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			In the original article, we neglected to include the funder “Iran National Science Foundation (INFS), Grant No. 95814261”.

			A correction has been made to the Funding statement:

			“The authors would like to thank the Iran National Science Foundation (INSF, Grant No. 95814261) for the financial support. We would also like to thank the authorities of Tabriz University.”

			The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way.
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