem cell biomarker and beyond. Exp Hematol Oncol. (2013)

2:17 doi: 10.1186/2162-3619-2-17

14. Chen KL, Pan F, Jiang H, Chen JF, Pei L, Xie FW, et al. Highly enriched

CD133(+)CD44(+) stem-like cells with CD133(+)CD44(high) metastatic

subset in HCT116 colon cancer cells. Clin Exp Metast. (2011) 28:751–

63. doi: 10.1007/s10585-011-9407-7

15. Huang X, Sheng Y, Guan M. Co-expression of stem cell genes CD133 and

CD44 in colorectal cancers with early liver metastasis. Surg Oncol. (2012)

21:103–7. doi: 10.1016/j.suronc.2011.06.001

Frontiers in Endocrinology | www.frontiersin.org 12 May 2019 | Volume 10 | Article 289

https://doi.org/10.1111/cas.13069
https://doi.org/10.1016/S0959-8049(14)70327-2
https://doi.org/10.1186/1476-4598-11-83
https://doi.org/10.1007/s13277-015-4755-6
https://doi.org/10.1016/j.stem.2012.03.001
https://doi.org/10.1016/j.expneurol.2015.08.009
https://doi.org/10.1007/s10863-017-9735-7
https://doi.org/10.1089/scd.2013.0583
https://doi.org/10.1016/j.celrep.2016.05.089
https://doi.org/10.18632/oncotarget.7039
https://doi.org/10.3389/fendo.2013.00099
https://doi.org/10.3389/fendo.2016.00046
https://doi.org/10.1186/2162-3619-2-17
https://doi.org/10.1007/s10585-011-9407-7
https://doi.org/10.1016/j.suronc.2011.06.001
https://www.frontiersin.org/journals/endocrinology
https://www.frontiersin.org
https://www.frontiersin.org/journals/endocrinology#articles


Fuentes-García et al. O-GlcNAc Levels Regulates Stemness

16. Bellizzi A, Sebastian S, Ceglia P, Centonze M, Divella R, Manzillo EF, et al.

Co-expression of CD133 (+)/CD44(+) in human colon cancer and liver

metastasis. J Cell Physiol. (2013) 228:408–15. doi: 10.1002/jcp.24145

17. Hou Y, Zou Q, Ge R, Shen F, Wang Y. The critical role of CD133(+)CD44

(+/high) tumor cells in hematogenous metastasis of liver cancers. Cell Res.

(2012) 22:259–72. doi: 10.1038/cr.2011.139

18. Wang D, Zhu H, Zhu Y, Liu Y, Shen H, Yin R, et al. CD133(+)/CD44

(+)/Oct4(+)/Nestin(+) stem-like cells isolated from Panc-1 cell line may

contribute to multi-resistance and metastasis of pancreatic cancer. Acta

Histochem. (2013) 115:349–56. doi: 10.1016/j.acthis.2012.09.007

19. Shi C, Tian R, Wang M, Wang X, Jiang J, Zhang Z, et al. CD44+ CD133+

population exhibits cancer stem cell-like characteristics in human gallbladder

carcinoma. Cancer Biol Ther. (2010) 10:1182–90. doi: 10.4161/cbt.10.11.

13664

20. Zhang Q, Shi S, Yen Y, Brown J, Ta JQ, Le AD. A subpopulation of

CD133 (+) cancer stem-like cells characterized in human oral squamous cell

carcinoma confer resistance to chemotherapy. Cancer Lett. (2010) 289:151–

60. doi: 10.1016/j.canlet.2009.08.010

21. Angelastro JM, Lame M. Overexpression of CD133 promotes drug

resistance in C6 glioma cells. Mol Cancer Res. (2010) 8:1105–15.

doi: 10.1158/1541-7786.MCR-09-0383

22. Tumor M, Lilly P, Bourguignon W. CD44 in cancer progression:

adhesion. Migr Growth Regul. (2004) 35:211–31. doi: 10.1023/

B:HIJO.0000032354.94213.69

23. Kuhn S, Koch M, Nübel T, Ladwein M, Antolovic D, Klingbeil P, et al.

A complex of EpCAM, claudin-7, CD44 variant isoforms, and tetraspanins

promotes colorectal cancer progression. Mol Cancer Res. (2007) 5:553–

67. doi: 10.1158/1541-7786.MCR-06-0384

24. Reeder JA, Gotley DC, Walsh MD, Fawcett J, Antalis TM. Expression of

antisense CD44 variant 6 inhibits colorectal tumor metastasis and tumor

growth in a wound environment expression of antisense CD44 variant

6 inhibits colorectal tumor metastasis and tumor growth in a wound

environment1. Cancer Res. (1998) 58:3719–26.

25. Shafi R, Iyer SP, Ellies LG, O’Donnell N, Marek KW, Chui D, et al. The O-

GlcNAc transferase gene resides on the X chromosome and is essential for

embryonic stem cell viability and mouse ontogeny. Proc. Natl. Acad. Sci. USA.

(2000) 97:5735–9. doi: 10.1073/pnas.100471497

26. Pardo M, Lang B, Yu L, Prosser H, Bradley A, Babu MM, et al. An expanded

Oct4 interaction network: implications for stem cell biology, development,

and disease. Cell Stem Cell. (2010) 6:382–95. doi: 10.1016/j.stem.2010.

03.004

27. Olivier-Van Stichelen S, Hanover JA. You are what you eat: O-linked N-

acetylglucosamine in disease, development and epigenetics. Curr Opin Clin

Nutr Metab Care. (2015) 18:339–45. doi: 10.1097/MCO.0000000000000188

28. Warburg O. On the origin of cancer cells. Science. (1956) 123:309–

14. doi: 10.1126/science.123.3191.309

29. Rozanski W, Krzeslak A, Forma E, Brys M, Blewniewski M, Wozniak P, et al.

Prediction of bladder cancer based on urinary content of MGEA5 and OGT

mRNA level. Clin Lab. (2012) 58:579–83.

30. Mi W, Gu Y, Han C, Liu H, Fan Q, et al. O-GlcNAcylation is a novel

regulator of lung and colon cancer malignancy. Biochim Biophys Acta. (2011)

1812:514–9. doi: 10.1016/j.bbadis.2011.01.009

31. Itkonen HM, Engedal N, Babaie E, Luhr M, Guldvik IJ, Minner S,

et al. UAP1 is overexpressed in prostate cancer and is protective

against inhibitors of N-linked glycosylation. Oncogene. (2015) 34:3744–

5032. doi: 10.1038/onc.2014.307

32. Chatham JC, Marchase RB. Protein O-GlcNAcylation: a critical regulator

of the cellular response to stress. Curr Signal Transduct Ther. (2010) 5:49–

59. doi: 10.2174/157436210790226492

33. Zachara NE, O’Donnell N, Cheung WD, Mercer JJ, Marth JD, Hart GW.

Dynamic O-GlcNAc modification of nucleocytoplasmic proteins in response

to stress. A survival response of mammalian cells. J Biol Chem. (2004)

279:30133–42. doi: 10.1074/jbc.M403773200

34. Liu J, Pang Y, Chang T, Bounelis P, Chatham JC, Marchase RB. Increased

hexosamine biosynthesis and protein O-GlcNAc levels associated with

myocardial protection against calcium paradox and ischemia. J. Mol. Cell

Cardiol. (2006) 40:303–12. doi: 10.1016/j.yjmcc.2005.11.003

Conflict of Interest Statement: The authors declare that the research was

conducted in the absence of any commercial or financial relationships that could

be construed as a potential conflict of interest.

The reviewer EZ declared a shared affiliation, with no collaboration, with

several of the authors GF-G, MC-P and MR-F to the handling Editor.

Copyright © 2019 Fuentes-García, Castañeda-Patlán, Vercoutter-Edouart, Lefebvre

and Robles-Flores. This is an open-access article distributed under the terms of

the Creative Commons Attribution License (CC BY). The use, distribution or

reproduction in other forums is permitted, provided the original author(s) and the

copyright owner(s) are credited and that the original publication in this journal

is cited, in accordance with accepted academic practice. No use, distribution or

reproduction is permitted which does not comply with these terms.

Frontiers in Endocrinology | www.frontiersin.org 13 May 2019 | Volume 10 | Article 289

https://doi.org/10.1002/jcp.24145
https://doi.org/10.1038/cr.2011.139
https://doi.org/10.1016/j.acthis.2012.09.007
https://doi.org/10.4161/cbt.10.11.13664
https://doi.org/10.1016/j.canlet.2009.08.010
https://doi.org/10.1158/1541-7786.MCR-09-0383
https://doi.org/10.1023/B:HIJO.0000032354.94213.69
https://doi.org/10.1158/1541-7786.MCR-06-0384
https://doi.org/10.1073/pnas.100471497
https://doi.org/10.1016/j.stem.2010.03.004
https://doi.org/10.1097/MCO.0000000000000188
https://doi.org/10.1126/science.123.3191.309
https://doi.org/10.1016/j.bbadis.2011.01.009
https://doi.org/10.1038/onc.2014.307
https://doi.org/10.2174/157436210790226492
https://doi.org/10.1074/jbc.M403773200
https://doi.org/10.1016/j.yjmcc.2005.11.003
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/endocrinology
https://www.frontiersin.org
https://www.frontiersin.org/journals/endocrinology#articles

	O-GlcNAcylation Is Involved in the Regulation of Stem Cell Markers Expression in Colon Cancer Cells
	Introduction
	Materials and Methods
	Reagents and Antibodies
	Cell Lines
	Cell Culture
	Western Blotting
	Immunofluorescence and Confocal Microscopy
	Flow Cytometry
	Cell Sorting
	Pharmacological Inhibitions
	Apoptosis
	Proliferation Assay
	Colony Formation Assay
	3D Culture
	Statistical Analysis

	Results
	Expression Profile of Stem Cell Markers in Colon Cancer Cells Changes During Cancer Progression
	Colon Cancer Cell Lines Have Increased O-GlcNAcylation Levels Compared With Non-malignant Colon Cells and Perturbation of These Levels Increased the Expression of Stem Cell Markers
	Double Positive CD133/CD44 Stem Subpopulations Induced as Result of OGT Inhibition Display More Aggressive Phenotype Compared With Single Positive Subpopulations
	Nutritional Stress Mimics OGT Inhibition Effects in Cancer Stem Cell Expression

	Discussion
	Ethics Statement
	Author Contributions
	Funding
	Acknowledgments
	References


